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<210> 1 
<211> 1887 
<212> DNA 

<213> Homo sapiens 
<400> 1 

gcgcacggcc tgtccgctgc acaccagctt gttggcgtct tcgtcgccgc gctcgccccg 60 

ggctactcct gcgcgccaca atgagctccc gcatcgccag ggcgctcgcc ttagtcgtca 120 

cccttctcca cttgaccagg ctggcgctct ccacctgccc cgctgcctgc cactgccccc 180 

tggaggcgcc caagtgcgcg ccgggagtcg ggctggtccg ggacggctgc ggctgctgta 240 

aggtctgcgc caagcagctc aacgaggact gcagcaaaac gcagccctgc gaccacacca 300 

aggggctgga atgcaacttc ggcgccagct ccaccgctct gaaggggatc tgcagagctc 360 

agtcagaggg cagaccctgt gaatataact ccagaatcta ccaaaacggg gaaagtttcc 420 

agcccaactg taaacatcag tgcacatgta ttgatggcgc cgtgggctgc attcctctgt 480 

gtccccaaga actatctctc cccaacttgg gctgtcccaa ccctcggctg gtcaaagtta 540 

ccgggcagtg ctgcgaggag tgggtctgtg acgaggatag tatcaaggac cccatggagg 600 

accaggacgg cctccttggt aaggagctgg gattcgatgc ctccgaggtg gagttgacga 660 

gaaacaatga attgattgca gttggaaaag gcagctcact gaagcggatc cctgtttttg 720 

gaatggagcc tcgcatccga tacaaccctt tacaaggcca gaaatgtatt gttcaaacaa 780 

cttcatggtc ccagtgctca aagacctgtg gaactggtat ctccacacga gttaccaatg 840 

acaaccctga gtgccgcctt gtgaaagaaa cccggatttg tgaggtgcgg ccttgtggac 900 

agccagtgta cagcagcctg aaaaagggca agaaatgcag caagaccaag aaatcccccg 960 

aaccagtcag gtttacttac gctggatgtt tgagtgtgaa gaaataccgg cccaagtact 1020 

gcggttcctg cgtggacggc cgatgctgca cgccccagct gaccaggact gtgaagatgc 1080 

ggttccgctg cgaagatggg gagacatttt ccaagaacgt catgatgatc cagtcctgca 1140 

aatgcaacta caactgcccg catgccaatg aagcagcgtt tcccttctac aggctgttca 1200 



1 



atgacattca caaatttagg gactaaatgc tacctgggtt tccagggcac acctagacaa 1260 
acaagggaga agagtgtcag aatcagaatc atggagaaaa tgggcggggg tggtgtgggt 132 0 
gatgggactc attgtagaaa ggaagccttg ctcattcttg aggagcatta aggtatttcg 1380 
aaactgccaa gggtgctggt gcggatggac actaatgcag ccacgattgg agaatacttt 1440 
gcttcatagt attggagcac atgttactgc ttcattttgg agcttgtgga gttgatgact, 1500 
ttctgttttc tgtttgtaaa ttatttgcta agcatatttt ctctaggctt ttttcctttt 1560 
ggggttctac agtcgtaaaa gagataataa gattagttgg acagtttaaa gcttttattc 1620 
gtcctttgac aaaagtaaat gggagggcat tccatccctt cctgaagggg gacactccat 1680 
gagtgtctgt gagaggcagc tatctgcact ctaaactgca aacagaaatc aggtgtttta 1740 
agactgaatg ttttatttat caaaatgtag cttttgggga gggaggggaa atgtaatact 1800 
ggaataattt gtaaatgatt ttaattttat attcagtgaa aagattttat ttatggaatt 1860 
aaccatttaa taaagaaata tttacct 1887 



<210> 2 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Ser Arg He Ala Arg Ala Leu Ala Leu Val Val Thr Leu Leu 
15 10 15 

His Leu Thr Arg Leu Ala Leu Ser Thr Cys Pro Ala Ala Cys His Cys 

20 25 30 

Pro Leu Glu Ala Pro Lys Cys Ala Pro Gly Val Gly Leu Val Arg Asp 
35 40 45 

Gly Cys Gly Cys Cys Lys Val Cys Ala Lys Gin Leu Asn Glu Asp Cys 
50 55 60 

Ser Lys Thr Gin Pro Cys Asp His Thr Lys Gly Leu Glu Cys Asn Phe 
65 70 75 80 

Gly Ala Ser Ser Thr Ala Leu Lys Gly He Cys Arg Ala Gin Ser Glu 
85 90 95 

Gly Arg Pro Cys Glu Tyr Asn Ser Arg He Tyr Gin Asn Gly Glu Ser 
100 105 110 

Phe Gin Pro Asn Cys Lys His Gin Cys Thr Cys He Asp Gly Ala Val 
115 120 125 

Gly Cys He Pro Leu Cys Pro Gin Glu Leu Ser Leu Pro Asn Leu Gly 
130 135 140 

Cys Pro Asn Pro Arg Leu Val Lys Val Thr Gly Gin Cys Cys Glu Glu 
145 150 155 160 

Trp Val Cys Asp Glu Asp Ser He Lys Asp Pro Met Glu Asp Gin Asp 
165 170 175 

Gly Leu Leu Gly Lys Glu Leu Gly Phe Asp Ala Ser Glu Val Glu Leu 
180 185 190 

Thr Arg Asn Asn Glu Leu He Ala Val Gly Lys Gly Ser Ser Leu Lys 
195 200 205 



Arg He Pro Val Phe Gly Met Glu Pre Arg He Arg Tyr Asn Pro Leu 

210 215 220 



Gin Gly Gin Lys Cys lie Val Gin Thr Thr Ser Trp Ser Gin Cys Ser 
225 230 235 240 



Lys Thr Cys Gly Thr Gly lie Ser Thr Arg Val Thr Asn Asp Asn Pro 
245 250 255 

Glu Cys Arg Leu Val Lys Glu Thr Arg lie Cys Glu Val Arg Pro Cys 
260 265 270 

Gly Gin Pro Val Tyr Ser Ser Leu Lys Lys Gly Lys Lys Cys Ser Lys 
275 280 285 

Thr Lys Lys Ser Pro Glu Pro Val Arg Phe Thr Tyr Ala Gly Cys Leu 
290 295 300 

Ser Val Lys Lys Tyr Arg Pro Lys Tyr Cys Gly Ser Cys Val Asp Gly 
305 310 315 320 

Arg Cys Cys Thr Pro Gin Leu Thr Arg Thr Val Lys Met Arg Phe Arg 
325 330 335 

Cys Glu Asp Gly Glu Thr Phe Ser Lys Asn Val Met Met lie Gin Ser 
340 345 350 

Cys Lys Cys Asn Tyr Asn Cys Pro His Ala Asn Glu Ala Ala Phe Pro 
355 360 365 

Phe Tyr Arg Leu Phe Asn Asp lie His Lys Phe Arg Asp 

370 375 380 



<210> 3 

<211> 2114 

<212> DNA 

<213> Homo sapiens 



<400> 3 

aggaattccg 

ggacccacgg 

ccc tgttggt 

tgggtgcatc 

ggagtcctga 

ccgtgtgcgg 

gcacagaaga 

gagccccccg 

gcgttctcgg 

gacctgctcc 

tggggtgtgc 

tgcgacctgc 

agctgcccgg 

gggggacccc 

ggcctgctgc 

gcgtggcggc 

cggccgcggt 

gagatagacg 

gccctgctgg 

gacgtcctaa 

cagcacctgg 

acgt ccc tgg 

caggctcctc 

aggggccagc 

tgctccctca 



gtggccggcc 
tgcctccctc 
cctgtgggga 
ccgcgaggac 
caacccccca 
aggtgtccgg 
atgtcaagct 
aggacctgga 
ggccccaggc 
cgaggggggc 

gggggtctct 
ctgggcgctt 
gacccctgga 
cctacggccc 
ccgtgctggg 
aacgctcctc 
tccggcggga 
agagcctcat 
ccacccagat 
agcataaact 
gctacctctt 
agaccctgaa 
ggcggcccct 
tagacaaaga 
gccccgagga 



actcccgtct 
cctgggatct 
ccgccctggc 
cctggctgga 
taacatttcc 
cctgagcacg 
ctcaacagag 
cgccctccca 
ctgcacccgt 
tcccgagcga 
gctgagcgag 
tgtggccgag 
ccaggaccag 
cccgtcgaca 
ccagcccatc 
tcgggaccca 
agtggagaag 
cttctacaag 
ggaccgcgtg 
ggatgagctc 
cctcaagatg 
ggct ttgct t 
cccacaggt g 
caccctagac 
get gage tec 



gctgtgacgc 
acacagacca 
agcctcctgt 
gagacaggga 
agcctctccc 
gagcgtgtcc 
cagctgcgct 
ttggacctgc 
ttcttctccc 
cagcggctgc 
gctgatgtgc 
teggecgaag 
caggaggcag 
tggtctgtct 
atccgcagca 
tcctggcggc 
acagcctgtc 
aagtgggagc 
aacgccatcc 
tacccacaag 
agecctgagg 
gaagtcgaca 
gccaccctga 
accctgaccg 
gtgcccccca 



geggacagag 
tggecttgea 
tcctgctctt 
eggagtctge 
ctcgccaact 
gggagctggc 
gtctggctca 
tgetattect 
gcatcacgaa 
tgcctgcggc 
gggctctggg 
tgctgctacc 
ccagggcggc 
ccacgatgga 
tcccgcaggg 
agectgaacg 
cttcaggcaa 
tggaagcctg 
ccttcaccta 
gttaccccga 
acattegcaa 
aagggcacga 
tcgaccgctt 
ccttctaccc 
gcagcatctg 



agetaceggt 
acggctcgac 
cagcctcgga 
ccccctgggg 
ccttggcttc 
tgtggccttg 
ccggctctct 
caacccagat 
ggccaatgtg 
tetggee tgc 
aggectgget 
ccggctggtg 
tetgeaggge 
cgctctgcgg 
catcgtggcc 
gaccatcctc 
gaaggcccgc 
cgtggatgcg 
cgagcagctg 
gtctgtgatc 
gtggaatgtg 
aatgagtcct 
tgtgaaggga 
tgggtacc tg 
ggeggtcagg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 



ccccaggacc tggacacgtg 
cttgctttcc agaacatgaa 
ggggccccca cggaggattt 
acgttcatga agctgcggac 
cttctgggac cc cacgtgga 
tggatcctac ggcagcggca 
atccccaacg gctacctggt 
tgcctcctag gacctggacc 
gcctgagggc cccactccct 
agcaggcacg ggtgatcccc 
tgccccctgc agac 



tgacccaagg cagctggacg 
cgggtccgaa tacttcgtga 
gaaggcgctc agtcagcaga 
ggatgcggtg ctgccgttga 
gggcctgaag gcggaggagc 
ggacgacctg gacacgctgg 
cctagacctc agcgtgcaag 
tgttctcacc gtcctggcac 
tgctggcccc agccctgctg 
gttccacccc aagagaactc 



tcctctatcc caaggcccgc 1560 
agatccagtc cttcctgggt 1620 
atgtgagcat ggacttggcc 1680 
ctgtggctga ggtgcagaaa 1740 
ggcaccgccc ggtgcgggac 1800 
ggctggggct acagggcggc 1860 
agaccctctc ggggacgccc 1920 
tgctcctagc ctccaccctg 1980 
gggatccccg cctggccagg 2040 
gcgctcagta aacgggaaca 2100 

2114 



<210> 4 
<211> 628 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Leu Gin Arg Leu Asp Pro Cys Trp Ser Cys Gly Asp Arg Pro 
15 10 15 

Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp Val His Pro Ala 
20 25 30 

Arg Thr Leu Ala Gly Glu Thr Gly Thr Glu Ser Ala Pro Leu Gly Gly 
35 40 45 

Val Leu Thr Thr Pro His Asn lie Ser Ser Leu Ser Pro Arg Gin Leu 
50 55 60 

Leu Gly Phe Pro Cys Ala Glu Val Ser Gly Leu Ser Thr Glu Arg Val 
65 70 75 80 

Arg Glu Leu Ala Val Ala Leu Ala Gin Lys Asn Val Lys Leu Ser Thr 
85 90 95 

Glu Gin Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro Glu Asp 
100 105 110 

Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro Asp Ala 
115 120 125 

Phe Ser Gly Pro Gin Ala Cys Thr Arg Phe Phe Ser Arg lie Thr Lys 
130 135 140 

Ala Asn Val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg Gin Arg Leu 
145 150 155 160 

Leu Pro Ala Ala Leu Ala Cys Trp Gly Val Arg Gly Ser Leu Leu Ser 
165 170 175 

Glu Ala Asp Val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu Pro Gly 
180 185 190 

Arg Phe Val Ala Glu Ser Ala Glu Val Leu Leu Pro Arg Leu Val Ser 

195 200 205 

Cys Pro Gly Pro Leu Asp Gin Asp Gin Gin Glu Ala Ala Arg Ala Ala 

210 215 220 

Leu Gin Gly Gly Gly Pro Pro Tyr Gly Pro Pro Ser Thr Trp Ser Val 



4 



225 230 235 240 

Ser Thr Met Asp Ala Leu Arg Gly Leu Leu Pro Val Leu Gly Gin Pro 
245 250 255 

lie lie Arg Ser lie Pro Gin Gly lie Val Ala Ala Trp Arg Gin Arg 
260 265 270 

Ser Ser Arg Asp Pro Ser Trp Arg Gin Pro Glu Arg Thr lie Leu Arg 
275 280 285 

Pro Arg Phe Arg Arg Glu Val Glu Lys Thr Ala Cys Pro Ser Gly Lys 
290 295 300 

Lys Ala Arg Glu lie Asp Glu Ser Leu lie Phe Tyr Lys Lys Trp Glu 
305 310 315 320 

Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr Gin Met Asp Arg 
325 330 335 

Val Asn Ala lie Pro Phe Thr Tyr Glu Gin Leu Asp Val Leu Lys His 
340 345 350 

Lys Leu Asp Glu Leu Tyr Pro Gin Gly Tyr Pro Glu Ser Val lie Gin 
355 360 365 

His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp lie Arg Lys 
370 375 380 

Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu Val Asp 
385 390 395 400 

Lys Gly His Glu Met Ser Pro Gin Ala Pro Arg Arg Pro Leu Pro Gin 
405 410 415 

Val Ala Thr Leu lie Asp Arg Phe Val Lys Gly Arg Gly Gin Leu Asp 
420 425 430 

Lys Asp Thr Leu Asp Thr Leu Thr Ala Phe Tyr Pro Gly Tyr Leu Cys 
435 440 445 

Ser Leu Ser Pro Glu Glu Leu Ser Ser Val Pro Pro Ser Ser lie Trp 
450 455 460 

Ala Val Arg Pro Gin Asp Leu Asp Thr Cys Asp Pro Arg Gin Leu Asp 
465 470 475 480 

Val Leu Tyr Pro Lys Ala Arg Leu Ala Phe Gin Asn Met Asn Gly Ser 
485 490 495 

Glu Tyr Phe Val Lys lie Gin Ser Phe Leu Gly Gly Ala Pro Thr Glu 
500 505 510 

Asp Leu Lys Ala Leu Ser Gin Gin Asn Val Ser Met Asp Leu Ala Thr 
515 520 525 

Phe Met Lys Leu Arg Thr Asp Ala Val Leu Pro Leu Thr Val Ala Glu 
530 535 540 

Val Gin Lys Leu Leu Gly Pro His Val Glu Gly Leu Lys Ala Glu Glu 
545 550 555 560 
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Arg His Arg Pro Val Arg Asp Trp lie Leu Arg Gin Arg Gin Asp Asp 
565 570 575 



Leu Asp Thr Leu Gly Leu Gly Leu 
580 

Leu Val Leu Asp Leu Ser Val Gin 
595 600 

Leu Leu Gly Pro Gly Pro Val Leu 
610 615 

Ser Thr Leu Ala 

625 



Gin Gly Gly lie Pro Asn Gly Tyr 

585 590 

Glu Thr Leu Ser Gly Thr Pro Cys 
605 

Thr Val Leu Ala Leu Leu Leu Ala 
620 



<210> 5 

<211> 852 

<212> DNA 

<213> Homo sapiens 

<400> 5 

cttcctagct cctctcctcc 
atagactcca cagcagctcc 
tgctgcagcc atgtcggccc 
tgccagctgt cagcaaggcc 
ggccgtgttc ctggtcctcg 
ggagccggag cctgcacaca 
gggaacagat ggaaggtact 
tgcctatgag aatgtgcccg 
tctgtggctc caaccccaag 
aagccccctc cttctttgtg 
ccggccctac ccgcccttga 
ttggggctcg gctgtggccc 
acagtcagct gagcacctcc 
ccctaatttc tgtgaaataa 
cctcaggctt cc 



agggccagac tgagcccagg 
aggagcccag acaccggcgg 
tcagcctcct cattctgggc 
tggggaacct tcagccctgg 
ttgcaatcgc ctttgcagtc 
tgatcctgac cgtcggaaac 
cttcgatggc ggccagtttc 
aggaggaagg caaggtccgc 
actcccaggc acatgggatg 
tggaatctgc aatagtgggc 
agtatagcca gccaaggttg 
tggggtctcc tgctcagctc 
catcctgctc acacgtcctt 
agactttttg tatttctggg 



ttgatttcag gcggacacca 60 
ccagaagcaa ggctaggagc 12 0 
ctgctcacgg cagtgccacc 180 
atgcagggcc ttatcgcggt 240 
aaccacttct ggtgccagga 300 
aaggcagatg gagtcctggt 3 60 
aggtccagtg agcatgagaa 420 
agcaccccga tgtaaccttc 480 
gatgtccagt gctaccaccc 540 
tgactccctc cagccccatg 600 
gagctcagac cgtgtctagg 660 
agaagagcct tctggagagg 720 
ccccataact atggaaatgg 780 
gctgaggctc agcaacagcc 840 

852 



<210> 6 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ser Ala Leu Ser Leu Leu lie Leu Gly Leu Leu Thr Ala Val Pro 
15 10 15 

Pro Ala Ser Cys Gin Gin Gly Leu Gly Asn Leu Gin Pro Trp Met Gin 
20 25 30 

Gly Leu He Ala Val Ala Val Phe Leu Val Leu Val Ala He Ala Phe 
35 40 45 

Ala Val Asn His Phe Trp Cys Gin Glu Glu Pro Glu Pro Ala His Met 
50 55 60 

He Leu Thr Val Gly Asn Lys Ala Asp Gly Val Leu Val Gly Thr Asp 
65 70 75 80 

Gly Arg Tyr Ser Ser Met Ala Ala Ser Phe Arg Ser Ser Glu His Glu 
85 90 95 
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Asn Ala Tyr Glu Asn Val Pro Glu Glu Glu Gly Lys Val Arg Ser Thr 
100 105 110 



Pro Met 



<210> 7 
<211> 527 
<212> DNA 

<213> Homo sapiens 
<400> 7 

ccgtcagtct agaaggataa 
gttccaatat cagtctatct 
gtgactgtaa cacctccaat 
gctcacaaca tagaaggacc 
aacagttact gcatcaacgg 
aggtgtttta ctggttatac 
gtggattctt atgaaaaata 
tttcttgtta ttttttactg 
aatgtctgtt ctggagaaag 



gagaaagaaa gttaagcaac 
tttattcaac gcaatgacag 
cacagcccag caaggtaact 
catagccttg aagttctcac 
tgcttgtgca ttccaccatg 
tggagaaagg tgtgagcact 
cattgcaatt gggattggtg 
ctatataaga aagaggtgtc 
acgaccactg tgaggccttt 



tacaggaaat ggctttggga 60 
cactgaccga agaggcagcc 120 
ggacagttaa caaaacagaa 180 
acctttgcct ggaagatcat 240 
agctagagaa agccatctgc 300 
tgactttaac ttcatatgct 360 
ttggattact attaagtggt 420 
taaaattgaa atcgccttac 480 
gtgaaga 527 



<210> 8 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Ala Leu Gly Val Pro lie Ser Val Tyr Leu Leu Phe Asn Ala Met 
15 10 15 

Thr Ala Leu Thr Glu Glu Ala Ala Val Thr Val Thr Pro Pro lie Thr 
20 25 30 

Ala Gin Gin Gly Asn Trp Thr Val Asn Lys Thr Glu Ala His Asn lie 
35 40 45 

Glu Gly Pro lie Ala Leu Lys Phe Ser His Leu Cys Leu Glu Asp His 
50 55 60 

Asn Ser Tyr Cys lie Asn Gly Ala Cys Ala Phe His His Glu Leu Glu 
65 70 75 80 

Lys Ala lie Cys Arg Cys Phe Thr Gly Tyr Thr Gly Glu Arg Cys Glu 
85 90 95 

His Leu Thr Leu Thr Ser Tyr Ala Val Asp Ser Tyr Glu Lys Tyr lie 
100 105 110 

Ala He Gly He Gly Val Gly Leu Leu Leu Ser Gly Phe Leu Val He 
115 120 125 

Phe Tyr Cys Tyr He Arg Lys Arg Cys Leu Lys Leu Lys Ser Pro Tyr 
130 135 140 

Asn Val Cys Ser Gly Glu Arg Arg Pro Leu 
145 150 
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<210> 9 
<211> 1293 
<212> DNA 

<213> Homo sapiens 



<400> 9 

aggtggcggg cgggtactta aggcgcggcc accgggctgg cagtgcgccc aacagcggac 60 
tccgagacca gcggatctcg gcaaaccctc tttctcgacc acccacctac cattcttgga 120 
accatggcgg cagtggcggc ggcctcggct gaactgctca tcatcggctg gtacatcttc 180 
cgcgtgctgc tgcaggtgtt cctggaatgc tgcatttact gggtaggatt cgcttttcga 240 
aatcctccag ggacacagcc cattgcgaga agtgaggtgt tcaggtactc cctgcagaag 300 
ctggcataca cggtgtcgcg gaccgggcgg caggtgttgg gggagcgcag gcagcgagcc 3 60 
cccaactgag gccccagctc ccagccctgg gcggccgtat catcaggtgc tcctgtgcat 420 
ctcggccagc acgggagcca gtgccgcgca ggaatgtggg gtcccctgtg ttccctcgcc 480 
agagcacttg gcaaggtcag tgaggggcca gtagaccccc ggagaagcag taccgacaat 540 
gacgaagata ccagatccct tcccaacccc tttgcaccgg tcccactaag gggcagggtc 600 
gagagaggag gggggatagg gggagcagac cctgagatct gggcataggc accgcattct 660 
gatctggaca aagtcgggac agcaccatcc cagccccgaa gcccgggcca tgccagcagg 720 
ccccaccatg gaaatcaaaa caccgcacca gccagcagaa tggacattct gacatcgcca 780 
gccgacgccc tgaatcttgg tgcagcaccc accgcgtgcc tgtgtggcgg gactggaggg 840 
cacagttgag gaaggagggt ggttaagaaa tacagtgggg ccctctcgct gtcccttgcc 900 
cagggcactt gtattccagc ctcgctgcat ttgctctctc gattgcccct ttcctcctac 960 
atgcctccca agcccaccct actccaaaag taatgtgtca cttgatttgg aactattcaa 1020 
gcagtaaaag taaatgaatc ccacctttac taaaacactt tctctgaacc ccccttgccc 1080 
ctcactgatc ttgcttttcc ctggtctcag cagttgtggt caatattgtg gtaatcgcta 1140 
attgtactga ttgtttaagt gtgcattagt tgtctctccc cagctagatt gtaagctcct 1200 
ggaggacagg gaccacctct acaaaaaata aaaaaagtac ctcccctgtc tcgcacagtg 12 60 
tcccaggacc ctgcggtgca gtagaggcgc acc 1293 



<210> 10 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Ala Ala Val Ala Ala Ala Ser Ala Glu Leu Leu lie lie Gly Trp 
15 10 15 

Tyr lie Phe Arg Val Leu Leu Gin Val Phe Leu Glu Cys Cys lie Tyr 
20 25 30 

Trp Val Gly Phe Ala Phe Arg Asn Pro Pro Gly Thr Gin Pro lie Ala 
35 40 45 

Arg Ser Glu Val Phe Arg Tyr Ser Leu Gin Lys Leu Ala Tyr Thr Val 
50 55 60 

Ser Arg Thr Gly Arg Gin Val Leu Gly Glu Arg Arg Gin Arg Ala Pro 
65 70 75 80 



Asn 



<210> 11 

<211> 679 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
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<222> (599) 

<223> Where n is G or A or T or C 



<400> 11 

ggcggcgttc gtgtccgagg tcactagttt cccggtagtt cagctgcaca tgaatagaac 60 
agcaatgaga gccagtcaga aggactttga aaattcaata aatcaagtga aactcttgaa 120 
aaaggatcca ggaaacgaag tgaagctaaa actctacgcg ctatataagc aggccactga 180 
aggaccttgt aacatgccca aaccaggtgt atttgacttg atcaacaagg ccaaatggga 240 
cgcatggaat gcccttggca gcctgcccaa ggaagctgcc aggcagaact atgtggattt 300 
ggtgtccagt ttgagtcctt cattggaatc ctctagtcag gtggagcctg gaacagacag 360 
gaaatcaact gggtttgaaa ctctggtggt gacctccgaa gatggcatca caaagatcat 420 
gttcaaccgg cccaaaaaga aaaatgccat aaacactgag atgtatcatg aaattatgcg 480 
tgcacttaaa gctgccagca aggatgactc aatcatcact gttttaacag gaaatggtga 540 
ctattacagt agtgggaatg atctgactaa cttcactgat attccccctg gtggagtana 600 
ggagaaagct aaaaataatg ccgttttact gaagggaatt tgtgggctgt tttatagaat 660 
ttcctaagcc tctgattgc 679 



<210> 12 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (184) 

<223> Where Xaa is any amino acid as defined in the 
speci f ication 



<400> 12 

Met Asn Arg Thr Ala Met Arg Ala 
1 5 

lie Asn Gin Val Lys Leu Leu Lys 
20 



Ser Gin Lys Asp Phe Glu Asn Ser 

10 15 

Lys Asp Pro Gly Asn Glu Val Lys 
25 30 



Leu Lys Leu Tyr Ala Leu Tyr Lys Gin Ala Thr Glu Gly Pro Cys Asn 
35 40 45 

Met Pro Lys Pro Gly Val Phe Asp Leu lie Asn Lys Ala Lys Trp Asp 
50 55 60 

Ala Trp Asn Ala Leu Gly Ser Leu Pro Lys Glu Ala Ala Arg Gin Asn 
65 70 75 80 

Tyr Val Asp Leu Val Ser Ser Leu Ser Pro Ser Leu Glu Ser Ser Ser 
85 90 95 

Gin Val Glu Pro Gly Thr Asp Arg Lys Ser Thr Gly Phe Glu Thr Leu 
100 105 110 

Val Val Thr Ser Glu Asp Gly lie Thr Lys lie Met Phe Asn Arg Pro 
115 120 125 

Lys Lys Lys Asn Ala lie Asn Thr Glu Met Tyr His Glu lie Met Arg 
130 135 140 

Ala Leu Lys Ala Ala Ser Lys Asp Asp Ser lie lie Thr Val Leu Thr 
145 150 155 160 

Gly Asn Gly Asp Tyr Tyr Ser Ser Gly Asn Asp Leu Thr Asn Phe Thr 
165 170 175 
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Asp lie Pro Pro Gly Gly Val Xaa Glu Lys Ala Lys Asn Asn Ala Val 
180 185 190 

Leu Leu Lys Gly lie Cys Gly Leu Phe Tyr Arg lie Ser 
195 200 205 



<210> 13 

<211> 3046 

<212> DNA 

<213> Homo sapiens 

<400> 13 

tggggctgct ccgttctctg cctggcctga ggctccctga gccgcctccc caccatcacc 60 
atggccaagg gcttctatat ttccaagtcc ctgggcatcc tggggatcct cctgggcgtg 120 
gcagccgtgt gcacaatcat cgcactgtca gtggtgtact cccaggagaa gaacaagaac 180 
gccaacagct cccccgtggc ctccaccacc ccgtccgcct cagccaccac caaccccgcc 240 
tcggccacca ccttggacca aagtaaagcg tggaatcgtt accgcctccc caacacgctg 300 
aaacccgatt cctaccaggt gacgctgaga ccgtacctca cccccaatga caggggcctg 360 
tacgttttta agggctccag caccgtccgt ttcacctgca aggaggccac tgacgtcatc 420 
atcatccaca gcaagaagct caactacacc ctcagccagg ggcacagggt ggtcctgcgt 480 
ggtgtgggag gctcccagcc ccccgacatt gacaagactg agctggtgga gcccaccgag 540 
tacctggtgg tgcacctcaa gggctccctg gtgaaggaca gccagtatga gatggacagc 600 
gagttcgagg gggagttggc agatgacctg gcgggcttct accgcagcga gtacatggag 660 
ggcaatgtca gaaaggtggt ggccactaca cagatgcagg ctgcagatgc ccggaagtcc 72 0 
ttcccatgct tcgatgagcc ggccatgaag gccgagttca acatcacgct tatccacccc 780 
aaggacctga cagccctgtc caacatgctt cccaaaggtc ccagcacccc acttccagaa 840 
gaccccaact ggaatgtcac tgagttccac accacgccca agatgtccac gtacttgctg 900 
gccttcattg tcagtgagtt cgactacgtg gagaagcagg catccaatgg tgtcttgatc 960 
cggatctggg cccggcccag tgccattgcg gcgggccacg gcgattatgc cctgaacgtg 1020 
acgggcccca tccttaactt ctttgctggt cattatgaca caccctaccc actcccaaaa 1080 
tcagaccaga ttggcctgcc agacttcaac gccggcgcca tggagaactg gggactggtg 1140 
acctaccggg agaactccct gctgttcgac cccctgtcct cctccagcag caacaaggag 1200 
cgggtggtca ctgtgattgc tcatgagctg gcccaccagt ggttcgggaa cctggtgacc 1260 
atagagtggt ggaatgacct gtggctgaac gagggcttcg cctcctacgt ggagtacctg 1320 
ggtgctgact atgcggagcc cacctggaac ttgaaagacc tcatggtgct gaatgatgtg 1380 
taccgcgtga tggcagtgga tgcactggcc tcctcccacc cgctgtccac acccgcctcg 1440 
gagatcaaca cgccggccca gatcagtgag ctgtttgacg ccatctccta cagcaagggc 1500 
gcctcagtcc tcaggatgct ctccagcttc ctgtccgagg acgtattcaa gcagggcctg 1560 
gcgtcctacc tccacacctt tgcctaccag aacaccatct acctgaacct gtgggaccac 1620 
ctgcaggagg ctgtgaacaa ccggtccatc caactcccca ccaccgagcg ggacatcatg 1680 
aaccgctgga ccctgcagat gggcttcccg gtcatcacgg tggataccag cacggggacc 1740 
ctttcccagg agcacttcct ccttgacccc gattccaatg ttacccgccc ctcagaattc 1800 
aactacgtgt ggattgtgcc catcacatcc atcagagatg gcagacagca gcaggactac 1860 
tggctgatgg atgtaagagc ccagaacgat ctcttcagca catcaggcaa tgagtgggtc 1920 
ctgctgaacc tcaatgtgac gggctattac cgggtgaact acgacgaaga gaactggagg 1980 
aagattcaga ctcagctgca gagagaccac tcggccatcc ctgtcatcaa tcgggcacag 2040 
atcattaatg acgccttcaa cctggccagt gcccataagg tccctgtcac tctggcgctg 2100 
aacaacaccc tcttcctgat tgaagagaga cagtacatgc cctgggaggc cgccctgagc 2160 
agcctgagct acttcaagct catgtttgac cgctccgagg tctatggccc catgaagaac 2220 
tacctgaaga agcaggtcac acccctcttc attcacttca gaaataatac caacaactgg 2280 
agggagatcc cagaaaacct gatggaccag tacagcgagg ttaatgccat cagcaccgcc 2340 
tgctccaacg gagttccaga gtgtgaggag atggtctctg gccttttcaa gcagtggatg 2400 
gagaacccca ataataaccc gatccacccc aacctgcggt ccaccgtcta ctgcaacgct 2 4 d 0 
atcgcccagg gcggggagga ggagtgggac ttcgcctggg agcagttccg aaatgccaca 2510 
ctggtcaatg aggctgacaa gctccgggca gccctggcct gcagcaaaga gttgtggatc 2 580 
ctgaacaggt acctgagcta caccctgaac ccggacttaa tccggaagca ggacgccacc 2640 
tctaccatca tcagcattac caacaacgtc attgggcaag gtctggtctg ggactttgtc 2700 
cagagcaact ggaagaagcc ttttaacgat tatggtggtg gctcgt tctc cttctccaac 2760 
ctcatccagg cagtgacacg acgattctcc accgagtatg agctgcagca gctggagcag 2 320 
ttcaagaagg acaacgagga aacaggcttc ggctcaggca cccgguccct ggagcaagcc 2880 
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ctggagaaga cgaaagccaa catcaagtgg gtgaaggaga acaaggaggt ggtgctccag 2940 
tggttcacag aaaacagcaa atagtcccca gcccttgaag ctacccggcc ccgatcgaag 3000 
gtgcccacat gtgtccatcc cagcggctgg tgcagggcct ccattc 3046 



<210> 14 
<211> 967 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Ala Lys Gly Phe Tyr lie Ser Lys Ser Leu Gly lie Leu Gly lie 
15 10 15 

Leu Leu Gly Val Ala Ala Val Cys Thr He He Ala Leu Ser Val Val 

20 25 30 

Tyr Ser Gin Glu Lys Asn Lys Asn Ala Asn Ser Ser Pro Val Ala Ser 
35 40 45 

Thr Thr Pro Ser Ala Ser Ala Thr Thr Asn Pro Ala Ser Ala Thr Thr 
50 55 60 

Leu Asp Gin Ser Lys Ala Trp Asn Arg Tyr Arg Leu Pro Asn Thr Leu 
65 70 75 80 

Lys Pro Asp Ser Tyr Gin Val Thr Leu Arg Pro Tyr Leu Thr Pro Asn 
85 90 95 

Asp Arg Gly Leu Tyr Val Phe Lys Gly Ser Ser Thr Val Arg Phe Thr 
100 105 110 

Cys Lys Glu Ala Thr Asp Val He He He His Ser Lys Lys Leu Asn 
115 120 125 

Tyr Thr Leu Ser Gin Gly His Arg Val Val Leu Arg Gly Val Gly Gly 
130 135 140 

Ser Gin Pro Pro Asp He Asp Lys Thr Glu Leu Val Glu Pro Thr Glu 
145 150 155 160 

Tyr Leu Val Val His Leu Lys Gly Ser Leu Val Lys Asp Ser Gin Tyr 
165 170 175 

Glu Met Asp Ser Glu Phe Glu Gly Glu Leu Ala Asp Asp Leu Ala Gly 
180 185 190 

Phe Tyr Arg Ser Glu Tyr Met Glu Gly Asn Val Arg Lys Val Val Ala 
195 200 205 

Thr Thr Gin Met Gin Ala Ala Asp Ala Arg Lys Ser Phe Pro Cys Phe 
210 215 220 

Asp Glu Pro Ala Met Lys Ala Glu Phe Asn He Thr Leu He His Pro 

225 230 235 240 

Lys Asp Leu Thr Ala Leu Ser Asn Met Leu Pro Lys Gly Pro Ser Thr 
245 250 255 

Pro Leu Pro Glu Asp Pro Asn Trp Asn Val Thr Glu Phe His Thr Thr 

260 265 270 
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Pro Lys Met Ser Thr Tyr Leu Leu Ala Phe lie Val Ser Glu Phe Asp 
275 280 285 

Tyr Val Glu Lys Gin Ala Ser Asn Gly Val Leu lie Arg lie Trp Ala 
290 295 300 

Arg Pro Ser Ala lie Ala Ala Gly His Gly Asp Tyr Ala Leu Asn Val 
305 310 315 320 

Thr Gly Pro lie Leu Asn Phe Phe Ala Gly His Tyr Asp Thr Pro Tyr 
325 330 335 

Pro Leu Pro Lys Ser Asp Gin lie Gly Leu Pro Asp Phe Asn Ala Gly 
340 345 350 

Ala Met Glu Asn Trp Gly Leu Val Thr Tyr Arg Glu Asn Ser Leu Leu 
355 360 365 

Phe Asp Pro Leu Ser Ser Ser Ser Ser Asn Lys Glu Arg Val Val Thr 
370 375 380 

Val He Ala His Glu Leu Ala His Gin Trp Phe Gly Asn Leu Val Thr 
385 390 395 400 

He Glu Trp Trp Asn Asp Leu Trp Leu Asn Glu Gly Phe Ala Ser Tyr 
405 410 415 

Val Glu Tyr Leu Gly Ala Asp Tyr Ala Glu Pro Thr Trp Asn Leu Lys 
420 425 430 

Asp Leu Met Val Leu Asn Asp Val Tyr Arg Val Met Ala Val Asp Ala 
435 440 445 

Leu Ala Ser Ser His Pro Leu Ser Thr Pro Ala Ser Glu He Asn Thr 
450 455 460 

Pro Ala Gin He Ser Glu Leu Phe Asp Ala He Ser Tyr Ser Lys Gly 
465 470 475 480 

Ala Ser Val Leu Arg Met Leu Ser Ser Phe Leu Ser Glu Asp Val Phe 
485 490 495 

Lys Gin Gly Leu Ala Ser Tyr Leu His Thr Phe Ala Tyr Gin Asn Thr 
500 505 510 

He Tyr Leu Asn Leu Trp Asp His Leu Gin Glu Ala Val Asn Asn Arg 
515 520 525 

Ser He Gin Leu Pro Thr Thr Glu Arg Asp lie Met Asn Arg Trp Thr 
530 535 540 

Leu Gin Met Gly Phe Pro Val lie Thr Val Asp Thr Ser Thr Gly Thr 
545 550 555 560 

Leu Ser Gin Glu His Phe Leu Leu Asp Pro Asp Ser Asn Val Thr Arg 
565 570 575 

Pro Ser Glu Phe Asn Tyr Val Trp He Val Pro lie Thr Ser lie Arg 
580 585 590 

Asp Gly Arg Gin Gin Gin Asp Tyr Trp Leu Met Asp Val Arg Ala Gin 

595 60C 605 
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Asn Asp Leu Phe Ser Thr Ser Gly Asn Glu Trp Val Leu Leu Asn Leu 
610 615 620 

Asn Val Thr Gly Tyr Tyr Arg Val Asn Tyr Asp Glu Glu Asn Trp Arg 
625 630 635 640 

Lys lie Gin Thr Gin Leu Gin Arg Asp His Ser Ala lie Pro Val lie 
645 650 655 

Asn Arg Ala Gin lie lie Asn Asp Ala Phe Asn Leu Ala Ser Ala His 
660 665 670 

Lys Val Pro Val Thr Leu Ala Leu Asn Asn Thr Leu Phe Leu lie Glu 
675 680 685 

Glu Arg Gin Tyr Met Pro Trp Glu Ala Ala Leu Ser Ser Leu Ser Tyr 
690 695 700 

Phe Lys Leu Met Phe Asp Arg Ser Glu Val Tyr Gly Pro Met Lys Asn 
705 710 715 720 

Tyr Leu Lys Lys Gin Val Thr Pro Leu Phe lie His Phe Arg Asn Asn 
725 730 735 

Thr Asn Asn Trp Arg Glu lie Pro Glu Asn Leu Met Asp Gin Tyr Ser 
740 745 750 

Glu Val Asn Ala lie Ser Thr Ala Cys Ser Asn Gly Val Pro Glu Cys 
755 760 765 

Glu Glu Met Val Ser Gly Leu Phe Lys Gin Trp Met Glu Asn Pro Asn 
770 775 780 

Asn Asn Pro lie His Pro Asn Leu Arg Ser Thr Val Tyr Cys Asn Ala 
785 790 795 800 

lie Ala Gin Gly Gly Glu Glu Glu Trp Asp Phe Ala Trp Glu Gin Phe 
805 810 815 

Arg Asn Ala Thr Leu Val Asn Glu Ala Asp Lys Leu Arg Ala Ala Leu 

820 825 830 

Ala Cys Ser Lys Glu Leu Trp lie Leu Asn Arg Tyr Leu Ser Tyr Thr 
835 840 845 

Leu Asn Pro Asp Leu lie Arg Lys Gin Asp Ala Thr Ser Thr lie lie 
850 855 860 

Ser lie Thr Asn Asn Val lie Gly Gin Gly Leu Val Trp Asp Phe Val 
865 870 875 880 

Gin Ser Asn Trp Lys Lys Pro Phe Asn Asp Tyr Gly Gly Gly Ser Phe 
885 890 895 

Ser Phe Ser Asn Leu He Gin Ala Val Thr Arg Arg Phe Ser Thr Glu 

900 905 910 

Tyr Glu Leu Gin Gin Leu Glu Gin Phe Lys Lys Asp Asn Glu Glu Thr 

915 920 925 

Gly Phe Gly Ser Gly Thr Arg Ala Leu Glu Gin Ala Leu Glu Lys Thr 
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930 



935 



940 



Lys Ala Asn lie Lys Trp Val Lys Glu Asn Lys Glu Val Val Leu Gin 
945 950 955 960 

Trp Phe Thr Glu Asn Ser Lys 
965 



<210> 15 
<211> 398 
<212> DNA 

<213> Homo sapiens 



<400> 15 

gatgctgggg 

gtctgcaaac 

cacccccaag 

ttggtgtttc 

cccctgggat 

ctcagttttt 

ctgatgtctt 



ctggtcctgg 
cagtgtgccg 
gagtgcaaca 
aagcccctga 
gcaggctgag 
ctgtcccttt 
aacgaataaa 



ccttgctgtc 
tgccggccaa 
accggggctg 
ctaggaagac 
cacccttgcc 
gctcccggca 
ggtcccatgc 



ctccagctct 
ggacagggtg 
ctgctttgac 
agaatgcacc 
cggctgtgat 
agctttctgc 
tccacccg 



gctgaggagt 
gactgcggct 
tccaggatcc 
ttctgaggca 
tgctgccagg 
tgaaagttca 



acgtgggcct 60 
acccccatgt 120 
ctggagtgcc 180 
cctccagctg 240 
cactgttcat 300 
tatctggagc 360 
398 



<210> 16 
<211> 74 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Leu Gly Leu Val Leu Ala Leu Leu Ser Ser Ser Ser Ala Glu Glu 
15 10 15 

Tyr Val Gly Leu Ser Ala Asn Gin Cys Ala Val Pro Ala Lys Asp Arg 

20 25 30 

Val Asp Cys Gly Tyr Pro His Val Thr Pro Lys Glu Cys Asn Asn Arg 
35 40 45 

Gly Cys Cys Phe Asp Ser Arg lie Pro Gly Val Pro Trp Cys Phe Lys 
50 55 60 

Pro Leu Thr Arg Lys Thr Glu Cys Thr Phe 
65 70 



<210> 17 
<211> 1192 
<212> DNA 

<213> Homo sapiens 



<400> 17 

ccagcccgaa 

ttggggccgc 

gtggttgtgg 

atgccagagg 

cacctggtca 

cccaaggccc 

ctggc tcgga 

ggacagagcg 

t tgcagcatg 

cactccatgg 



aggcagggtc 
ccagatgagg 
aatgcaaacg 
aaagttcccc 
atgcagacgg 
tcatctttgt 
tgc tgatggg 
aaggggagag 
tggattccat 
gaggcgccat 



tgggtgcggg 
gaacagcccg 
ccagcacata 
caggcggacc 
acagtacctc 
gtcccat gga 
gctggacc t g 
gatggtagtg 
gcagaaagac 
cgccatcc t 



aagagggctc 
atttgcctgg 
atggaaacag 
ccgcagagca 
ttctgcaggt 
gccggagagc 
c tggtgttcg 
tctgacttcc 
taccctgggc 
acggccgcag 



ggagctgcct 
ttctgattct 
gacctgaaga 
ttccctacca 
actggaaacc 
acagtggccg 
cccacgacca 
acgttttcgt 
ttcctgtctt 
agaggccggg 



tcctgctgcc 
ccaggctgtc 
cccttccagc 
ggacctccct 
cacaggcaca 
ctatgaagag 
tgttggccac 
cagggatgtg 
ccttctgggc 
ccacttcgcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 
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ggcatggtac 
gtccttgctg 
tccagcgtgc 
tgccgggcag 
gagcgcgccc 
ctatgtgaca 
ctcaagattt 
tccgtcttcc 
tccccaccct 
aagggcagag 



tcatttcgcc 
cgaaagtgct 
tctctcggaa 
ggctgaaggt 
tccccaagct 
gcaaaggggc 
atgaaggtgc 
atgaaataaa 
gaatgcattg 
atggcttctc 



tctggttctt 
caaccttgtg 
taagacagag 
gtgcttcggc 
gactgtgccc 
ctacctgctc 
ctaccatgtt 
catgtgggtc 
gccggtgccc 
agatatggct 



gccaatcctg 
ctgccaaact 
gtcgacattt 
atccaactgc 
ttcctgctgc 
atggagttag 
ctccacaagg 
tctcaaagga 
ggctcatggt 
tgcaaaaaaa 



aatctgcaac 
tgtccctcgg 
ataactcaga 
tgaatgccgt 
tccagggctc 
ccaagagcca 
agcttcctga 
cagccacggc 
ctgggggatg 
aaaaaaaaaa 



aactttcaag 
gcccatcgac 
ccccctgatc 
ctcacgggtg 
tgccgatcgc 
ggacaagact 
agtcaccaac 
aggaactgcg 
caggcagggg 
aa 



660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1192 



<210> 18 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Glu Thr Gly Pro Glu Asp Pro Ser Ser Met Pro Glu Glu Ser Ser 
15 10 15 

Pro Arg Arg Thr Pro Gin Ser lie Pro Tyr Gin Asp Leu Pro His Leu 
20 25 30 

Val Asn Ala Asp Gly Gin Tyr Leu Phe Cys Arg Tyr Trp Lys Pro Thr 
35 40 45 

Gly Thr Pro Lys Ala Leu He Phe Val Ser His Gly Ala Gly Glu His 
50 55 60 

Ser Gly Arg Tyr Glu Glu Leu Ala Arg Met Leu Met Gly Leu Asp Leu 
65 70 75 80 

Leu Val Phe Ala His Asp His Val Gly His Gly Gin Ser Glu Gly Glu 
85 90 95 

Arg Met Val Val Ser Asp Phe His Val Phe Val Arg Asp Val Leu Gin 
100 105 110 

His Val Asp Ser Met Gin Lys Asp Tyr Pro Gly Leu Pro Val Phe Leu 
115 120 125 

Leu Gly His Ser Met Gly Gly Ala He Ala He Leu Thr Ala Ala Glu 
130 135 140 

Arg Pro Gly His Phe Ala Gly Met Val Leu He Ser Pro Leu Val Leu 
145 150 155 160 

Ala Asn Pro Glu Ser Ala Thr Thr Phe Lys Val Leu Ala Ala Lys Val 
165 170 175 

Leu Asn Leu Val Leu Pro Asn Leu Ser Leu Gly Pro He Asp Ser Ser 
180 185 190 

Val Leu Ser Arg Asn Lys Thr Glu Val Asp He Tyr Asn Ser Asp Pro 

195 200 205 

Leu lie Cys Arg Ala Gly Leu Lys Val Cys Phe Gly He Gin Leu Leu 
210 215 220 

Asn Ala Val Ser Arg Val Glu Arg Ala Leu Pro Lys Leu Thr Val Pro 

225 230 235 240 
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Phe Leu Leu Leu Gin Gly Ser Ala 
245 

Ala Tyr Leu Leu Met Glu Leu Ala 

260 

lie Tyr Glu Gly Ala Tyr His Val 
275 280 

Thr Asn Ser Val Phe His Glu lie 
290 295 

Ala Thr Ala Gly Thr Ala Ser Pro 

305 310 



Asp Arg Leu Cys Asp Ser Lys Gly 
250 255 

Lys Ser Gin Asp Lys Thr Leu Lys 
265 270 

Leu His Lys Glu Leu Pro Glu Val 
285 

Asn Met Trp Val Ser Gin Arg Thr 

300 

Pro 



<210> 19 
<211> 1104 
<212> DNA 

<213> Homo sapiens 
<400> 19 

ctcggtgcgc gaccccggct 
ggcgctcctg gccctctccg 
cgaggttcaa gccgagtcct 
ctgccagaag gaccgccagt 
aaaactggga cgcttcttct 
taacgggcac tcagtgatga 
gcctgcccca taccaggcca 
ctcggagcac agcctcgatg 
agagaagggg acatcgagga 
gctggccttt ctggtggagg 
ggcactgtct aatatcccca 
ggacctgctc cccaaggagg 
cacaccgacc tgcgatgaga 
cagagaacag atcctggcat 
catgaaggac aatgtcaggc 
ggccccgggt cggccgctgc 
cctgctggcc ggcttcctgc 
agctctccaa gttccaggct 
taaaatatgg acatattttt 



cagaggactc tttgctgtcc 
cggcgcggcc atcggccagt 
ccaactaccc ctgcttggtg 
cccccatcaa catcgtcacc 
tctctggcta cgataagaag 
tgttgctgga gaacaaggcc 
aacagttgca cc tgcactgg 
gggagcactt tgccatggag 
atgtgaaaga ggcccaggac 
ctggaaccca ggtgaacgag 
aacctgagat gagcactacg 
agaaactgag gcactacttc 
aggtcgtctg gactgtgttc 
tctctcagaa gctgtactac 
ccctgcagca gctggggcag 
cctgggccct gcctgccctg 
gatgatggct cacttctgca 
tccggtcctt agccttccca 
ggag 



cgcaagatgc ggatgctgct 60 
gcagagtcac actggtgcta 12 0 
ccagtcaagt ggggtggaaa 180 
accaaggcaa aggtggacaa 240 
caaacgtgga ctgtccaaaa 300 
agcatttctg gaggaggact 360 
tccgacttgc catataaggg 420 
atgcacatag tacatgagaa 480 
cctgaagacg aaattgcggt 540 
ggcttccagc cactggtgga 600 
atggcagaga gcagcctgtt 660 
cgctacctgg gctcactcac 720 
cgggagccca ttcagcttca 780 
gacaaggaac agacagtgag 840 
cgcacggtga taaagtccgg 900 
ctgggcccca tgctggcctg 960 
cgcagcctct ctgttgcctc 102 0 
ggtgggactt taggcatgat 1080 

1104 



<210> 20 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Arg Met Leu Leu Ala Leu Leu Ala Leu Ser Ala Ala Arg Pro Ser 
15 10 15 

Ala Ser Ala Glu Ser His Trp Cys Tyr Glu Val Gin Ala Glu Ser Ser 

20 25 30 

Asn Tyr Pro Cys Leu Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys 
35 40 45 

Asp Arg Gin Ser Pro lie Asn lie Val Thr Thr Lys Ala Lys Val Asp 

50 55 60 
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Lys Lys Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr 
65 70 75 80 



Trp Thr Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn 
85 90 95 

Lys Ala Ser lie Ser Gly Gly Gly Leu Pro Ala Pro Tyr Gin Ala Lys 
100 105 110 

Gin Leu His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His 
115 120 125 

Ser Leu Asp Gly Glu His Phe Ala Met Glu Met His He Val His Glu 
130 135 140 

Lys Glu Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu 
145 150 155 160 

Asp Glu He Ala Val Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val 
165 170 175 

Asn Glu Gly Phe Gin Pro Leu Val Glu Ala Leu Ser Asn He Pro Lys 
180 185 190 

Pro Glu Met Ser Thr Thr Met Ala Glu Ser Ser Leu Leu Asp Leu Leu 
195 200 205 

Pro Lys Glu Glu Lys Leu Arg His Tyr Phe Arg Tyr Leu Gly Ser Leu 
210 215 220 

Thr Thr Pro Thr Cys Asp Glu Lys Val Val Trp Thr Val Phe Arg Glu 
225 230 235 240 

Pro He Gin Leu His Arg Glu Gin He Leu Ala Phe Ser Gin Lys Leu 
245 250 255 

Tyr Tyr Asp Lys Glu Gin Thr Val Ser Met Lys Asp Asn Val Arg Pro 
260 265 270 

Leu Gin Gin Leu Gly Gin Arg Thr Val He Lys Ser Gly Ala Pro Gly 
275 280 285 

Arg Pro Leu Pro Trp Ala Leu Pro Ala Leu Leu Gly Pro Met Leu Ala 

290 295 300 

Cys Leu Leu Ala Gly Phe Leu Arg 
305 310 



<210> 21 
<211> 2814 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) 

<223> Where n is G or A or T or C 



<220> 

<221> misc_f eature 
<222> (3) 
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<223> Where n is G or A or T or C 
<400> 21 

ngnacacgtc caacgccagc atgcagcgcc cgggcccccg cctgtggctg gtcctgcagg 60 
tgatgggctc gtgcgccgcc atcagctcca tggacatgga gcgcccgggc gacggcaaat 120 
gccagcccat cgagatcccg atgtgcaagg acatcggcta caacatgact cgtatgccca 130 
acctgatggg ccacgagaac cagcgcgagg cagccatcca gttgcacgag ttcgcgccgc 240 
tggtggagta cggctgccac ggccacctcc gcttcttcct gtgctcgctg tacgcgccga 300 
tgtgcaccga gcaggtctct acccccatcc ccgcctgccg ggtcatgtgc gagcaggccc 360 
ggctcaagtg ctccccgatt atggagcagt tcaacttcaa gtggcccgac tccctggact 420 
gccggaaact ccccaacaag aacgacccca actacctgtg catggaggcg cccaacaacg 480 
gctcggacga gcccacccgg ggctcgggcc tgttcccgcc gctgttccgg ccgcagcggc 540 
cccacagcgc gcaggagcac ccgctgaagg acgggggccc cgggcgcggc ggctgcgaca 600 
acccgggcaa gttccaccac gtggagaaga gcgcgtcgtg cgcgccgctc tgcacgcccg 660 
gcgtggacgt gtactggagc cgcgaggaca agcgcttcgc agtggtctgg ctggccatct 720 
gggcggtgct gtgcttcttc tccagcgcct tcaccgtgct caccttcctc atcgacccgg 780 
cccgcttccg ctaccccgag cgccccatca tcttcctctc catgtgctac tgcgtctact 840 
ccgtgggcta cctcatccgc ctcttcgccg gcgccgagag catcgcctgc gaccgggaca 900 
gcggccagct ctatgtcatc caggagggac tggagagcac cggctgcacg ctggtcttcc 960 
tggtcctcta ctacttcggc atggccagct cgctgtggtg ggtggtcctc acgctcacct 1020 
ggttcctggc cgccggcaag aagtggggcc acgaggccat cgaagccaac agcagctact 1080 
tccacctggc agcctgggcc atcccggcgg tgaagaccat cctgatcctg gtcatgcgca 1140 
gggtggcggg ggacgagctc accggggtct gctacgtggg cagcatggac gtcaacgcgc 1200 
tcaccggctt cgtgctcatt cccctggcct gctacctggt catcggcacg tccttcatcc 1260 
tctcgggctt cgtggccctg ttccacatcc ggagggtgat gaagacgggc ggcgagaaca 1320 
cggacaagct ggagaagctc atggtgcgta tcgggctctt ctctgtgctg tacaccgtgc 1380 
cggccacctg tgtgatcgcc tgctactttt acgaacgcct caacatggat tactggaaga 1440 
tcctggcggc gcagcacaag tgcaaaatga acaaccagac taaaacgctg gactgcctga 1500 
tggccgcctc catccccgcc gtggagatct tcatggtgaa gatctttatg ctgctggtgg 1560 
tggggatcac cagcgggatg tggatttgga cctccaagac tctgcagtcc tggcagcagg 1620 
tgtgcagccg taggttaaag aagaagagcc ggagaaaacc ggccagcgtg atcaccagcg 1680 
gtgggattta caaaaaagcc cagcatcccc agaaaactca ccacgggaaa tatgagatcc 1740 
ctgcccagtc gcccacctgc gtgtgaacag ggctggaggg aagggcacag gggcgcccgg 1800 
agctaagatg tggtgctttt cttggttgtg tttttctttc ttcttcttct tttttttttt 1860 
tttataaaag caaaagagaa atacataaaa aagtgtttac cctgaaattc aggatgctgt 1920 
gatacactga aaggaaaaat gtacttaaag ggttttgttt tgttttggtt ttccagcgaa 1980 
gggaagctcc tccagtgaag tagcctcttg tgtaactaat ttgtggtaaa gtagttgatt 2040 
cagccctcag aagaaaactt ttgtttagag ccctccgtaa atatacatct gtgtatttga 2100 
gttggctttg ctacccattt acaaataaga ggacagataa ctgctttgca aattcaagag 2160 
cctcccctgg gttaacaaat gagccatccc cagggcccac ccccaggaag gccacagtgc 2220 
tgggcggcat ccctgcagag gaaagacagg acccggggcc cgcctcacac cccagtggat 2280 
ttggagttgc ttaaaataga ctctggcctt caccaatagt ctctctgcaa gacagaaacc 2340 
tccatcaaac ctcacatttg tgaactcaaa cgatgtgcaa tacatttttt tctctttcct 2400 
tgaaaataaa aagagaaaca agtattttgc tatatataaa gacaacaaaa gaaatctcct 2460 
aacaaaagaa ctaagaggcc cagccctcag aaacccttca gtgctacatt ttgtggcttt 2520 
ttaatggaaa ccaagccaat gttatagacg tttggactga tttgtggaaa ggagggggga 2580 
agagggagaa ggatcattca aaagttaccc aaagggctta ttgactcttt ctattgttaa 2640 
acaaatgatt tccacaaaca gatcaggaag cactaggttg gcagagacac tttgtctagt 2700 
gtattctctt cacagtgcca ggaaagagtg gtttctgcgt gtgtatattt gtaatatatg 2760 
atatttttca tgctccacta ttttattaaa aataaaatat gttctttaaa aaaa 2814 



<210> 22 
<211> 581 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Gin Arg Pro Gly Pro Arg Leu Trp Leu Val Leu Gin Val Met Gly 
15 10 15 

Ser Cys Ala Ala lie Ser Ser Met Asp Met Glu Arg Pro Gly Asp Gly 



18 



20 



25 



30 



Lys Cys Gin Pro lie Glu lie Pro Met Cys Lys Asp lie Gly Tyr Asn 
35 40 45 

Met Thr Arg Met Pro Asn Leu Met Gly His Glu Asn Gin Arg Glu Ala 
50 55 60 

Ala lie Gin Leu His Glu Phe Ala Pro Leu Val Glu Tyr Gly Cys His 
65 70 75 80 

Gly His Leu Arg Phe Phe Leu Cys Ser Leu Tyr Ala Pro Met Cys Thr 
85 90 95 

Glu Gin Val Ser Thr Pro He Pro Ala Cys Arg Val Met Cys Glu Gin 
100 105 110 

Ala Arg Leu Lys Cys Ser Pro He Met Glu Gin Phe Asn Phe Lys Trp 
115 120 125 

Pro Asp Ser Leu Asp Cys Arg Lys Leu Pro Asn Lys Asn Asp Pro Asn 
130 135 140 

Tyr Leu Cys Met Glu Ala Pro Asn Asn Gly Ser Asp Glu Pro Thr Arg 
145 150 155 160 

Gly Ser Gly Leu Phe Pro Pro Leu Phe Arg Pro Gin Arg Pro His Ser 
165 170 175 

Ala Gin Glu His Pro Leu Lys Asp Gly Gly Pro Gly Arg Gly Gly Cys 
180 185 190 

Asp Asn Pro Gly Lys Phe His His Val Glu Lys Ser Ala Ser Cys Ala 
195 200 205 

Pro Leu Cys Thr Pro Gly Val Asp Val Tyr Trp Ser Arg Glu Asp Lys 
210 215 220 

Arg Phe Ala Val Val Trp Leu Ala He Trp Ala Val Leu Cys Phe Phe 
225 230 235 240 

Ser Ser Ala Phe Thr Val Leu Thr Phe Leu He Asp Pro Ala Arg Phe 
245 250 255 

Arg Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Met Cys Tyr Cys Val 

260 265 270 

Tyr Ser Val Gly Tyr Leu lie Arg Leu Phe Ala Gly Ala Glu Ser lie 

275 280 285 

Ala Cys Asp Arg Asp Ser Gly Gin Leu Tyr Val lie Gin Glu Gly Leu 
290 295 300 

Glu Ser Thr Gly Cys Thr Leu Val Phe Leu Val Leu Tyr Tyr Phe Gly 
305 310 315 320 

Met Ala Ser Ser Leu Trp Trp Val Val Leu Thr Leu Thr Trp Phe Leu 

325 330 335 

Ala Ala Gly Lys Lys Trp Gly His Glu Ala lie Glu Ala Asn Ser Ser 
340 345 350 



19 



Tyr Phe His Leu Ala Ala Trp Ala lie Pro Ala Val Lys Thr lie Leu 
355 360 365 

lie Leu Val Met Arg Arg Val Ala Gly Asp Glu Leu Thr Gly Val Cys 
370 375 380 

Tyr Val Gly Ser Met Asp Val Asn Ala Leu Thr Gly Phe Val Leu lie 
385 390 395 400 

Pro Leu Ala Cys Tyr Leu Val lie Gly Thr Ser Phe lie Leu Ser Gly 
405 410 415 

Phe Val Ala Leu Phe His He Arg Arg Val Met Lys Thr Gly Gly Glu 
420 425 430 

Asn Thr Asp Lys Leu Glu Lys Leu Met Val Arg He Gly Leu Phe Ser 
435 440 445 

Val Leu Tyr Thr Val Pro Ala Thr Cys Val He Ala Cys Tyr Phe Tyr 
450 455 460 

Glu Arg Leu Asn Met Asp Tyr Trp Lys He Leu Ala Ala Gin His Lys 
465 470 475 480 

Cys Lys Met Asn Asn Gin Thr Lys Thr Leu Asp Cys Leu Met Ala Ala 
485 490 495 

Ser He Pro Ala Val Glu He Phe Met Val Lys He Phe Met Leu Leu 
500 505 510 

Val Val Gly He Thr Ser Gly Met Trp He Trp Thr Ser Lys Thr Leu 
515 520 525 

Gin Ser Trp Gin Gin Val Cys Ser Arg Arg Leu Lys Lys Lys Ser Arg 
530 535 540 

Arg Lys Pro Ala Ser Val He Thr Ser Gly Gly lie Tyr Lys Lys Ala 
545 550 555 560 

Gin His Pro Gin Lys Thr His His Gly Lys Tyr Glu lie Pro Ala Gin 
565 570 575 

Ser Pro Thr Cys Val 
580 



<210> 23 

<211> 2840 

<212> DNA 

<213> Homo sapiens 



<400> 23 

cagcggccgc 

gtgccctgtg 

cgactggagt 

ggacagcgaa 

cgcgagaggg 

tggcgctggg 

tgccctggaa 

tcctggccat 

tcttcttctg 

agccgtgcaa 



tgaattctag 
tgccagacgg 
ttgggggaag 
agatgagggt 
cagtgccatg 
cgt gcgcggc 
catcacgcgg 
cgagcagtac 
tgccatgtac 
gtcggtgtgc 



ggcgggttcg 
cggagctccg 
aaactctcct 
ggcaggaaga 
ttcctctcca 
gcgccctgcg 
atgcccaacc 
gaggagctgg 
gcgcccattt 
caacgcgcgc 



cgccccgaag 
cggccggacc 
gcgccccaga 
gaaggcgct t 
tcctagtggc 
aggcggtgcg 
acctgcacca 
tggacgt gaa 
gcaccctgga 
gcgacgactg 



gctgagagct 
ccgcggcccc 
agatttcttc 
tctgtctgcc 
gctgtgcctg 
catccc tatg 
cagcacgcag 
ctgcagcgcc 
gttcctgcac 
cgagcccctc 



ggcgctgctc 
gctttgctgc 
ctcggcgaag 

ggggtcgcag 

tggctgcacc 
tgccggcaca 
gagaacgcca 
gtgctgcgct 
gaccctatca 
atgaagatgt 



60 
120 
180 
240 

300 
3 60 
420 
480 
540 
600 



20 



acaaccacag ctggcccgaa 
tgtgcatttc gcctgaagcc 
tcacaccaga catgatggta 
ccgatcggtg caagtgtaaa 
acagctatgt tattcatgcc 
caacggtggt ggatgtaaaa 
tcccgctcat tacaaattct 
tcatcatgtg ttacgagtgg 
aatggagaga tcagcttagt 
ggagaacagt tcaggacaag 
aaccaaaggg aaagcctcct 
ggagtgccca gaagagaaca 
gacttccgac ttccttacag 
atgtgcccct tgccctaaca 
tttcttaagg ctatgcttca 
tgccctttgg tacagaaggt 
gagtaacctg tgtgcatact 
taatatgtgc attgtaaaat 
tatgttttat taccttttga 
gaaaatataa tgtttttaag 
gtttatggtc tgcagaagga 
tagcatatgg aaaattataa 
agaaacttaa aaacaaaaat 
gtctggattc ctgttttttg 
cctcttaagc agcaccagaa 
tagttggcta atgctcaagt 
cccaggacat ccaccctgag 
caaattttgt ttttcttcat 
aatataaatg tacagagagg 
ttgggatact ttaatcagaa 
aattgtggac aattggaggc 
cagtaagcat gtattttata 
cctatctaat cctactctcc 
ttctccaggt gtttgcttat 
gtatacatgt gtttcataac 
tgtcaagaaa gcagaaacca 
tactcaacaa actgttgtgc 
taaacatctc accggaattc 



agcctggcct gcgacgagct 
atcgtcacgg acctcccgga 
caggaaaggc ctcttgatgt 
aaggtgaagc caactttggc 
aaaataaaag ctgtgcagag 
gagatcttca agtcctcatc 
tcttgccagt gtccacacat 
cgttcaagga tgatgcttct 
aaaagatcca tacagtggga 
aagaaaacag ccgggcgcac 
gctcccaaac cagccagtcc 
aacccgaaaa gagtgtgagc 
gatgaggctg ggcattgcct 
actcactgca gtgctcttca 
gtttttcttt gtaagccatc 
gagttaaagc tggtggaaaa 
ctagaagagt agggaaaata 
aaatgccata tttcaaacaa 
tatctgttgt tgcaatgtta 
aaggaacagt agtggaatga 
tttttgtgat gaaaggggat 
tgtgtttttt taccaatgac 
aataataaag aaaaataaat 
gttacctgat ttccatgatc 
acagtgagtt tgtctgtacc 
attttatacc cacaagagag 
aataatttga caagcttaaa 
ttaaatattt tctttgccta 
aaagttgagt tccacctctg 
aaaaagaact tatttgcagc 
atttatttta aaaaacaatt 
aggcattcaa taaatgcaca 
actacacaga ggtaatcact 
gcacttataa aatgatttga 
ctgcctcctt tgcttggccc 
tctcatttct aacagctgtg 
tattggatac ttaggtggtt 



gcctgtctat gaccgtggcg 660 
ggatgttaag tggatagaca 720 
tgactgtaaa cgcctaagcc 730 
aacgtatctc agcaaaaact 840 
gagtggctgc aatgaggtca 900 
acccatccct cgaactcaag 960 
cctgccccat caagatgttc 1020 
tgaaaattgc ttagttgaaa 1080 
agagaggctg caggaacagc 1140 
cagtcgtagt aatcccccca 1200 
caagaagaac attaaaacta 1260 
taactagttt ccaaagcgga 1320 
gggacagcct atgtaaggcc 1380 
tagacacatc ttgcagcatt 1440 
acaagccata gtggtaggtt 1500 
ggcttattgc attgcattca 1560 
atgcttgtta caattcgacc 1620 
aacacgtaat ttttttacag 1680 
gtgatgtttt aaaatgtgat 1740 
atgttaaaag atctttatgt 1800 
tttttgaaaa attagagaag 1860 
ttcagtttct gtttttagct 1920 
aaaaaggaga ggcagacaat 1980 
atgatgcttc ttgtcaacac 2040 
attaggagtt aggtactaat 2100 
gtatgtcact catcttactt 2160 
aatggccttc atgtgagtgc 2220 
aatacatgtg agaggagtta 2280 
aaatgagaat tacttgacag 2340 
attttatcaa caaatttcat 2400 
ttattggcct tttgctaaca 2460 
acgcccaaag gaaataaaat 2520 
attagtattt tggcatatta 2580 
acaaataaaa ctaggaacct 2 640 
tttattgaga taagttttcc 2700 
ttatattcca tagtatgcat 2760 
tcttcactga caatactgaa 2820 

2840 



<210> 24 
<211> 346 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Phe Leu Ser lie Leu Val Ala Leu Cys Leu Trp Leu His Leu Ala 
15 10 15 

Leu Gly Val Arg Gly Ala Pro Cys Glu Ala Val Arg lie Pro Met Cys 

20 25 30 

Arg His Met Pro Trp Asn lie Thr Arg Met Pro Asn His Leu His His 
35 40 45 

Ser Thr Gin Glu Asn Ala lie Leu Ala He Glu Gin Tyr Glu Glu Leu 
50 55 60 

Val Asp Val Asn Cys Ser Ala Val Leu Arg Phe Phe Phe Cys Ala Met 

65 70 75 80 



Tyr Ala Pro He Cys Thr Leu Glu Phe Leu His Asp Pro He Lys Pro 



85 



90 



95 



Cys Lys Ser Val Cys Gin Arg Ala Arg Asp Asp Cys Glu Pro Leu Met 
100 105 110 

Lys Met Tyr Asn His Ser Trp Pro Glu Ser Leu Ala Cys Asp Glu Leu 
115 120 125 

Pro Val Tyr Asp Arg Gly Val Cys lie Ser Pro Glu Ala lie Val Thr 
130 135 140 

Asp Leu Pro Glu Asp Val Lys Trp lie Asp lie Thr Pro Asp Met Met 
145 150 155 160 

Val Gin Glu Arg Pro Leu Asp Val Asp Cys Lys Arg Leu Ser Pro Asp 
165 170 175 

Arg Cys Lys Cys Lys Lys Val Lys Pro Thr Leu Ala Thr Tyr Leu Ser 
180 185 190 

Lys Asn Tyr Ser Tyr Val lie His Ala Lys lie Lys Ala Val Gin Arg 
195 200 205 

Ser Gly Cys Asn Glu Val Thr Thr Val Val Asp Val Lys Glu lie Phe 
210 215 220 

Lys Ser Ser Ser Pro lie Pro Arg Thr Gin Val Pro Leu lie Thr Asn 
225 230 235 240 

Ser Ser Cys Gin Cys Pro His lie Leu Pro His Gin Asp Val Leu lie 
245 250 255 

Met Cys Tyr Glu Trp Arg Ser Arg Met Met Leu Leu Glu Asn Cys Leu 

260 265 270 

Val Glu Lys Trp Arg Asp Gin Leu Ser Lys Arg Ser lie Gin Trp Glu 
275 280 285 

Glu Arg Leu Gin Glu Gin Arg Arg Thr Val Gin Asp Lys Lys Lys Thr 
290 295 300 

Ala Gly Arg Thr Ser Arg Ser Asn Pro Pro Lys Pro Lys Gly Lys Pro 
305 310 315 320 

Pro Ala Pro Lys Pro Ala Ser Pro Lys Lys Asn lie Lys Thr Arg Ser 
325 330 335 

Ala Gin Lys Arg Thr Asn Pro Lys Arg Val 
340 345 



<210> 25 
<211> 3445 
<212> DNA 

<213> Homo sapiens 
<400> 25 

caccgcgtgt tcgcgcctgg tagagatttc 
aaacctgcgc gcgtggccgg gccgtgggac 
cgaggaagtt atctgtaatc ttgatcctga 
atgaactaaa agcagctgct ttcccccaga 
ctggcattaa tgttgacttg gcaatttcca 



tcgaagacac cagtgggccc gtgtggaacc 60 

aacgaggccg cggagacgaa ggcgcaatgg 120 

cctttgccct ctctgtcaca aatccccttc 180 

ccactgagaa aattagtccg aattgggaat 240 

racggcaata tcatctacaa cagcttttct 300 



accgctatgg agaaaataat tctttgtcag 
taggcataga taagattaaa agaatccata 
acgagcatca ctcagaccat gagcgtcact 
atcactctga ccatgatcat cactctcacc 
gaaaagctct ttgcccagac catgactcag 
aggggaaagg agctcaccga ccagaacatg 
ttagtgctag tgaagtgacc tcaactgtgt 
tagagacaat agagactcca agacctggaa 
ctccacccag tgtcacatca aagagccggg 
aatctgtgag tgagccccga aaaggcttta 
aggagtgttt caatgcatca aagctactga 
tgaatgcaac agagttcaac tatctctgtc 
cttgtctgat tcatacaagt gaaaagaagg 
aaatagcctg ggttggtggt tttatagcca 
gggttatctt agtgcctctc atgaatcggg 
tggcactggc cgttgggact ttgagtggtg 
atgcaagtca ccaccatagt catagccatg 
cacttttcag tcatctgtct tctcaaaaca 
ggaagggtct aacagctcta ggaggcctgt 
cattgatcaa acaatttaaa gataagaaga 
atgatgtgga gattaagaag cagttgtcca 
agaaagtaga tacagatgat cgaactgaag 
cccactttga ttctcagcag cctgcagtct 
ctcatccaca ggaagtctac aatgaatatg 
cacatttcca cgatacactc ggccagtcag 
atcatattct ccatcatcac caccaccaaa 
actctcggga ggagctgaaa gatgccggcg 
gtgatggcct gcacaatttc agcgatggcc 
tatcaagtgg tttaagtact tctgttgctg 
gtgactttgc tgttctacta aaggctggca 
cattgtcagc catgctggcg tatcttggaa 
ctgaaaatgt ttctatgtgg atatttgcac 
tggttgatat ggtacctgaa atgctgcaca 
gggggtattt ctttttacag aatgctggga 
tttccatatt tgaacataaa atcgtgtttc 
agagtagctt aaaaagttgt catagtttca 
gtactatgca gcgtttaaag ttagtgggtt 
gttacaaagt cagttaaagg tacgttttaa 
tctgtatgtg caattcaccg gtattaccag 
catgttctgt atgtttcagg gaaaaatgtc 
attcctatac tggattttag gtctctgaag 
atgaagccta aaataccaag aaagcttata 
agagaagaat ctgagaattg gggaggcata 
aaattagagg ggagaaattt agaattaagt 
tcattaaaca tttttgtcag gattatttcc 
ctaatttagt tgtacattta actttgtata 
caagcaatat atcacttgac caagaaattg 
cagatgagta cagtgagtag ttttatgtat 
tcaccaaaag ctgtatgact ggatgttctg 
taaaactttg atatatatga ggatattaaa 
gaaagtactt tgatatctct cagtgcttca 
atacggtact gtagccatac taggcctgtc 
acaataaatt ccttatatca gcttg 



ttgaagggtt cagaaaatta cttcaaaata 360 
tacaccatga ccacgaccat cactcagacc 420 
cagaccatga gcatcactca gagcacgagc 430 
ataatcatgc tgcttctggt aaaaataagc 540 
atagttcagg taaagatcct agaaacagcc 600 
ccagtggtag aaggaatgtc aaggacagtg 660 
acaacactgt ctctgaagga actcactttc 720 
aactcttccc caaagatgta agcagctcca 780 
tgagccggct ggctggtagg aaaacaaatg 840 
tgtattccag aaacacaaat gaaaatcctc 900 
catctcatgg catgggcatc caggttccgc 960 
cagccatcat caaccaaatt gatgctagat 1020 
ctgaaatccc tccaaagacc tattcattac 1080 
tttccatcat cagtttcctg tctctgctgg 1140 
tgtttttcaa atttctcctg agtttccttg 1200 
atgctttttt acaccttctt ccacattctc 1260 
aagaaccagc aatggaaatg aaaagaggac 132 0 
tagaagaaag tgcctatttt gattccacgt 1380 
atttcatgtt tcttgttgaa catgtcctca 1440 
aaaagaatca gaagaaacct gaaaatgatg 1500 
agtatgaatc tcaactttca acaaatgagg 1560 
gctatttacg agcagactca caagagccct 1620 
tggaagaaga agaggtcatg atagctcatg 1680 
tacccagagg gtgcaagaat aaatgccatt 1740 
acgatctcat tcaccaccat catgactacc 1800 
accaccatcc tcacagtcac agccagcgct 1860 
tcgccactct ggcctggatg gtgataatgg 1920 
tagcaattgg tgctgctttt actgaaggct 1980 
tgttctgtca tgagttgcct catgaattag 2040 
tgaccgttaa gcaggctgtc ctttataatg 2100 
tggcaacagg aattttcatt ggtcattatg 2160 
ttactgctgg cttattcatg tatgttgctc 2220 
atgatgctag tgaccatgga tgtagccgct 2280 
tgcttttggg ttttggaatt atgttactta 2340 
gtataaattt ctagttaagg tttaaatgct 2400 
gtaggtcata gggagatgag tttgtatgct 2460 
ttgtgatttt tgtattgaat attgctgtct 2520 
tatttaagtt attctatctt ggagataaaa 2580 
tttattatgt aaacaagaga tttggcatga 2640 
tttaatgctt tttcaagaac taacacagtt 2700 
aactgctggt gtttaggaat aagaatgtgc 2760 
ctgaatttaa gcaaagaaat aaaggagaaa 2 820 
gattcttata aaaatcacaa aatttgttgt 2880 
ataaaaaggc agaattagta tagagtacat 2940 
cgtaaaaacg tagtgagcac ttttcatata 3000 
atacagaaat ctaaatatat ttaatgaatt 3060 
gaatttcaaa atgttcgtgc gggtatatac 3120 
caccagactg ggttattgcc aagttatata 3180 
gttacctggt ttacaaaatt atcagagtag 3240 
actacactaa gtatcatttg attcgattca 3300 
gtgctatcat tgtgagcaat tgtcttttat 3360 
tgtggcattc tctagatgtt tcttttttac 3420 

3445 



<210> 26 
<211> 755 
<212> PRT 

< 2 1 3 > Homo sapiens 

<400> 26 

Met Ala Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Leu Ser 



23 



1 



5 



10 



15 



Val Thr Asn Pro 
20 

Thr Glu Lys He 
35 

Ala lie Ser Thr 

50 

Gly Glu Asn Asn 
65 

Asn lie Gly He 



Asp His His Ser 
100 

Asp His Glu His 
115 

His Ser His His 
130 

Leu Cys Pro Asp 
145 

Ser Gin Gly Lys 



Asn Val Lys Asp 
180 

Asn Thr Val Ser 
195 

Arg Pro Gly Lys 
210 

Ser Val Thr Ser 

225 

Asn Glu Ser Val 



Thr Asn Glu Asn 

260 

Ser His Gly Met 
275 

Tyr Leu Cys Pro 
290 

He His Thr Ser 

305 

Leu Gin He Ala 



Leu His Glu Leu 



Ser Pro Asn Trp 
40 

Arg Gin Tyr His 
55 

Ser Leu Ser Val 
70 

Asp Lys lie Lys 
85 

Asp His Glu His 



His Ser Glu His 
120 

Asn His Ala Ala 
135 

His Asp Ser Asp 
150 

Gly Ala His Arg 
165 

Ser Val Ser Ala 



Glu Gly Thr His 

200 

Leu Phe Pro Lys 
215 

Lys Ser Arg Val 
230 

Ser Glu Pro Arg 
245 

Pro Gin Glu Cys 



Gly He Gin Val 
280 

Ala He lie Asn 

295 

Glu Lys Lys Ala 

310 

Trp Val Gly Gly 
325 



Lys Ala Ala Ala 
25 

Glu Ser Gly He 



Leu Gin Gin Leu 
60 

Glu Gly Phe Arg 
75 

Arg lie His He 

90 

His Ser Asp His 
105 

Glu His His Ser 



Ser Gly Lys Asn 
140 

Ser Ser Gly Lys 
155 

Pro Glu His Ala 
170 

Ser Glu Val Thr 
185 

Phe Leu Glu Thr 



Asp Val Ser Ser 
220 

Ser Arg Leu Ala 
235 

Lys Gly Phe Met 

250 

Phe Asn Ala Ser 
265 

Pro Leu Asn Ala 



Gin He Asp Ala 

300 

Glu lie Pro Pre 
315 

Phe He Ala He 
330 



Phe Pro Gin Thr 

30 

Asn Val Asp Leu 
45 

Phe Tyr Arg Tyr 



Lys Leu Leu Gin 
80 

His His Asp His 
95 

Glu Arg His Ser 
110 

Asp His Asp His 
125 

Lys Arg Lys Ala 



Asp Pro Arg Asn 
160 

Ser Gly Arg Arg 
175 

Ser Thr Val Tyr 
190 

lie Glu Thr Pro 
205 

Ser Thr Pro Pro 



Gly Arg Lys Thr 
240 

Tyr Ser Arg Asn 

255 

Lys Leu Leu Thr 

270 

Thr Glu Phe Asn 
285 

Arg Ser Cys Leu 



Lys Thi Tyr Ser 
320 

Ser lie He Ser 
335 



24 



Phe Leu Ser Leu Leu Gly Val lie Leu Val Pro Leu Met Asn Arg Val 
340 345 350 

Phe Phe Lys Phe Leu Leu Ser Phe Leu Val Ala Leu Ala Val Gly Thr 
355 360 365 

Leu Ser Gly Asp Ala Phe Leu His Leu Leu Pro His Ser His Ala Ser 
370 375 380 

His His His Ser His Ser His Glu Glu Pro Ala Met Glu Met Lys Arg 
385 390 395 400 

Gly Pro Leu Phe Ser His Leu Ser Ser Gin Asn lie Glu Glu Ser Ala 
405 410 415 

Tyr Phe Asp Ser Thr Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr 
420 425 430 

Phe Met Phe Leu Val Glu His Val Leu Thr Leu lie Lys Gin Phe Lys 
435 440 445 

Asp Lys Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val 
450 455 460 

Glu lie Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn 
465 "* 470 475 480 

Glu Glu Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala 
485 490 495 

Asp Ser Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu 
500 505 510 

Glu Glu Glu Glu Val Met He Ala His Ala His Pro Gin Glu Val Tyr 
515 520 525 

Asn Glu Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe 
530 535 540 

His Asp Thr Leu Gly Gin Ser Asp Asp Leu He His His His His Asp 
545 550 555 560 

Tyr His His He Leu His His His His His Gin Asn His His Pro His 

565 570 575 

Ser His Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val 
580 585 590 

Ala Thr Leu Ala Trp Met Val He Met Gly Asp Gly Leu His Asn Phe 
595 600 605 

Ser Asp Gly Leu Ala He Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser 
610 615 620 

Gly Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu 
625 630 635 640 

Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin 
645 650 655 

Ala Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met 
660 665 67C 
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Ala Thr Gly lie Phe He Gly His 
675 680 

He Phe Ala Leu Thr Ala Gly Leu 

690 695 

Met Val Pro Glu Met Leu His Asn 
705 710 

Arg Trp Gly Tyr Phe Phe Leu Gin 

725 

Gly He Met Leu Leu He Ser He 
740 

He Asn Phe 
755 



Tyr Ala Glu Asn Val Ser Met Trp 
685 

Phe Met Tyr Val Ala Leu Val Asp 
700 

Asp Ala Ser Asp His Gly Cys Ser 
715 720 

Asn Ala Gly Met Leu Leu Gly Phe 
730 735 

Phe Glu His Lys He Val Phe Arg 
745 750 



<210> 27 
<211> 3851 
<212> DMA 

<213> Homo sapiens 
<400> 27 

agactggggt gggggagggg ttcaggcctg ttccccgcgg ctgcggcagc accagggccg 60 
gccgccaccg cctctagaac gcggaggagg tgggtcctgg gaagcgggat gtccatcgct 120 
ccagcttggt ggtgaatgct gaggagagtc actgttgctg cagtctgtgc cacccggagg 180 
aagttgtgtg aggccgggcg ggacgtcgcg gcgctctggg gaatcgaaac gcggggtcgg 240 
tgcgaagact ctgctgctgc cagacccttt cctattctgg ccatgcctgg aaggaacaag 300 
gcgaagtcta cctgcagctg ccctgacctg cagcccaatg gacaggatct gggcgagaac 3 60 
agccgggttg cccgtctagg agcggatgaa tctgaggaag agggacggag ggggtctctc 420 
agtaatgctg gggaccctga gatcgtcaag tctcccagcg accccaagca ataccgatac 480 
atcaaattac agaatggcct acaggcactt ctgatttcag acctaagtaa tatggaaggt 540 
aaaacaggaa atacaacaga tgatgaagaa gaagaggagg tggaggaaga agaagaagat 600 
gatgatgaag attctggagc tgaaatagaa gatgacgatg aagagggttt tgatgatgaa 660 
gatgagtttg atgatgaaca tgatgatgat cttgatactg aggataatga attggaagaa 720 
ttagaagaga gagcagaagc tagaaaaaaa actactgaaa aacagcaatt gcagagcctg 780 
tttttgctgt ggtcaaagct gactgataga ctgtggttta agtcaactta ttcaaaaatg 840 
tcttcaaccc tgctggtcga gacaagaaat ctttatgggg tagttggagc tgaaagcagg 900 
tctgcacctg ttcagcattt ggcaggatgg caagcggagg agcagcaggg tgaaactgac 960 
acagttctgt ctgcagcggc tctttgtgtt ggagttggga gtttcgctga tccagatgac 1020 
ctgccggggc tggcacactt tttggagcac atggtattca tgggtagttt gaaatatcca 1080 
gatgagaatg gatttgatgc cttcctgaag aagcatgggg gtagtgataa tgcctcaact 1140 
gattgtgaac gcactgtctt tcagtttgat gtccagagga agtacttcaa ggaagctctt 1200 
gatagatggg cgcagttctt catccaccca ctaatgatca gagatgcaat tgaccgtgaa 1260 
gttgaagctg ttgatagtga atatcaactt gcaaggcctt ctgatgcaaa cagaaaggaa 1320 
atgttgtttg gaagccttgc tagacctggc catcctatgg gaaaattttt ttggggaaat 1380 
gctgagacgc tcaagcatga gccaagaaag aataatattg atacacatgc tagattgaga 1440 
gaattctgga tgcgttacta ctcttctcat tacatgactt tagtggttca atccaaagaa 1500 
acactggata ctttggaaaa gtgggtgact gaaatcttct ctcagatacc aaacaatggg 1560 
ttacccagac caaactttgg ccatttaacg gatccatttg acacaccagc atttaacaaa 1620 
ctttatagag ttgttccaat cagaaaaatt catgctctga ccatcacatg ggcacttcct 1680 
cctcaacagc aacattacag ggtgaagcca cttcattata tatcctggct ggttggacat 1740 
gaaggcaaag gcagcattct ttctttcctt aggaaaaaat gctgggctct tgcactgttt 1800 
ggtggaaatg gtgagacagg atttgagcaa aattctactt attcagtgtt cagcatttct 1860 
attacattga ctgatgaggg ttatgaacat ttttatgagg ttgcttacac tgtctttctg 1920 
tatttaaaaa tgctgcagaa gctaggccca gaaaaaagaa tttttgaaga gattcggaaa 1980 
attgaggata atgaatttca ttaccaagaa cagacagatc cagttgagta tgtggaaaac 2040 
atgtgtgaga acatgcagct gtacccattg caggacattc tcactggaga tcagcttctt 2 100 
tttgaataca agccagaagt cattggtgaa gccttgaatc agctagttcc tcaaaaagca 2 160 
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aatcttgttt tactgtctgg tgctaatgag 
ggaactcaat atagtataga agatattgaa 
ttcgaattaa atccagatct tcatcttcca 
acgttgaagg ctttcgattg cccggaaaca 
caaggttgcc tgtggtataa gaaagacaac 
ttccatctaa tttcaccgtt gatacagaaa 
tttgtcaata tccttacgca taaccttgcg 
ctggagtata aactggcagc tggagaacat 
cacaaactac ctctactgtt tcagctcatt 
ccagctgtct ttacaatgat aactgagcag 
aagcctgaga ctttggccaa agatgtacgg 
atgattgaca agtaccaggc tttgatggac 
gtcaaagaat tcaaatccca gctctttgtg 
acagaatcta tggatttcct gaaatatgtt 
caggagatgc ctgtgcagtt ccaggtggta 
gtgaaagctc tgaacaaggg tgatgccaac 
accaggagtc taagagaata tacgcttatg 
tgttttgact tccttcgaac caagcagacc 
aacacatccg ggattctagg attttctgtc 
tctgaagttg ttgataagaa gatagaagag 
aacctcactg aagaggcatt caacacccag 
gaggataccc accttgggga ggaggtggat 
tacctctttg accgccttgc ccacgagatt 
ctggtcaact ggttcaaggc tcatagaggg 
gttgggtatg ggaagtatga actggaagag 
tcttcttgtg aagtgatgca gctgacctac 
atcatcccca ttactgatat cagggctttc 
aaaatagtca aataaataaa ctgcagtcac 
aaaaaaaaaa a 



ggaaaatgtg acctcaagga gaaatggttt 2220 
aactcttggg ctgaactgtg gaatagtaat 2230 
gctgaaaaca agtacatagc cacggacttt 2340 
gaatacccag ttaaaattgt gaatactcca 2400 
aaattcaaaa tccccaaagc atatatacgt 2460 
tctgcagcaa atgtggtcct ctttgatatc 2520 
gaaccagctt atgaagcaga tgtggcacag 2530 
ggtttaatta ttcgagtgaa aggatttaac 2640 
attgactact tagctgagtt caattccaca 2700 
ttgaagaaga cctactttaa catcctcatc 2760 
cttttaatct tggaatatgc ccgttggtct 2820 
ggcctttccc ttgagtctct gctgagcttc 2880 
gagggcctgg tacaagggaa tgtcacaagc 2940 
gttgacaaac taaacttcaa gcctctggag 3000 
gagctgccca gtggccacca tctatgcaaa 3060 
tctgaagtca ctgtgtacta ccagtcaggt 3120 
gagctgcttg tgatgcacat ggaagaacct 3180 
cttgggtacc atgtctaccc tacctgtagg 3240 
actgtgggga ctcaggcaac caaatacaat 3300 
tttctttcta gctttgagga gaagattgag 3360 
gtcacagctc tcatcaagct gaaggagtgt 3420 
aggaactgga atgaagtggt tacacagcag 3480 
gaagcactga agtcattctc aaaatcagac 3540 
ccaggaagta aaatgctcag cgttcatgtt 3600 
gatggatccc cttctagtga ggattcaaat 3660 
ctgccaacct ctcctctgct ggcagattgt 3720 
acaacaacac tcaaccttct cccctaccat 3780 
gttggcctga aaaaaaaaaa aaaaaaaaaa 3840 

3851 



<210> 28 

<211> 1219 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Leu Arg Arg Val Thr Val Ala Ala Val Cys Ala Thr Arg Arg Lys 
15 10 15 

Leu Cys Glu Ala Gly Arg Asp Val Ala Ala Leu Trp Gly lie Glu Thr 
20 25 30 

Arg Gly Arg Cys Glu Asp Ser Ala Ala Ala Arg Pro Phe Pro lie Leu 
35 40 45 

Ala Met Pro Gly Arg Asn Lys Ala Lys Ser Thr Cys Ser Cys Pro Asp 

50 55 60 

Leu Gin Pro Asn Gly Gin Asp Leu Gly Glu Asn Ser Arg Val Ala Arg 
65 70 75 80 

Leu Gly Ala Asp Glu Ser Glu Glu Glu Gly Arg Arg Gly Ser Leu Ser 
85 90 95 

Asn Ala Gly Asp Pro Glu lie Val Lys Ser Pro Ser Asp Pro Lys Gin 
100 105 110 

Tyr Arg Tyr lie Lys Leu Gin Asn Gly Leu Gin Ala Leu Leu lie Ser 
115 120 125 

Asp Leu Ser Asn Met Glu Gly Lys Thr Gly Asn Thr Thr Asp Asp Glu 
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130 



135 



140 



Glu Glu Glu Glu Val Glu Glu Glu Glu Glu Asp Asp Asp Glu Asp Ser 
145 150 155 160 

Gly Ala Glu lie Glu Asp Asp Asp Glu Glu Gly Phe Asp Asp Glu Asp 
165 170 175 

Glu Phe Asp Asp Glu His Asp Asp Asp Leu Asp Thr Glu Asp Asn Glu 
180 185 190 

Leu Glu Glu Leu Glu Glu Arg Ala Glu Ala Arg Lys Lys Thr Thr Glu 

195 200 205 

Lys Gin Gin Leu Gin Ser Leu Phe Leu Leu Trp Ser Lys Leu Thr Asp 
210 215 220 

Arg Leu Trp Phe Lys Ser Thr Tyr Ser Lys Met Ser Ser Thr Leu Leu 
225 230 235 240 

Val Glu Thr Arg Asn Leu Tyr Gly Val Val Gly Ala Glu Ser Arg Ser 
245 250 255 

Ala Pro Val Gin His Leu Ala Gly Trp Gin Ala Glu Glu Gin Gin Gly 
260 265 270 

Glu Thr Asp Thr Val Leu Ser Ala Ala Ala Leu Cys Val Gly Val Gly 
275 280 285 

Ser Phe Ala Asp Pro Asp Asp Leu Pro Gly Leu Ala His Phe Leu Glu 
290 295 300 

His Met Val Phe Met Gly Ser Leu Lys Tyr Pro Asp Glu Asn Gly Phe 
305 310 315 320 

Asp Ala Phe Leu Lys Lys His Gly Gly Ser Asp Asn Ala Ser Thr Asp 
325 330 335 

Cys Glu Arg Thr Val Phe Gin Phe Asp Val Gin Arg Lys Tyr Phe Lys 
340 345 350 

Glu Ala Leu Asp Arg Trp Ala Gin Phe Phe lie His Pro Leu Met lie 
355 360 365 

Arg Asp Ala lie Asp Arg Glu Val Glu Ala Val Asp Ser Glu Tyr Gin 

370 375 380 

Leu Ala Arg Pro Ser Asp Ala Asn Arg Lys Glu Met Leu Phe Gly Ser 
385 390 395 400 

Leu Ala Arg Pro Gly His Pro Met Gly Lys Phe Phe Trp Gly Asn Ala 
405 410 415 

Glu Thr Leu Lys His Glu Pro Arg Lys Asn Asn lie Asp Thr His Ala 
420 425 430 

Arg Leu Arg Glu Phe Trp Met Arg Tyr Tyr Ser Ser His Tyr Met Thr 
435 440 445 



Leu Val Val Gin Ser Lys Glu Thr Leu Asp Thr Leu Glu Lys Trp Val 
450 455 460 



Thr Glu lie Phe Ser Gin lie Pro Asn Asn Gly Leu Pro Arg Pro Asn 
465 470 475 480 



Phe Gly His Leu Thr Asp Pro Phe Asp Thr Pro Ala Phe Asn Lys Leu 
485 490 495 

Tyr Arg Val Val Pro lie Arg Lys lie His Ala Leu Thr lie Thr Trp 
500 505 510 

Ala Leu Pro Pro Gin Gin Gin His Tyr Arg Val Lys Pro Leu His Tyr 
515 520 525 

lie Ser Trp Leu Val Gly His Glu Gly Lys Gly Ser lie Leu Ser Phe 
530 535 540 

Leu Arg Lys Lys Cys Trp Ala Leu Ala Leu Phe Gly Gly Asn Gly Glu 
545 550 555 560 

Thr Gly Phe Glu Gin Asn Ser Thr Tyr Ser Val Phe Ser lie Ser lie 
565 570 575 

Thr Leu Thr Asp Glu Gly Tyr Glu His Phe Tyr Glu Val Ala Tyr Thr 
580 585 590 

Val Phe Leu Tyr Leu Lys Met Leu Gin Lys Leu Gly Pro Glu Lys Arg 
595 " 600 605 

lie Phe Glu Glu lie Arg Lys lie Glu Asp Asn Glu Phe His Tyr Gin 
610 615 620 

Glu Gin Thr Asp Pro Val Glu Tyr Val Glu Asn Met Cys Glu Asn Met 
625 630 635 640 

Gin Leu Tyr Pro Leu Gin Asp lie Leu Thr Gly Asp Gin Leu Leu Phe 
645 650 655 

Glu Tyr Lys Pro Glu Val lie Gly Glu Ala Leu Asn Gin Leu Val Pro 
660 665 670 

Gin Lys Ala Asn Leu Val Leu Leu Ser Gly Ala Asn Glu Gly Lys Cys 
675 680 685 

Asp Leu Lys Glu Lys Trp Phe Gly Thr Gin Tyr Ser lie Glu Asp lie 
690 695 700 

Glu Asn Ser Trp Ala Glu Leu Trp Asn Ser Asn Phe Glu Leu Asn Pro 
705 710 715 720 

Asp Leu His Leu Pro Ala Glu Asn Lys Tyr He Ala Thr Asp Phe Thr 
725 730 735 

Leu Lys Ala Phe Asp Cys Pro Glu Thr Glu Tyr Pro Val Lys He Val 
740 745 750 

Asn Thr Pro Gin Gly Cys Leu Trp Tyr Lys Lys Asp Asn Lys Phe Lys 
755 760 765 

He Pro Lys Ala Tyr He Arg Phe His Leu lie Ser Pro Leu He Gin 
770 775 780 

Lys Ser Ala. Ala Asn Val Val Leu Phe Asp lie Phe Val Asn lie Leu 

785 790 "95 800 



Thr His Asn Leu Ala Glu Pro Ala Tyr Glu Ala Asp Val Ala Gin Leu 
805 810 815 

Glu Tyr Lys Leu Ala Ala Gly Glu His Gly Leu He He Arg Val Lys 
820 825 830 

Gly Phe Asn His Lys Leu Pro Leu Leu Phe Gin Leu He He Asp Tyr 
835 840 845 

Leu Ala Glu Phe Asn Ser Thr Pro Ala Val Phe Thr Met He Thr Glu 
850 855 860 

Gin Leu Lys Lys Thr Tyr Phe Asn He Leu He Lys Pro Glu Thr Leu 
865 870 875 880 

Ala Lys Asp Val Arg Leu Leu He Leu Glu Tyr Ala Arg Trp Ser Met 
885 890 895 

He Asp Lys Tyr Gin Ala Leu Met Asp Gly Leu Ser Leu Glu Ser Leu 
900 905 910 

Leu Ser Phe Val Lys Glu Phe Lys Ser Gin Leu Phe Val Glu Gly Leu 
915 920 925 

Val Gin Gly Asn Val Thr Ser Thr Glu Ser Met Asp Phe Leu Lys Tyr 
930 935 940 

Val Val Asp Lys Leu Asn Phe Lys Pro Leu Glu Gin Glu Met Pro Val 
945 950 955 960 

Gin Phe Gin Val Val Glu Leu Pro Ser Gly His His Leu Cys Lys Val 
965 970 975 

Lys Ala Leu Asn Lys Gly Asp Ala Asn Ser Glu Val Thr Val Tyr Tyr 
980 985 990 

Gin Ser Gly Thr Arg Ser Leu Arg Glu Tyr Thr Leu Met Glu Leu Leu 
995 1000 1005 

Val Met His Met Glu Glu Pro Cys Phe Asp Phe Leu Arg Thr Lys Gin 
1010 1015 1020 

Thr Leu Gly Tyr His Val Tyr Pro Thr Cys Arg Asn Thr Ser Gly He 
1025 1030 1035 1040 

Leu Gly Phe Ser Val Thr Val Gly Thr Gin Ala Thr Lys Tyr Asn Ser 
1045 1050 1055 

Glu Val Val Asp Lys Lys lie Glu Glu Phe Leu Ser Ser Phe Glu Glu 
1060 1065 1070 

Lys He Glu Asn Leu Thr Glu Glu Ala Phe Asn Thr Gin Val Thr Ala 
1075 1080 1085 

Leu lie Lys Leu Lys Glu Cys Glu Asp Thr His Leu Gly Glu Glu Val 
1090 1095 1100 

Asp Arg Asn Trp Asn Glu Val Val Thr Gin Gin Tyr Leu Phe Asp Arg 
1105 1110 1115 1120 

Leu Ala His Glu lie Glu Ala Leu Lys Ser Phe Ser Lys Ser Asp Leu 
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1125 



1130 



1135 



Val Asn Trp Phe Lys Ala His Arg Gly Pro Gly Ser Lys Met Leu Ser 
1140 1145 1150 

Val His Val Val Gly Tyr Gly Lys Tyr Glu Leu Glu Glu Asp Gly Ser 
1155 1160 1165 

Pro Ser Ser Glu Asp Ser Asn Ser Ser Cys Glu Val Met Gin Leu Thr 
1170 1175 1180 

Tyr Leu Pro Thr Ser Pro Leu Leu Ala Asp Cys lie lie Pro lie Thr 
1185 1190 1195 1200 

Asp lie Arg Ala Phe Thr Thr Thr Leu Asn Leu Leu Pro Tyr His Lys 
1205 1210 1215 

lie Val Lys 



<210> 29 
<211> 2038 
<212> DNA 

<213> Homo sapiens 



<400> 29 

gttttcagaa 

tcctgtggat 

tccatgtaca 

ttgctattca 

ttcttgaaag 

ggacattcct 

ggagttgata 

caaaaaaggt 

cacaaggcag 

gctataaagg 

gaaattggtt 

aggtttctca 

ctcttcttta 

cttaaaacat 

ggatatagcc 

ccgggagttg 

tgccaagaga 

gaagactgta 

actaggattg 

ggggacaacg 

tc t tggggag 

ctgtgtggag 

gggcttcccc 

acaaaagata 

tcagaaggga 

ttccaaaaac 

tgggtaaccg 

gtaaatattc 

acccaacgga 

tcaggtggtc 

tggggtgaag 

at ggactgga 

gcatgagaag 

agcctggggg 



tgattttatt 
gtctgactca 
ccccaaatgc 
gttttcttcc 
atagtgttac 
tgaagcaatg 
tgagaggagt 
gcaccaataa 
agtaccggaa 
tgctgagtaa 
gccacatgaa 
ctccagatgc 
cattctatac 
ctgaaagtgg 
ttttaacctg 
actttggagg 
cttgcacaaa 
aggaagagaa 
cgtatgggac 
ctgtctgcac 
agtggccctg 
ggtcactcat 
tgcaggatgt 
cacctttctc 
atcatgatat 
caatatgcct 
gatggggctt 
ctttggtaac 
tggtctgtgc 
ccttagtttg 
gctgtgcccg 
ttttagagaa 
cagtccagag 
gtcctcatct 



caagcaagca 
actctatgaa 
ccaatactgc 
agcaagttca 
aggaaccctg 
tggtcatcaa 
caattttaat 
cattcgctgc 
caattgccta 
cgtggaatct 
catcttccag 
ttttgtgtgt 
aaatgtatgg 
cacaccaagt 
caaaagaact 
agaagaattg 
gatgattcgc 
gtgtaagtgt 
acaagggagc 
aacaaaaaca 
gcaggtgagc 
aggacaccag 
ttggcgcatc 
acaaataaaa 
cgccttgata 
accttccaaa 
ctcgaaggag 
aaatgaagaa 
tggctataaa 
caaacacaac 
cagggagcaa 
aacacagagc 
tctaggcaat 
gcaaagcatg 



acttatttca 
aacgccttct 
cagatgaggt 
atcaatgaca 
ccaaaagtac 
ataagtgctt 
gtgtctaagg 
cagttttttt 
ttaaagtaca 
ggattctcac 
catcttgcgt 
cggaccatct 
aaaatcgagt 
tcctctactc 
ttacctgaac 
aatgtgactt 
tgtcagtttt 
ttcttaagat 
tctggttact 
agcacacgca 
ctgcaggtga 
tgggtcctca 
tatagtggca 
gagattatta 
aaactccagg 
ggtgacacaa 
aaaggtgaaa 
tgccagaaaa 
gaagggggaa 
ggaatgtggc 
cctggtgtct 
agtgatggaa 
ttttacaacc 
aagagtggca 



tttccttgtt 
tcagaggtgg 
gcacattcca 
tggagaaaag 
atcgaacagg 
gccatcgaga 
ttagcagtgt 
catatgccac 
gtcccggagg 
tgaagccctg 
tctcagatgt 
gcacctatca 
cacaaagaaa 
ctcaagaaaa 
cctgccattc 
ttgttaaagg 
tcacttattc 
tatctatgga 
ctttgagatt 
ttgttggagg 
agctgacagc 
ctgctgccca 
ttttaaatct 
ttcaccaaaa 
ctcctttgaa 
gcacaat tta 
tccaaaata t 
gatatcaaga 
aagatgcttg 
gtttggtggg 
acaccaaagt 
aagctcagat 
tgagt tcaag 
tcttctttgc 



tgctacagtt 
ggatgtagct 
cccaaggtgt 
gtttggttgc 
tgcagtttct 
catttataaa 
tgaagaatgc 
gcaaacattt 
aacacctacc 
tgccctttca 
ggatgttgcc 
ccccaactgc 
tgtttgtctt 
caccatatct 
taaaatttac 
agtgaatgtt 
tttactccca 
tggttctcca 
gtgtaacact 
aacaaactct 
tcagaggcac 
ctgctttgat 
gtcagacatt 
ctataaagtc 
ttacactgaa 
taccaactgt 
tctacaaaag 
ttataaaata 
taagggagat 
catcaccagc 
cgctgagtac 
gcagtcacca 
tcaaattctg 
atcctaag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2038 
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<210> 30 
<211> 638 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met He Leu Phe Lys Gin Ala Thr Tyr Phe He Ser Leu Phe Ala Thr 
15 10 15 

Val Ser Cys Gly Cys Leu Thr Gin Leu Tyr Glu Asn Ala Phe Phe Arg 

20 25 30 

Gly Gly Asp Val Ala Ser Met Tyr Thr Pro Asn Ala Gin Tyr Cys Gin 
35 40 45 

Met Arg Cys Thr Phe His Pro Arg Cys Leu Leu Phe Ser Phe Leu Pro 
50 55 60 

Ala Ser Ser He Asn Asp Met Glu Lys Arg Phe Gly Cys Phe Leu Lys 
65 70 75 80 

Asp Ser Val Thr Gly Thr Leu Pro Lys Val His Arg Thr Gly Ala Val 
85 90 95 

Ser Gly His Ser Leu Lys Gin Cys Gly His Gin He Ser Ala Cys His 
100 105 110 

Arg Asp He Tyr Lys Gly Val Asp Met Arg Gly Val Asn Phe Asn Val 
115 120 125 

Ser Lys Val Ser Ser Val Glu Glu Cys Gin Lys Arg Cys Thr Asn Asn 
130 135 140 

He Arg Cys Gin Phe Phe Ser Tyr Ala Thr Gin Thr Phe His Lys Ala 
145 150 155 160 

Glu Tyr Arg Asn Asn Cys Leu Leu Lys Tyr Ser Pro Gly Gly Thr Pro 
165 170 175 

Thr Ala He Lys Val Leu Ser Asn Val Glu Ser Gly Phe Ser Leu Lys 
180 185 190 

Pro Cys Ala Leu Ser Glu He Gly Cys His Met Asn He Phe Gin His 
195 200 205 

Leu Ala Phe Ser Asp Val Asp Val Ala Arg Phe Leu Thr Pro Asp Ala 

210 215 220 

Phe Val Cys Arg Thr He Cys Thr Tyr His Pro Asn Cys Leu Phe Phe 
225 230 235 240 

Thr Phe Tyr Thr Asn Val Trp Lys He Glu Ser Gin Arg Asn Val Cys 
245 250 255 

Leu Leu Lys Thr Ser Glu Ser Gly Thr Pro Ser Ser Ser Thr Pro Gin 

260 265 270 

Glu Asn Thr He Ser Gly Tyr Ser Leu Leu Thr Cys Lys Arg Thr Leu 

275 280 285 



Pre Glu Pro Cys His Ser Lys He Tyr Pro Gly Val Asp Phe Gly Gly 



290 295 300 

Glu Glu Leu Asn Val Thr Phe Val Lys Gly Val Asn Val Cys Gin Glu 
305 310 315 320 

Thr Cys Thr Lys Met lie Arg Cys Gin Phe Phe Thr Tyr Ser Leu Leu 
325 330 335 

Pro Glu Asp Cys Lys Glu Glu Lys Cys Lys Cys Phe Leu Arg Leu Ser 
340 345 350 

Met Asp Gly Ser Pro Thr Arg lie Ala Tyr Gly Thr Gin Gly Ser Ser 

355 360 365 

Gly Tyr Ser Leu Arg Leu Cys Asn Thr Gly Asp Asn Ala Val Cys Thr 
370 375 380 

Thr Lys Thr Ser Thr Arg lie Val Gly Gly Thr Asn Ser Ser Trp Gly 
385 390 395 400 

Glu Trp Pro Trp Gin Val Ser Leu Gin Val Lys Leu Thr Ala Gin Arg 
405 410 415 

His Leu Cys Gly Gly Ser Leu lie Gly His Gin Trp Val Leu Thr Ala 
420 425 430 

Ala His Cys Phe Asp Gly Leu Pro Leu Gin Asp Val Trp Arg lie Tyr 
435 440 445 

Ser Gly lie Leu Asn Leu Ser Asp lie Thr Lys Asp Thr Pro Phe Ser 
450 455 460 

Gin lie Lys Glu lie lie lie His Gin Asn Tyr Lys Val Ser Glu Gly 
465 470 475 480 

Asn His Asp lie Ala Leu lie Lys Leu Gin Ala Pro Leu Asn Tyr Thr 
485 490 495 

Glu Phe Gin Lys ?ro lie Cys Leu Pro Ser Lys Gly Asp Thr Ser Thr 
500 505 510 

lie Tyr Thr Asn Cys Trp Val Thr Gly Trp Gly Phe Ser Lys Glu Lys 
515 520 525 

Gly Glu lie Gin Asn He Leu Gin Lys Val Asn He Pro Leu Val Thr 
530 535 540 

Asn Glu Glu Cys Gin Lys Arg Tyr Gin Asp Tyr Lys He Thr Gin Arg 
545 550 555 560 

Met Val Cys Ala Gly Tyr Lys Glu Gly Gly Lys Asp Ala Cys Lys Gly 
565 570 575 

Asp Ser Gly Gly Pro Leu Val Cys Lys His Asn Gly Met Trp Arg Leu 
580 585 590 

Val Gly He Thr Ser Trp Gly Glu Gly Cys Ala Arg Arg Glu Gin Pro 
595 600 605 



Gly Val Tyr Thr Lys Val Ala Glu Tyr Met Asp Trp He Leu Glu Lys 
610 615 620 



Thr Gin Ser Ser Asp Gly Lys Ala Gin Met Gin Ser Pro Ala 
625 630 635 



<210> 31 

<211> 1094 

<212> DNA 

<213> Homo sapiens 



<400> 31 

tcttccacct 

ggatccgacg 

cgcacagcat 

tctatgagtc 

ataaagccat 

cctttctgtg 

agtttatcaa 

tgacaggcac 

aaatcaagag 

atgaactatt 

atgtattaga 

atgatgtgga 

cacctgatca 

tgcgctacag 

gaagcccctc 

ggtcccgaga 

gacacaggag 

gagggaatga 

gatatctgta 



ttctccattc 
gaaatagaat 
ccatggcacc 
caagtactgg 
ggagttaagg 
tttaacct tg 
aaatgaagat 
tgcaattgat 
ccagaaccga 
gcaaagtgag 
ggaagctgag 
gtccagtgaa 
ccgccggaga 
gaggagtagg 
ccctcgccga 
tcggcggcac 
ccactcaaag 
gtaatggact 
tgtg 



ctctaggtgc 
tgaaggcatt 
aaccctcaat 
aaagaggagt 
tttgtgggtg 
aagatgcttc 
ttcaagtatg 
tgctacaagt 
aatggggagt 
agagtctgtg 
caac tggagc 
gaggaagaag 
agctaccgag 
agccggtctc 
gaaaggcatc 
agatcccgtt 
tctcccgaaa 
cagtttggtt 



tttttctgaa 
ctaaaatggc 
atctggtgga 
gctttggact 
gcgtctatgg 
aaattcaacc 
tccgcatgct 
acttggaacc 
ttgaattgat 
atatcattct 
ctcgagttag 
aggaggatga 
acttggacaa 
ccagaaggcg 
ggagcaagag 
ccaagtcccc 
ggtctaagaa 
ttagtccaca 



cctggatgtg 
taaccgtaca 
gaagatcatt 
tacagctgaa 
tggcaacata 
cgagaaggat 
gggggcactt 
tttgtacaat 
gcatgttgat 
gccccgacta 
tgctctggaa 
gaagttggaa 
gccccgtcgc 
gagtcgatct 
tccaagacgt 
aggtcatcac 
gagccacaag 
tggcctcctg 



aggcattaaa 
gtgaaggatg 
cgaacgcgaa 
cttgtagtcg 
aaaccaacac 
atcattgtag 
tacatgaggc 
gactatcgaa 
gagtttattg 
cagaaacgct 
gaggacatgg 
agagtgccat 
tctcccacac 
cccaaaagga 
caccgcagca 
cgtagtcaca 
aagagccgga 
tggatataag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1094 



<210> 32 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Ala Asn Arg Thr Val Lys Asp Ala His Ser lie His Gly Thr Asn 
15 10 15 

Pro Gin Tyr Leu Val Glu Lys lie lie Arg Thr Arg lie Tyr Glu Ser 
20 25 30 

Lys Tyr Trp Lys Glu Glu Cys Phe Gly Leu Thr Ala Glu Leu Val Val 
35 40 45 

Asp Lys Ala Met Glu Leu Arg Phe Val Gly Gly Val Tyr Gly Gly Asn 
50 55 60 

He Lys Pro Thr Pro Phe Leu Cys Leu Thr Leu Lys Met Leu Gin He 
65 70 75 80 

Gin Pro Glu Lys Asp He He Val Glu Phe He Lys Asn Glu Asp Phe 
85 90 95 

Lys Tyr Val Arg Met Leu Gly Ala Leu Tyr Met Arg Leu Thr Gly Thr 
100 105 110 

Ala He Asp Cys Tyr Lys Tyr Leu Glu Pro Leu Tyr Asn Asp Tyr Arg 
115 120 125 

Lys He Lys Ser Gin Asn Arg Asn Gly Glu Phe Glu Leu Met His Val 
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130 135 140 

Asp Glu Phe lie Asp Glu Leu Leu Gin Ser Glu Arg Val Cys Asp lie 
145 150 155 160 

lie Leu Pro Arg Leu Gin Lys Arg Tyr Val Leu Glu Glu Ala Glu Gin 
165 170 175 

Leu Glu Pro Arg Val Ser Ala Leu Glu Glu Asp Met Asp Asp Val Glu 
180 185 190 

Ser Ser Glu Glu Glu Glu Glu Glu Asp Glu Lys Leu Glu Arg Val Pro 

195 200 205 

Ser Pro Asp His Arg Arg Arg Ser Tyr Arg Asp Leu Asp Lys Pro Arg 

210 215 220 

Arg Ser Pro Thr Leu Arg Tyr Arg Arg Ser Arg Ser Arg Ser Pro Arg 
225 230 235 240 

Arg Arg Ser Arg Ser Pro Lys Arg Arg Ser Pro Ser Pro Arg Arg Glu 
245 250 255 

Arg His Arg Ser Lys Ser Pro Arg Arg His Arg Ser Arg Ser Arg Asp 
260 265 270 

Arg Arg His Arg Ser Arg Ser Lys Ser Pro Gly His His Arg Ser His 
275 280 285 

Arg His Arg Ser His Ser Lys Ser Pro Glu Arg Ser Lys Lys Ser His 
290 295 300 

Lys Lys Ser Arg Arg Gly Asn Glu 
305 310 



<210> 33 

<211> 3168 

<212> DNA 

<213> Homo sapiens 

<400> 33 

cacaagacct ggaattgaca ggactcccaa ctagtacaat gacagaagat aaggtcactg 60 
ggaccctggt tttcactgtc atcactgctg tgctgggttc cttccagttt ggatatgaca 120 
ttggtgtgat caatgcacct caacaggtaa taatatctca ctatagacat gttttgggtg 180 
ttccactgga tgaccgaaaa gctatcaaca actatgttat caacagtaca gatgaactgc 240 
ccacaatctc atactcaatg aacccaaaac caaccccttg ggctgaggaa gagactgtgg 300 
cagctgctca actaatcacc atgctctggt ccctgtctgt atccagcttt gcagttggtg 360 
gaatgactgc atcattcttt ggtgggtggc ttggggacac acttggaaga atcaaagcca 420 
tgttagtagc aaacattctg tcattagttg gagctctctt gatggggttt tcaaaattgg 480 
gaccatctca tatacttata attgctggaa gaagcatatc aggactatat tgtgggctaa 540 
tttcaggcct ggttcctatg tatatcggtg aaattgctcc aaccgctctc aggggagcac 600 
ttggcacttt tcatcagctg gccatcgtca cgggcattct tattagtcag attattggtc 660 
ttgaatttat cttgggcaat tatgatctgt ggcacatcct gcttggcctg tctggtgtgc 720 
gagccatcct tcagtctctg ctactctttt tctgtccaga aagccccaga tacctttaca 780 
tcaagttaga tgaggaagtc aaagcaaaac aaagcttgaa aagactcaga ggatatgatg 840 
atgtcaccaa agatattaat gaaatgagaa aagaaagaga agaagcatcg agtgagcaga 900 
aagtctctat aattcagctc ttcaccaatt ccagctaccg acagcctatt ctagtggcac 960 
tgatgctgca tgtggctcag caattttccg gaatcaatgg cattttttac tactcaacca 1020 
gcatttttca gacggctggt atcagcaaac ctgtttatgc aaccattgga gttggcgctg 1080 
taaacatggt tttcactgct gtctctgtat tccttgtgga gaaggcaggg cgacgttctc 1140 
tctttctaat tggaatgagt gggatgtttg tttgtgccat cttcatgtca gtgggacttg 1200 
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tgctgctgaa 
tcagcttctt 
gtcaaggacc 
tcattgtagc 
tctttgctgg 
aaggaaagtc 
ggccaaaagc 
accctgcttt 
ccttgagcat 
aaatgtcatc 
gtaagactgt 
tggttctaat 
tcaacatatc 
atttgaatat 
gc tagtggca 
ttttcttgag 
tgtggaatgg 
taggcttatc 
tggccaaatg 
ggttatcagt 
ctttgagtta 
aaacaatcat 
tctaatgtaa 
tattatgtct 
gaaacttcat 
aagactgatt 
ttctttgtct 
cattgtacac 
aaacagactt 
aaaagcttag 
atcaatcctt 
tctttaagag 
acatatatgt 



taagttctct 
tgaaat tggg 
acgtcctgct 
tctgtgtttc 
agtgctcctg 
ttttgaggaa 
tgctgtagaa 
ttgacatgaa 
tttatatcca 
aaatattacc 
aattaagtaa 
atttttagct 
atttttttaa 
cattaaattg 
ataagttcca 
tactagaatt 
attatagagt 
aaaatctttc 
gtttttgcaa 
taacattaac 
tagtttgc tt 
gagtcagaca 
gaaaatttga 
caaaataagt 
aaatgttcag 
gttttatggt 
tagctgtata 
tatctatctg 
tagcttacag 
cagggtgcta 
cttatgtttg 
tgaaataatt 
aatttagcag 



tggatgagtt 
ccaggcccga 
get t tagcaa 
cagtacattg 
gcctttaccc 
attgetgeag 
atgaaattcc 
cagaaacaat 
catctttaag 
aaaaaagtat 
accaaaaagg 
ctgttcttta 
cacataacta 
gaattttctt 
tgttaaaata 
tgtattttgc 
atactaaaaa 
agcactcaga 
gatttaacac 
atctattata 
tgctttttaa 
tttggtatat 
agtaaaggat 
tgaaaaggta 
cttcagactt 
gtgttcctaa 
cagattctag 
cctttaccta 
tcaattttac 
aegtatctet 
ctttaatgtg 
aaaaaccact 
tccaaagaac 



atgtgagcat 
tcccctggt t 
tagctgeatt 
eggacttctg 
tgttcacat t 
aattccaaaa 
taggagctac 
aagggaaccg 
tattgtttta 
ttttttaagt 
ctagtttatt 
taacaaggtt 
gaaacctgag 
acccatatat 
gacaactctt 
ttaaaatttt 
atgtctatag 
aaagaaaacc 
taaaaaggtt 
aaaccatgtt 
ttgaggacag 
tacctcaaat 
tgatcacttt 
gggtttgagg 
ttatcaaaat 
cataaaataa 
ccaaactatt 
cataggcaaa 
aattatggaa 
aggctgtttt 
tattgaagaa 
gaacatttgc 
aagaaattgt 



gatagecate 
catggtggct 
cagcaattgg 
tggaccttat 
ttttaaagtt 
gaagagtggc 
agagactgtg 
tctgttttta 
tttttatgtg 
tagagaatat 
ttgttacact 
cttctaaaat 
gatgeaacaa 
cttatgttaa 
ccatttattg 
acttttgttc 
agaaaaactt 
attttagttc 
tcacctgatc 
gattcccttc 
cctggttttc 
tcctaataag 
gttaaaaata 
attcctgagt 
ccctatttaa 
tcgtctcctt 
etatggecat 
ttggaaatac 
atatagttct 
ctccaccaac 
aagcactttt 
tttgttttct 
ttcttttc 



ttcctctttg 
gagtttttca 
acctgeaatt 
gtgtttttcc 
ccagaaacca 
tcagcccaca 
taaaaaaaaa 
aatgatgatt 
ctctcatcag 
atttttgatg 
aaagggcagg 
tgaagagatt 
atatttatat 
aggagatatg 
cactcagctt 
tgtattttca 
tcatttttgg 
ctttatttaa 
atatagegtg 
tggtacaatc 
acatacactc 
tttgatcaaa 
ttttctgaat 
gtgggcttct 
ttttcctgga 
tgacatttcc 
tactaacacg 
acagatgatt 
gatgggtccc 
tggagcactg 
taaaaagtac 
aaagttgttc 



1260 
1320 
1380 
1440 
1500 
1560 
1620 
1630 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
n 2 n 0 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3168 



<210> 34 
<211> 524 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Met Thr Glu Asp Lys Val Thr Gly Thr Leu Val Phe Thr Val He Thr 
15 10 15 

Ala Val Leu Gly Ser Phe Gin Phe Gly Tyr Asp He Gly Val He Asn 

20 25 30 

Ala Pro Gin Gin Val He He Ser His Tyr Arg His Val Leu Gly Val 
35 40 45 

Pro Leu Asp Asp Arg Lys Ala He Asn Asn Tyr Val lie Asn Ser Thr 
50 55 60 

Asp Glu Leu Pro Thr He Ser Tyr Ser Met Asn Pro Lys Pro Thr Pro 
65 70 75 80 

Trp Ala Glu Glu Glu Thr Val Ala Ala Ala Gin Leu He Thr Met Leu 

85 90 95 



Trp Ser Leu Ser Val Ser Ser Phe Ala Vai Gly Gly Met Thr Ala Ser 
100 105 110 



Phe Phe Gly Gly Trp Leu Gly Asp Thr Leu Gly Arg lie Lys Ala Met 
115 * 120 125 

Leu Val Ala Asn lie Leu Ser Leu Val Gly Ala Leu Leu Met Gly Phe 
130 135 140 

Ser Lys Leu Gly Pro Ser His lie Leu lie lie Ala Gly Arg Ser lie 
145 150 155 160 

Ser Gly Leu Tyr Cys Gly Leu lie Ser Gly Leu Val Pro Met Tyr lie 
165 170 175 

Gly Glu lie Ala Pro Thr Ala Leu Arg Gly Ala Leu Gly Thr Phe His 
180 185 190 

Gin Leu Ala He Val Thr Gly He Leu He Ser Gin He He Gly Leu 
195 200 205 

Glu Phe lie Leu Gly Asn Tyr Asp Leu Trp His He Leu Leu Gly Leu 
210 215 220 

Ser Gly Val Arg Ala He Leu Gin Ser Leu Leu Leu Phe Phe Cys Pro 
225 230 235 240 

Glu Ser Pro Arg Tyr Leu Tyr He Lys Leu Asp Glu Glu Val Lys Ala 
245 250 255 

Lys Gin Ser Leu Lys Arg Leu Arg Gly Tyr Asp Asp Val Thr Lys Asp 
260 265 270 

He Asn Glu Met Arg Lys Glu Arg Glu Glu Ala Ser Ser Glu Gin Lys 
275 280 285 

Val Ser lie lie Gin Leu Phe Thr Asn Ser Ser Tyr Arg Gin Pro lie 

290 295 300 

Leu Val Ala Leu Met Leu His Val Ala Gin Gin Phe Ser Gly lie Asn 
305 310 315 320 

Gly lie Phe Tyr Tyr Ser Thr Ser lie Phe Gin Thr Ala Gly lie Ser 
325 330 335 

Lys Pro Val Tyr Ala Thr lie Gly Val Gly Ala Val Asn Met Val Phe 
340 345 350 

Thr Ala Val Ser Val Phe Leu Val Glu Lys Ala Gly Arg Arg Ser Leu 
355 360 365 

Phe Leu lie Gly Met Ser Gly Met Phe Val Cys Ala lie Phe Met Ser 
370 375 380 

Val Gly Leu Val Leu Leu Asn Lys Phe Ser Trp Met Ser Tyr Val Ser 
385 390 395 400 

Met lie Ala lie Phe Leu Phe Val Ser Phe Phe Glu lie Gly Pro Gly 
405 410 415 

Pro He Pro Trp Phe Met Val Ala Glu Phe Phe Ser Gin Gly Pro Arg 
420 425 430 

Pro Ala Ala Leu Ala lie Ala Ala Phe Ser Asn Trp Thr Cys Asn Phe 
435 440 445 
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He Val Ala Leu Cys Phe Gin Tyr He Ala Asp Phe Cys Gly Pro Tyr 
450 455 460 



Val Phe Phe Leu Phe Ala Gly Val Leu Leu Ala Phe Thr Leu Phe Thr 
465 470 475 480 

Phe Phe Lys Val Pro Glu Thr Lys Gly Lys Ser Phe Glu Glu He Ala 
485 490 495 

Ala Glu Phe Gin Lys Lys Ser Gly Ser Ala His Arg Pro Lys Ala Ala 
500 505 510 



Val Glu Met Lys Phe Leu Gly Ala Thr Glu Thr Val 
515 520 



<210> 35 
<211> 2184 
<212> DNA 

<213> Homo sapiens 
<400> 35 

ccgccttcgg cccgggcctc ccgggatggc cgtggcgcct ctgcgggggg cgctgctgct 60 
gtggcagctg ctggcggcgg gcggcgcggc actggagatc ggccgcttcg acccggagcg 120 
cgggcgcggg gctgcgccgt gccaggcggt ggagatcccc atgtgccgcg gcatcggcta 180 
caacctgacc cgcatgccca acctgctggg ccacacgtcg cagggcgagg cggctgccga 240 
gctagcggag ttcgcgccgc tggtgcagta cggctgccac agccacctgc gcttcttcct 300 
gtgctcgctc tacgcgccca tgtgcaccga ccaggtctcg acgcccattc ccgcctgccg 360 
gcccatgtgc gagcaggcgc gcctgcgctg cgcgcccatc atggagcagt tcaacttcgg 420 
ctggccggac tcgctcgact gcgcccggct gcccacgcgc aacgacccgc acgcgctgtg 480 
catggaggcg cccgagaacg ccacggccgg ccccgcggag ccccacaagg gcctgggcat 540 
gctgcccgtg gcgccgcggc ccgcgcgccc tcccggagac ctgggcccgg gcgcgggcgg 600 
cagtggcacc tgcgagaacc ccgagaagtt ccagtacgtg gagaagagcc gctcgtgcgc 660 
accgcgctgc gggcccggcg tcgaggtgtt ctggtcccgg cgcgacaagg acttcgcgct 720 
ggtctggatg gccgtgtggt cggcgctgtg cttcttctcc accgccttca ctgtgctcac 780 
cttcttgctg gagccccacc gcttccagta ccccgagcgc cccatcatct tcctctccat 840 
gtgctacaac gtctactcgc tggccttcct gatccgtgcg gtggccggag cgcagagcgt 900 
ggcctgtgac caggaggcgg gcgcgctcta cgtgatccag gagggcctgg agaacacggg 960 
ctgcacgctg gtcttcctac tgctctacta cttcggcatg gccagctcgc tctggtgggt 1020 
ggtcctgacg ctcacctggt tcctggctgc cgggaagaaa tggggccacg aggccatcga 1080 
ggcccacggc agctatttcc acatggctgc ctggggcctg cccgcgctca agaccatcgt 1140 
catcctgacc ctgcgcaagg tggcgggtga tgagctgact gggctttgct acgtggccag 1200 
cacggatgca gcagcgctca cgggcttcgt gctggtgccc ctctctggct acctggtgct 1260 
gggcagtagt ttcctcctga ccggcttcgt ggccctcttc cacatccgca agatcatgaa 1320 
gacgggcggc accaacacag agaagctgga gaagctcatg gtcaagatcg gggtcttctc 1380 
catcctctac acggtgcccg ccacctgcgt catcgtttgc tatgtctacg aacgcctcaa 1440 
catggacttc tggcgccttc gggccacaga gcagccatgc gcagcggccg cggggcccgg 1500 
aggccggagg gactgctcgc tgccaggggg ctcggtgccc accgtggcgg tcttcatgct 1560 
caaaatttt: atgtcactgg tggtggggat caccagcggc gtctgggtgt ggagctccaa 1620 
gactttccag acctggcaga gcctgtgcta ccgcaagata gcagctggcc gggcccgggc 1680 
caaggcctgc cgcgcccccg ggagctacgg acgtggcacg cactgccact ataaggctcc 1740 
caccgtggtc ttgcacatga ctaagacgga cccctctttg gagaacccca cacacctcta 1800 
gccacacagg cctggcgcgg ggtggctgct gccccctcct tgccctccac gccctgcccc 1860 
ctgcatcccc tagagacagc tgactagcag ctgcccagct gtcaaggtca ggcaagtgag 1920 
caccggggac tgaggatcag ggcgggaccc cgtgaggctc attaggggag atgggggtct 1980 
cccctaatgc gggggctgga ccaggctgag tccccacagg gtcctagtgg aggatgtgga 2040 
ggggcggggr agaggggtcc agccggagtt tatttaatga tgtaatttat tgttgcgttc 2100 
ctctggaagc tgtgactgga ataaaccccc gcgtggcact gctgatcctc tctggctggg 2160 
aagggggaag gtaggaggtg aggc 1184 
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<210> 36 
<211> 591 
<212> PRT 

<2 13 > Homo sapiens 
<400> 36 

Met Ala Val Ala Pro Leu Arg Gly Ala Leu Leu Leu Trp Gin Leu Leu 
15 10 15 

Ala Ala Gly Gly Ala Ala Leu Glu lie Gly Arg Phe Asp Pro Glu Arg 

20 25 30 

Gly Arg Gly Ala Ala Pro Cys Gin Ala Val Glu lie Pro Met Cys Arg 
35 40 45 

Gly lie Gly Tyr Asn Leu Thr Arg Met Pro Asn Leu Leu Gly His Thr 
50 55 60 

Ser Gin Gly Glu Ala Ala Ala Glu Leu Ala Glu Phe Ala Pro Leu Val 
65 70 75 80 

Gin Tyr Gly Cys His Ser His Leu Arg Phe Phe Leu Cys Ser Leu Tyr 
85 90 95 

Ala Pro Met Cys Thr Asp Gin Val Ser Thr Pro lie Pro Ala Cys Arg 
100 105 110 

Pro Met Cys Glu Gin Ala Arg Leu Arg Cys Ala Pro lie Met Glu Gin 
115 120 125 

Phe Asn Phe Gly Trp Pro Asp Ser Leu Asp Cys Ala Arg Leu Pro Thr 
130 135 140 

Arg Asn Asp Pro His Ala Leu Cys Met Glu Ala Pro Glu Asn Ala Thr 
145 150 155 160 

Ala Gly Pro Ala Glu Pro His Lys Gly Leu Gly Met Leu Pro Val Ala 
165 170 175 

Pro Arg Pro Ala Arg Pro Pro Gly Asp Leu Gly Pro Gly Ala Gly Gly 
180 185 190 

Ser Gly Thr Cys Glu Asn Pro Glu Lys Phe Gin Tyr Val Glu Lys Ser 
195 200 205 

Arg Ser Cys Ala Pro Arg Cys Gly Pro Gly Val Glu Val Phe Trp Ser 
210 215 220 

Arg Arg Asp Lys Asp Phe Ala Leu Val Trp Met Ala Val Trp Ser Ala 

225 230 235 240 

Leu Cys Phe Phe Ser Thr Ala Phe Thr Val Leu Thr Phe Leu Leu Glu 

245 250 255 

Pro His Arg Phe Gin Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Met 

260 265 270 

Cys Tyr Asn Val Tyr Ser Leu Ala Phe Leu lie Arg Ala Val Aja Gly 

275 280 285 

Ala Gin Ser Val Ala Cys Asp Gin Glu Ala Gly Ala Leu Tyr Val He 

290 295 300 
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Gin Glu Gly Leu Glu Asn Thr Gly Cys Thr Leu Val Phe Leu Leu Leu 
305 310 315 320 



Tyr Tyr Phe Gly Met Ala Ser Ser Leu Trp Trp Val Val Leu Thr Leu 
325 330 335 

Thr Trp Phe Leu Ala Ala Gly Lys Lys Trp Gly His Glu Ala lie Glu 
340 345 350 

Ala His Gly Ser Tyr Phe His Met Ala Ala Trp Gly Leu Pro Ala Leu 
355 360 365 

Lys Thr lie Val lie Leu Thr Leu Arg Lys Val Ala Gly Asp Glu Leu 
370 375 380 

Thr Gly Leu Cys Tyr Val Ala Ser Thr Asp Ala Ala Ala Leu Thr Gly 
385 390 395 400 

Phe Val Leu Val Pro Leu Ser Gly Tyr Leu Val Leu Gly Ser Ser Phe 
405 410 415 

Leu Leu Thr Gly Phe Val Ala Leu Phe His lie Arg Lys lie Met Lys 
420 425 430 

Thr Gly Gly Thr Asn Thr Glu Lys Leu Glu Lys Leu Met Val Lys lie 
435 440 445 

Gly Val Phe Ser lie Leu Tyr Thr Val Pro Ala Thr Cys Val He Val 
450 455 460 

Cys Tyr Val Tyr Glu Arg Leu Asn Met Asp Phe Trp Arg Leu Arg Ala 
465 470 475 480 

Thr Glu Gin Pro Cys Ala Ala Ala Ala Gly Pro Gly Gly Arg Arg Asp 
485 490 495 

Cys Ser Leu Pro Gly Gly Ser Val Pro Thr Val Ala Val Phe Met Leu 
500 505 510 

Lys He Phe Met Ser Leu Val Val Gly He Thr Ser Gly Val Trp Val 
515 520 525 

Trp Ser Ser Lys Thr Phe Gin Thr Trp Gin Ser Leu Cys Tyr Arg Lys 
530 535 540 

He Ala Ala Gly Arg Ala Arg Ala Lys Ala Cys Arg Ala Pro Gly Ser 
545 550 555 560 

Tyr Gly Arg Gly Thr His Cys His Tyr Lys Ala Pro Thr Val Val Leu 
565 570 575 

His Met Thr Lys Thr Asp Pro Ser Leu Glu Asn Pro Thr His Leu 
580 585 590 



<210> 37 
<211> 2523 
<212> DNA 

<213> Homo sapiens 

<4 00> 3 7 
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ggatccggag ggcagccttc atccacagat 
gcaacaaatt atgagaccca agactcccat 
ctagtgcata tctttctcta tgtggtacag 
aaattcttac agaaggcata tgaatccaaa 
gcagggatta ttctatgctg tgtcctgggg 
gggtatttct tttgtatgtg tcgttgctgt 
cagaaggaaa atgggccctt cctgaggaaa 
ataataataa gcattggcat cttctatggt 
atcaaaagga gtcggaaact ggcagatagc 
gaaactccag agcaaatcaa atatatattg 
ttcacagatc tgaacagtat caattcagtg 
cccaacatca tccctgttct tgatgagatt 
aaagaggcgt tggagaacat gaacagcacc 
cttagcagca gtctgaccag cgtgaaaact 
tgcttggtgc atccatcaag tgaaacctgc 
aatagcaacc ctgaactgag gcagcttcca 
aacgttctta ggacagattt ggatggcctg 
atacctgaca gagtacaacg ccaaaccacg 
aattccattg gttcagatat cgacaatgta 
tcagcattct ctgtttatgt taataacact 
ttggaagagt atgattcata ctggtggctg 
ctcatcgtga ttttttacta cctgggctta 
gccaccccga ccacccgagg ctgtgtctcc 
gttggattaa gtttcctctt ttgctggata 
tttggtgcaa atgtggaaaa actgatctgt 
gttttggata caccctactt actaaatgaa 
tttaataaat caaaaatgaa gctcactttt 
agaggcactt acggcactct tcacctgcag 
attaatgagc atactggaag cataagcagt 
atctttctgt tgggtgcagc aggaagaaaa 
gacagaatgg attatgacag ctacttggct 
cttttatcat ttgcatatga tctagaagca 
aggaactccc tgaaaagaga tgcacaaact 
cctatagaac aatcactgag cactctatac 
aatggattgt tggagagagt aactaggact 
atcacaaaca atacttcctc tgttattatt 
ataggatatt ttgaacatta tctgcagtgg 
tcgtgcaaac ctgtggccac cgctctagat 
attatcgacc ccttgaattt gttttggttt 
ccggctctaa tttttgcggt aaaactggct 
gtgtacgatg atgttgaaac tatacccatg 
cataaagatc atgtatatgg tattcacaat 
gag 



gctcctaagg cttggaatta tgaattgcct 60 
aaagctggac ccattggcat tctctttgaa 120 
ccgcgtgatt tcccagaaga tactttgaga 130 
attgattatg acaagattgt ctactatgaa 240 
ctgctgttta ttattctgat gcctctggtg 300 
aacaaatgtg gtggagaaat gcaccagcga 3 60 
tgctttgcaa tctccctgtt ggtgatttgt 420 
tttgtggcaa atcaccaggt aagaacccgg 480 
aatttcaagg acttgcgaac tctcttgaat 540 
gcccagtaca acactaccaa ggacaaggcg 600 
ctaggaggcg gaattcttga ccgactgaga 660 
aagtccatgg caacagcgat caaggagacc 720 
ttgaagagct tgcaccaaca aagtacacag 780 
agcctgcggt catctctcaa tgaccctctg 840 
aacagcatca gattgtctct aagccagctg 900 
cccgtggatg cagaacttga caacgttaat 960 
gtccaacagg gctatcaatc ccttaatgat 1020 
actgtcgtag caggtatcaa aagggtcttg 1080 
actcagcgtc ttcctattca ggatatactc 1140 
gaaagttaca tccacagaaa tttacctaca 1200 
ggtggcctgg tcatctgctc tctgctgacc 1260 
ctgtgtggcg tgtgcggcta tgacaggcat 1320 
aacaccggag gcgtcttcct catggttgga 1380 
ttgatgatca ttgtggttct tacctttgtc 1440 
gaaccttaca cgagcaagga attattccgg 1500 
gactgggaat actatctctc tgggaagcta 1560 
gaacaagttt acagtgactg caaaaaaaat 1620 
aacagcttca atatcagtga acatctcaac 1680 
gaattggaaa gtctgaaggt aaatcttaat 1740 
aaccttcagg attttgctgc ttgtggaata 1800 
cagactggta aatcccccgc aggagtgaat 1860 
aaagcaaaca gtttgccccc aggaaatttg 1920 
attaaaacaa ttcaccagca acgagtcctt 1980 
caaagcgtca agatacttca acgcacaggg 2040 
ctagcttctc tggattttgc tcagaacttc 2100 
gaggaaacta agaagtatgg gaggacaata 2160 
atcgagttct ctatcagtga gaaagtggca 2220 
actgctgttg atgtctttct gtgtagctac 2280 
ggcataggaa aagctactgt atttttactt 2340 
aagtactatc gtcgaatgga ttcggaggac 2400 
aaaaatatgg aaaatggtaa taatggttat 2460 
cctgttatga caagcccatc acaacatctc 2520 

2523 



<210> 38 
<211> 837 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Gly Gly Gin Pro Ser Ser Thr Asp Ala Pro Lys Ala Trp Asn Tyr Glu 
15 10 15 

Leu Pro Ala Thr Asn Tyr Glu Thr Gin Asp Ser His Lys Ala Gly Pro 

20 25 30 

He Gly He Leu Phe Glu Leu Val His He Phe Leu Tyr Val Val Gin 
35 40 45 

Pro Arg Asp Phe Pro Glu Asp Thr Leu Arg Lys Phe Leu Gin Lys Ala 

50 55 60 
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Tyr Glu Ser Lys lie Asp Tyr Asp Lys lie Val Tyr Tyr Glu Ala Gly 
65 70 75 80 

lie lie Leu Cys Cys Val Leu Gly Leu Leu Phe lie lie Leu Met Fro 
85 90 95 

Leu Val Gly Tyr Phe Phe Cys Met Cys Arg Cys Cys Asn Lys Cys Gly 
100 105 110 

Gly Glu Met His Gin Arg Gin Lys Glu Asn Gly Pro Phe Leu Arg Lys 
115 120 125 

Cys Phe Ala He Ser Leu Leu Val lie Cys He He He Ser He Gly 
130 135 140 

He Phe Tyr Gly Phe Val Ala Asn His Gin Val Arg Thr Arg lie Lys 
145 150 155 160 

Arg Ser Arg Lys Leu Ala Asp Ser Asn Phe Lys Asp Leu Arg Thr Leu 
165 170 175 

Leu Asn Glu Thr Pro Glu Gin lie Lys Tyr lie Leu Ala Gin Tyr Asn 
180 185 190 

Thr Thr Lys Asp Lys Ala Phe Thr Asp Leu Asn Ser He Asn Ser Val 
195 200 205 

Leu Gly Gly Gly He Leu Asp Arg Leu Arg Pro Asn lie lie Pro Val 
210 215 220 

Leu Asp Glu lie Lys Ser Met Ala Thr Ala lie Lys Glu Thr Lys Glu 
225 230 235 240 

Ala Leu Giu Asn Met Asn Ser Thr Leu Lys Ser Leu His Gin Gin Ser 
245 250 255 

Thr Gin Leu Ser Ser Ser Leu Thr Ser Val Lys Thr Ser Leu Arg Ser 
260 265 270 

Ser Leu Asn Asp Pro Leu Cys Leu Val His Pro Ser Ser Glu Thr Cys 
275 280 285 

Asn Ser lie Arg Leu Ser Leu Ser Gin Leu Asn Ser Asn Pro Glu Leu 

290 295 300 

Arg Gin Leu Pro Pro Val Asp Ala Glu Leu Asp Asn Val Asn Asn Val 
305 310 315 320 

Leu Arg Thr Asp Leu Asp Gly Leu Val Gin Gin Gly Tyr Gin Ser Leu 
325 330 335 

Asn Asp lie Pro Asp Arg Val Gin Arg Gin Thr Thr Thr Val Val Ala 
340 345 350 

Gly lie Lys Arg Val Leu Asn Ser lie Gly Ser Asp lie Asp Asn Val 
355 360 365 

Thr Gin Arg Leu Pro lie Gin Asp lie Leu Ser Ala Phe Ser Val Tyr 

370 375 380 

Val Asn Asn Thr Glu Ser Tyr lie His Arg Asn Leu Pro Thr Leu Glu 
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385 



390 



395 



400 



Glu Tyr Asp Ser Tyr Trp Trp Leu Gly Gly Leu Val lie Cys Ser Leu 
405 410 415 

Leu Thr Leu lie Val lie Phe Tyr Tyr Leu Gly Leu Leu Cys Gly Val 
420 425 430 

Cys Gly Tyr Asp Arg His Ala Thr Pro Thr Thr Arg Gly Cys Val Ser 
435 440 445 

Asn Thr Gly Gly Val Phe Leu Met Val Gly Val Gly Leu Ser Phe Leu 
450 455 460 

Phe Cys Trp He Leu Met He He Val Val Leu Thr Phe Val Phe Gly 
465 470 475 480 

Ala Asn Val Glu Lys Leu He Cys Glu Pro Tyr Thr Ser Lys Glu Leu 
485 490 495 

Phe Arg Val Leu Asp Thr Pro Tyr Leu Leu Asn Glu Asp Trp Glu Tyr 
500 505 510 

Tyr Leu Ser Gly Lys Leu Phe Asn Lys Ser Lys Met Lys Leu Thr Phe 
515 520 525 

Glu Gin Val Tyr Ser Asp Cys Lys Lys Asn Arg Gly Thr Tyr Gly Thr 
530 535 540 

Leu His Leu Gin Asn Ser Phe Asn He Ser Glu His Leu Asn lie Asn 
545 550 555 560 

Glu His Thr Gly Ser He Ser Ser Glu Leu Glu Ser Leu Lys Val Asn 
565 570 575 

Leu Asn He Phe Leu Leu Gly Ala Ala Gly Arg Lys Asn Leu Gin Asp 
580 585 590 

Phe Ala Ala Cys Gly He Asp Arg Met Asp Tyr Asp Ser Tyr Leu Ala 
595 600 605 

Gin Thr Gly Lys Ser Pro Ala Gly Val Asn Leu Leu Ser Phe Ala Tyr 
610 615 620 

Asp Leu Glu Ala Lys Ala Asn Ser Leu Pro Pro Gly Asn Leu Arg Asn 
625 630 635 640 

Ser Leu Lys Arg Asp Ala Gin Thr He Lys Thr He His Gin Gin Arg 
645 650 655 

Val Leu Pro lie Glu Gin Ser Leu Ser Thr Leu Tyr Gin Ser Val Lys 
660 665 670 

He Leu Gin Arg Thr Gly Asn Gly Leu Leu Glu Arg Val Thr Arg Thr 
675 680 685 

Leu Ala Ser Leu Asp Phe Ala Gin Asn Phe lie Thr Asn Asn Thr Ser 

690 695 700 

Ser Val lie lie Glu Glu Thr Lys Lys Tyr Gly Arg Thr lie lie Gly 

705 710 715 720 



4> 



Tyr Phe Glu His 



Val Ala Ser Cys 
740 

Val Phe Leu Cys 
755 

Gly lie Gly Lys 

770 

Val Lys Leu Ala 
785 

Asp Asp Val Glu 



Gly Tyr His Lys 
820 

Ser Pro Ser Gin 
835 



Tyr Leu Gin Trp 
725 

Lys Pro Val Ala 



Ser Tyr lie lie 
760 

Ala Thr Val Phe 
775 

Lys Tyr Tyr Arg 

790 

Thr lie Pro Met 
805 

Asp His Val Tyr 



His 



lie Glu Phe Ser 
730 

Thr Ala Leu Asp 
745 

Asp Pro Leu Asn 



Leu Leu Pro Ala 

780 

Arg Met Asp Ser 

795 

Lys Asn Met Glu 
810 

Gly lie His Asn 
825 



lie Ser Glu Lys 
735 

Thr Ala Val Asp 

750 

Leu Phe Trp Phe 

765 

Leu lie Phe Ala 



Glu Asp Val Tyr 
800 

Asn Gly Asn Asn 
815 

Pro Val Met Thr 
830 



<210> 39 
<211> 2363 
<212> DNA 

<213> Homo sapiens 



<400> 39 

aatcaaaacc 

tcccagacag 

ggctgagtgg 

gtggaccggg 

ggatcacctc 

atgccgctgg 

actttggtgt 

ccacacagcc 

ctgtcgccct 

ttgatctggt 

cgagcctcct 

acggtacaga 

atgtattctg 

tcctcgctgt 

cccagctgca 

gacaggaccc 

agcagggatc 

cggcccaagc 

cagtcttggc 

tccagcagcc 

ccattggcgc 

atctcctcgc 

cacgtccctt 

gggtacagcg 

ccgatggctg 

cagcatggca 

tccctggctg 

cc tgggggag 

aggctgtagg 

ggttcaagga 

ggggaccccc 



atctttatta 
cagaacaata 
gcccgccact 
cccaagaaga 
gggccctgga 
cttcggagtg 
agacgcctgg 
gccaacgtgg 
ggcaggcatc 
ttccatagaa 
ggagtacccc 
tcttgccatc 
tgaggggcag 
tggggtcccg 
gaccgtgggg 
ggttccgctc 
ccccacagag 
tggtgtcccg 
agatggcggc 
tctgggtgtg 
ccgccgttcg 
agctgagtcc 
ccgtcttgtc 
gctcctggtc 
tcagaagtag 
cagtccggcc 
acctcctggg 
cccagcccag 
gactgggcct 

tggggtcagt 

atgcctgagc 



tttaaagagc 
tttacatggg 
gtggaagaga 
aaaacgtccc 
ggctgcgcag 
agtctttatg 
cttctgggcc 
cgtccgagag 
aatgccaccc 
gtcagcgcca 
ggcctgttgg 
caccagggcc 
gggactggag 
aaagggaaga 
agaggcctgg 
cgggaagcag 
gtgtgctcca 
gcctcccacg 
caagaaacgg 
gggcagcctc 
cacgtccagc 
ggctaccctg 
aaagaccatg 
actcctgagg 
cagggtcccc 
accctccttc 
ccagggtggg 
cccagtcc tg 
tggccagagc 
gtctgaccag 
ctggtggagc 



atcccatcat 
ggtcaggagg 
ggaccctgga 
atcctcggcc 
cgagaagcca 
gcctggaaga 
agggcacagc 
atgctgtcct 
tcggggtagc 
ttgcagacat 
ccatagtact 
tggccggcag 
aggtggacca 
tagcccccgt 
gccacggcac 
tgggcggctg 
tcatagcgaa 
atgcggtcca 
cctctggggc 
ccctcgtcca 
tcggagtggg 
gcgttggagc 
agccgagcgt 
agaacagcca 
gcagtgagag 
tgcgccatgt 
acc tgtgagg 
gcgcccccag 
acgccgtgat 
cagcgggggg 
aggggactga 



caggggcacc 
gtgaggttgg 
gggagggtgt 
cagcgtggat 
ccggtcagag 
tccactcccg 
cagtgcccca 
cacacacaaa 
cagcacagaa 
cattgctgat 
gcgtgttgcc 
ctgggaggca 
gggcaatatc 
ggtagaccac 
cggcaaacac 
tcagcaccca 
ggctgacttg 
cgggcagctt 
aatcacacac 
cacagaagaa 
tcagtgccct 
gcgaggagca 
ccgcagagct 
caatggccca 
ctgccacctt 
cactgcctct 
agatggacgg 
tcccaggcgt 
cacggacgca 
acgcctggat 
ggatcccggt 



tagacaggag 
gtggtctcgg 
ccttggacct 
cccaccaccg 
ctgggtcacc 
gaagtcactg 
actcacaatg 
gggaccaccg 
catcttgggc 
tatggggact 
ccagcccgtc 
cacaggctgg 
gttgctgttc 
agcctgcacc 
tcgccatcgg 
gtccccggag 
ccacggccac 
cctgcggcca 
ggagatgacc 
gcccgacgtg 
gaggaagccc 
cagcagccgc 
gacctgcact 
ggatgccgcc 
gggtctggag 
tgttaatgat 
ggaggcaggg 
ccatccaggc 
gattgggctg 
ttgcagggat 
ttgagggagg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 
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agacagctga ggacctgaaa tcataagtct tgggaaagga ggaatttggg ggccaggact 1920 

ccctagtatg agggaggagg ggcctgaggg ctggaactcc tgggtctggg gaggaaagga 1980 

ctggggtcca acggctgagt ctgaaggaag agcaggacag aacacctagg tgcttgggga 2040 

gacgtcatag tgccccctct tcaggtcccc aggaacccct ctattaggag gtgggcatta 2100 

ggctgggtgg ggggatgagg gaacccctgt cctcagggct ggaactgtga gtctgggggc 2160 

ccttgtcctt accctggggt ccagcaggtg ggggcggagc ctcgaggtag tgccggggtc 2220 

gggtcagtct ccaggcctgg gcaggagcat ggtggccccg cagcagcggg cggcctggag 2280 

gcagaggcgg tggcgtgggg cctgctaggc caggctgcct cacctgtggg ccctcaggta 2340 

gggtccctgg aaagcgggct cga 2363 



<210> 40 
<211> 417 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Ala Gin Lys Glu Gly Gly Arg Thr Val Pro Cys Cys Ser Arg Pro 
15 10 15 

Lys Val Ala Ala Leu Thr Ala Gly Thr Leu Leu Leu Leu Thr Ala lie 

20 25 30 

Gly Ala Ala Ser Trp Ala lie Val Ala Val Leu Leu Arg Ser Asp Gin 
35 40 45 

Glu Pro Leu Tyr Pro Val Gin Val Ser Ser Ala Asp Ala Arg Leu Met 
50 55 60 

Val Phe Asp Lys Thr Glu Gly Thr Trp Arg Leu Leu Cys Ser Ser Arg 
65 70 75 80 

Ser Asn Ala Arg Val Ala Gly Leu Ser Cys Glu Glu Met Gly Phe Leu 
85 90 95 

Arg Ala Leu Thr His Ser Glu Leu Asp Val Arg Thr Ala Gly Ala Asn 
100 105 110 

Gly Thr Ser Gly Phe Phe Cys Val Asp Glu Gly Arg Leu Pro His Thr 
115 120 125 

Gin Arg Leu Leu Glu Val lie Ser Val Cys Asp Cys Pro Arg Gly Arg 
130 135 140 

Phe Leu Ala Ala lie Cys Gin Asp Cys Gly Arg Arg Lys Leu Pro Val 
145 150 155 160 

Asp Arg lie Val Gly Gly Arg Asp Thr Ser Leu Gly Arg Trp Pro Trp 
165 170 175 

Gin Val Ser Leu Arg Tyr Asp Gly Ala His Leu Cys Gly Gly Ser Leu 
180 185 190 

Leu Ser Gly Asp Trp Val Leu Thr Ala Ala His Cys Phe Pro Glu Arg 

195 200 205 

Asn Arg Val Leu Ser Arg Trp Arg Val Phe Ala Gly Ala Val Ala Gin 

210 215 220 

Ala Ser Pro His Gly Leu Gin Leu Gly Val Gin Ala Val Val Tyr His 

225 230 235 240 
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Gly Gly Tyr Leu Pro Phe Arg Asp Pro Asn Ser Glu Glu Asn Ser Asn 
245 250 255 



Asp lie Ala Leu 

260 

He Gin Pro Val 
275 

Lys He Cys Thr 
290 

Gin Ala Gly Val 
305 

Val Cys Asn Gly 



Phe Cys Ala Gly 
340 

Ser Gly Gly Pro 
355 

Trp Arg Leu Cys 
370 

Gin Lys Pro Gly 
385 

Phe Gin Ala He 



Val His Leu Ser 



Cys Leu Pro Ala 

280 

Val Thr Gly Trp 
295 

Leu Gin Glu Ala 
310 

Ala Asp Phe Tyr 

325 

Tyr Pro Glu Gly 



Phe Val Cys Glu 
360 

Gly He Val Ser 
375 

Val Tyr Thr Lys 
390 

Lys Thr His Ser 
405 



Ser Pro Leu Pro 
265 

Ala Gly Gin Ala 



Gly Asn Thr Gin 
300 

Arg Val Pro lie 
315 

Gly Asn Gin He 

330 

Gly He Asp Ala 
345 

Asp Ser lie Ser 



Trp Gly Thr Gly 
380 

Val Ser Asp Phe 
395 

Glu Ala Ser Gly 
410 



Leu Thr Glu Tyr 
270 

Leu Val Asp Gly 
285 

Tyr Tyr Gly Gin 



He Ser Asn Asp 

320 

Lys Pro Lys Met 
335 

Cys Gin Gly Asp 
350 

Arg Thr Pro Arg 
365 

Cys Ala Leu Ala 



Arg Glu Trp lie 

400 

Met Val Thr Gin 
415 



Leu 



<210> 41 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<400> 41 

Met Ser Ser Arg lie Ala Arg Ala Leu Ala Leu Val Val Thr Leu Leu 
15 10 15 

His Leu Thr Arg Leu Ala Leu Ser Thr Cys Pro Ala Ala Cys His Cys 

20 25 30 

Pro Leu Glu Ala Pro Lys Cys Ala Pro Gly Val Gly Leu Val Arg Asp 
35 40 45 

Gly Cys Gly Cys Cys Lys Val Cys Ala Lys Gin Leu Asn Glu Asp Cys 
50 55 60 

Ser Lys Thr Gin Pro Cys Asp His Thr Lys Gly Leu Glu Cys Asn Phe 

65 70 75 80 

Gly Ala Ser Ser Thr Ala Leu Lys Gly lie Cys Arg Ala Gin Ser Glu 
85 90 95 

Gly Arg Pre Cys Glu Tyr Asn Ser Arg lie Tyr Gin Asn Gly Glu Ser 
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100 



105 



110 



Phe Gin Pro Asn Cys Lys His Gin Cys Thr Cys lie Asp Gly Ala Val 
115 120 125 

Gly Cys lie Pro Leu Cys Pro Gin Glu Leu Ser Leu Pro Asn Leu Gly 
130 135 140 

Cys Pro Asn Pro Arg Leu Val Lys Val Thr Gly Gin Cys Cys Glu Glu 
145 150 155 160 

Trp Val Cys Asp Glu Asp Ser lie Lys Asp Pro Met Glu Asp Gin Asp 
165 170 175 

Gly Leu Leu Gly Lys Glu Leu Gly Phe Asp Ala Ser Glu Val Glu Leu 
180 185 190 

Thr Arg Asn Asn Glu Leu lie Ala Val Gly Lys Gly Ser Ser Leu Lys 
195 200 205 

Arg lie Pro Val Phe Gly Met Glu Pro Arg lie Arg Tyr Asn Pro Leu 
210 215 220 

Gin Gly Gin Lys Cys lie Val Gin Thr Thr Ser Trp Ser Gin Cys Ser 
225 230 235 240 

Lys Thr Cys Gly Thr Gly lie Ser Thr Arg Val Thr Asn Asp Asn Pro 
245 250 255 

Glu Cys Arg Leu Val Lys Glu Thr Arg lie Cys Glu Val Arg Pro Cys 
260 265 270 

Gly Gin Pro Val Tyr Ser Ser Leu Lys Lys Gly Lys Lys Cys Ser Lys 
275 280 285 

Thr Lys Lys Ser Pro Glu Pro Val Arg Phe Thr Tyr Ala Gly Cys Leu 
290 295 300 

Ser Val Lys Lys Tyr Arg Pro Lys Tyr Cys Gly Ser Cys Val Asp Gly 
305 310 315 320 

Arg Cys Cys Thr Pro Gin Leu Thr Arg Thr Val Lys Met Arg Phe Arg 
325 330 335 

Cys Glu Asp Gly Glu Thr Phe Ser Lys Asn Val Met Met lie Gin Ser 
340 345 350 

Cys Lys Cys Asn Tyr Asn Cys Pro His Ala Asn Glu Ala Ala Phe Pro 
355 360 365 

Phe Tyr Arg Leu Phe Asn Asp lie His Lys Phe Arg Asp 

370 375 380 



<210> 42 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Ser Ser Arg lie Ala Arg Ala Leu Ala Leu Val Val Thr Leu Leu 
15 10 15 
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His Leu Thr Arg Leu Ala Leu Ser Thr Cys Pro Ala Ala Cys His Cys 
20 25 30 

Pro Leu Glu Ala Pro Lys Cys Ala Pro Gly Val Gly Leu Yal Arg Asp 
35 40 45 

Gly Cys Gly Cys Cys Lys Val Cys Ala Lys Gin Leu Asn Glu Asp Cys 
50 55 60 

Ser Lys Thr Gin Pro Cys Asp His Thr Lys Gly Leu Glu Cys Asn Phe 
65 70 75 80 

Gly Ala Ser Ser Thr Ala Leu Lys Gly lie Cys Arg Ala Gin Ser Glu 
85 90 95 

Gly Arg Pro Cys Glu Tyr Asn Ser Arg lie Tyr Gin Asn Gly Glu Ser 
100 105 110 

Phe Gin Pro Asn Cys Lys His Gin Cys Thr Cys lie Asp Gly Ala Val 
115 120 125 

Gly Cys lie Pro Leu Cys Pro Gin Glu Leu Ser Leu Pro Asn Leu Gly 
130 135 140 

Cys Pro Asn Pro Arg Leu Val Lys Val Thr Gly Gin Cys Cys Glu Glu 
145 150 155 160 

Trp Val Cys Asp Glu Asp Ser lie Lys Asp Pro Met Glu Asp Gin Asp 
165 170 175 

Gly Leu Leu Gly Lys Glu Leu Gly Phe Asp Ala Ser Glu Val Glu Leu 
180 185 190 

Thr Arg Asn Asn Glu Leu lie Ala Val Gly Lys Gly Ser Ser Leu Lys 
195 200 205 

Arg Leu Pro Val Phe Gly Met Glu Pro Arg lie Leu Tyr Asn Pro Leu 
210 215 220 

Gin Gly Gin Lys Cys lie Val Gin Thr Thr Ser Trp Ser Gin Cys Ser 
225 230 235 240 

Lys Thr Cys Gly Thr Gly lie Ser Thr Arg Val Thr Asn Asp Asn Pro 
245 250 255 

Glu Cys Arg Leu Val Lys Glu Thr Arg lie Cys Glu Val Arg Pro Cys 
260 265 270 

Gly Gin Pro Val Tyr Ser Ser Leu Lys Lys Gly Lys Lys Cys Ser Lys 
275 280 285 

Thr Lys Lys Ser Pro Glu Pro Val Arg Phe Thr Tyr Ala Gly Cys Leu 

290 295 300 

Ser Val Lys Lys Tyr Arg Pro Lys Tyr Cys Gly Ser Cys Val Asp Gly 
305 310 315 320 

Arg Cys Cys Thr Pro Gin Leu Thr Arg Thr Val Lys Met Arg Phe Arg 
325 330 335 

Cys Glu Asp Gly Glu Thr Phe Ser Lys Asn Val Met Met lie Gin Ser 
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340 



345 



350 



Cys Lys Cys Asn Tyr Asn Cys Pro His Ala Asn Glu Ala Ala Phe Pro 
355 360 365 

Phe Tyr Arg Leu Phe Asn Asp lie His Lys Phe Arg Asp 
370 375 380 



<210> 43 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<400> 43 

Met Ser Ser Arg lie Ala Arg Ala Leu Ala Leu Val Val Thr Leu Leu 
15 10 15 

His Leu Thr Arg Leu Ala Leu Ser Thr Cys Pro Ala Ala Cys His Cys 
20 25 30 

Pro Leu Glu Ala Pro Lys Cys Ala Pro Gly Val Gly Leu Val Arg Asp 
35 40 45 

Gly Cys Gly Cys Cys Lys Val Cys Ala Lys Gin Leu Asn Glu Asp Cys 
50 55 60 

Ser Lys Thr Gin Pro Cys Asp His Thr Lys Gly Leu Glu Cys Asn Phe 
65 70 75 80 

Gly Ala Ser Ser Thr Ala Leu Lys Gly lie Cys Arg Ala Gin Ser Glu 
85 90 95 

Gly Arg Pro Cys Glu Tyr Asn Ser Arg lie Tyr Gin Asn Gly Glu Ser 
100 105 110 

Phe Gin Pro Asn Cys Lys His Gin Cys Thr Cys lie Asp Gly Ala Val 
115 120 125 

Gly Cys lie Pro Leu Cys Pro Gin Glu Leu Ser Leu Pro Asn Leu Gly 
130 135 140 

Cys Pro Asn Pro Arg Leu Val Lys Val Thr Gly Gin Cys Cys Glu Glu 
145 150 155 160 

Trp Val Cys Asp Gin Asp Ser lie Lys Asp Pro Met Glu Asp Gin Asp 
165 170 175 

Gly Leu Leu Gly Lys Glu Leu Gly Phe Asp Ala Ser Glu Val Glu Leu 
180 185 190 

Thr Arg Asn Asn Glu Leu lie Ala Val Gly Lys Gly Ser Ser Leu Lys 
195 200 205 

Arg Leu Pro Val Phe Gly Met Glu Pro Arg lie Leu Tyr Asn Pro Leu 
210 215 220 

Gin Gly Gin Lys Cys lie Val Gin Thr Thr Ser Trp Ser Gin Cys Ser 
225 230 235 240 

Lys Thr Cys Gly Thr Gly He Ser Thr Arg Val Thr Asn Asp Asn Pro 
245 250 255 
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Glu Cys Arg Leu Val 
260 

Gly Gin Pro Val Tyr 
275 

Thr Lys Lys Ser Pro 
290 

Ser Val Lys Lys Tyr 

305 

Arg Cys Cys Thr Pro 
325 

Cys Glu Asp Gly Glu 
340 

Cys Lys Cys Asn Tyr 
355 

Phe Tyr Arg Leu Phe 
370 



Lys Glu Thr Arg lie Cys 

265 

Ser Ser Leu Lys Lys Gly 
280 

Glu Pro Val Arg Phe Thr 
295 

Arg Pro Lys Tyr Cys Gly 
310 315 

Gin Leu Thr Arg Thr Val 
330 

Thr Phe Ser Lys Asn Val 
345 

Asn Cys Pro His Ala Asn 
360 

Asn Asp lie His Lys Phe 
375 



Glu Val Arg Pro Cys 
270 

Lys Lys Cys Ser Lys 
285 

Tyr Ala Gly Cys Leu 
300 

Ser Cys Val Asp Gly 
320 

Lys Met Arg Phe Arg 
335 

Met Met He Gin Ser 
350 

Glu Ala Ala Phe Pro 
365 

Arg Asp 
380 



<210> 44 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Met Ser Ser Arg He Ala Arg Ala Leu Ala Leu Val Val Thr Leu Leu 
15 10 15 

His Leu Thr Arg Leu Ala Leu Ser Thr Cys Pro Ala Ala Cys His Cys 
20 25 30 

Pro Leu Glu Ala Pro Lys Cys Ala Pro Gly Val Gly Leu Val Arg Asp 
35 40 45 

Gly Cys Gly Cys Cys Lys Val Cys Ala Lys Gin Leu Asn Glu Asp Cys 
50 55 60 

Ser Lys Thr Gin Pro Cys Asp His Thr Lys Gly Leu Glu Cys Asn Phe 
65 70 75 80 

Gly Ala Ser Ser Thr Ala Leu Lys Gly He Cys Arg Ala Gin Ser Glu 
85 90 95 

Gly Arg Pro Cys Glu Tyr Asn Ser Arg He Tyr Gin Asn Gly Glu Ser 
100 105 110 

Phe Gin Pro Asn Cys Lys His Gin Cys Thr Cys He Asp Gly Ala Val 
115 120 125 

Gly Cys He Pro Leu Cys Pro Gin Glu Leu Ser Leu Pro Asn Leu Gly 
130 135 140 

Cys Pro Asn Pro Arg Leu Val Lys Val Thr Gly Gin Cys Cys Glu Glu 
145 150 155 160 
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Trp Val Cys Asp Glu Asp Ser lie Lys Asp Pro Met Glu Asp Gin Asp 
165 170 175 



Gly Leu Leu Gly Lys Glu Leu Gly Phe Asp Ala Ser Glu Val Glu Leu 
180 185 190 

Thr Arg Asn Asn Glu Leu lie Ala Val Gly Lys Gly Ser Ser Leu Lys 
195 200 205 

Arg Leu Pro Val Phe Gly Met Glu Pro Arg lie Leu Tyr Asn Pro Leu 
210 215 220 

Gin Gly Gin Lys Cys lie Val Gin Thr Thr Ser Trp Ser Gin Cys Ser 
225 230 235 240 

Lys Thr Cys Gly Thr Gly lie Ser Thr Arg Val Thr Asn Asp Asn Pro 
245 250 255 

Glu Cys Arg Leu Val Lys Glu Thr Arg lie Cys Glu Val Arg Pro Cys 
260 265 270 

Gly Gin Pro Val Tyr Ser Ser Leu Lys Lys Gly Lys Lys Cys Ser Lys 
275 280 285 

Thr Lys Lys Ser Pro Glu Pro Val Arg Phe Thr Tyr Ala Gly Cys Leu 
290 295 300 

Ser Val Lys Lys Tyr Arg Pro Lys Tyr Cys Gly Ser Cys Val Asp Gly 
305 310 315 320 

Arg Cys Cys Thr Pro Gin Leu Thr Arg Thr Val Lys Met Arg Phe Arg 
325 330 335 

Cys Glu Asp Gly Glu Thr Phe Ser Lys Asn Val Met Met lie Gin Ser 
340 345 350 

Cys Lys Cys Asn Tyr Asn Cys Pro His Ala Asn Glu Ala Ala Phe Pro 
355 360 365 

Leu Tyr Arg Leu Phe Asn Asp lie His Lys Phe Arg Asp 
370 375 380 



<210> 45 

<211> 379 

<212> PRT 

<213> Mus musculus 



<400> 45 
Met Ser Ser Ser 
1 

His Leu Thr Arg 
20 

Pro Leu Glu Ala 
35 

Gly Cys Gly Cys 
50 

Ser Lys Thr Gin 



Thr Phe Arg Thr 
5 

Leu Ala Leu Ser 



Pro Lys Cys Ala 
40 

Cys Lys Val Cys 
55 

Pro Cys Asp Hi s 



Leu Ala Val Ala 
10 

Thr Cys Pro Ala 
25 

Pro Gly Val Gly 



Ala Lys Gin Leu 

60 

Thr Lys Gly Leu 



Val Thr Leu Leu 
15 

Ala Cys His Cys 
30 

Leu Val Arg Asp 
45 

Asn Glu Asp Cys 



Glu Cys Asn Phe 



51 



65 



70 



75 



80 



Gly Ala Ser Ser Thr Ala Leu Lys Gly lie Cys Arg Ala Gin Ser Glu 
85 90 95 

Gly Arg Pro Cys Glu Tyr Asn Ser Arg lie Tyr Gin Asn Gly Glu Ser 
100 105 110 

Phe Gin Pro Asn Cys Lys His Gin Cys Thr Cys lie Asp Gly Ala Val 
115 120 125 

Gly Cys lie Pro Leu Cys Pro Gin Glu Leu Ser Leu Pro Asn Leu Gly 
130 135 140 

Cys Pro Asn Pro Arg Leu Val Lys Val Ser Gly Gin Cys Cys Glu Glu 
145 150 155 160 

Trp Val Cys Asp Glu Asp Ser lie Lys Asp Ser Leu Asp Asp Gin Asp 
165 170 175 

Asp Leu Leu Gly Leu Asp Ala Ser Glu Val Glu Leu Thr Arg Asn Asn 
180 185 190 

Glu Leu lie Ala lie Gly Lys Gly Ser Ser Leu Lys Arg Leu Pro Val 
195 200 205 

Phe Gly Thr Glu Pro Arg Val Leu Phe Asn Pro Leu His Ala His Gly 
210 215 220 

Gin Lys Cys lie Val Gin Thr Thr Ser Trp Ser Gin Cys Ser Lys Ser 
225 230 235 240 

Cys Gly Thr Gly lie Ser Thr Arg Val Thr Asn Asp Asn Pro Glu Cys 
245 250 255 

Arg Leu Val Lys Glu Thr Arg lie Cys Glu Val Arg Pro Cys Gly Gin 
260 265 270 

Pro Val Tyr Ser Ser Leu Lys Lys Gly Lys Lys Cys Ser Lys Thr Lvs 
275 280 285 

Lys Ser Pro Glu Pro Val Arg Phe Thr Tyr Ala Gly Cys Ser Ser Val 
290 295 300 

Lys Lys Tyr Arg Pro Lys Tyr Cys Gly Ser Cys Val Asp Gly Arg Cys 
305 310 315 320 

Cys Thr Pro Leu Gin Thr Arg Thr Val Lys Met Arg Phe Arg Cys Glu 
325 330 335 

Asp Gly Glu Met Phe Ser Lys Asn Val Met Met lie Gin Ser Cys Lys 
340 345 350 

Cys Asn Tyr Asn Cys Pro His Pro Asn Glu Ala Ser Phe Arg Leu Tyr 
355 360 365 

Ser Leu Phe Asn Asp lie His Lys Phe Arg Asp 
370 375 



<210> 46 
<211> 628 
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<212> PRT 

<213> Homo sapiens 



<400> 46 

Met Ala Leu Gin Arg Leu Asp Pro Cys Trp Ser Cys Gly Asp Arg Pro 
15 10 15 

Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp Val His Pro Ala 
20 25 30 

Arg Thr Leu Ala Gly Glu Thr Gly Thr Glu Ser Ala Pro Leu Gly Gly 
35 40 45 

Val Leu Thr Thr Pro His Asn lie Ser Ser Leu Ser Pro Arg Gin Leu 
50 55 60 

Leu Gly Phe Pro Cys Ala Glu Val Ser Gly Leu Ser Thr Glu Arg Val 
65 70 75 80 

Arg Glu Leu Ala Val Ala Leu Ala Gin Lys Asn Val Lys Leu Ser Thr 
85 90 95 

Glu Gin Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro Glu Asp 
100 105 110 

Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro Asp Ala 
115 120 125 

Phe Ser Gly Pro Gin Ala Cys Thr Arg Phe Phe Ser Arg lie Thr Lys 
130 135 140 

Ala Asn Val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg Gin Arg Leu 
145 150 155 160 

Leu Pro Ala Ala Leu Ala Cys Trp Gly Val Arg Gly Ser Leu Leu Ser 
165 170 175 

Glu Ala Asp Val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu Pro Gly 
180 185 190 

Arg Phe Val Ala Glu Ser Ala Glu Val Leu Leu Pro Arg Leu Val Ser 
195 200 205 

Cys Pro Gly Pro Leu Asp Gin Asp Gin Gin Glu Ala Ala Arg Ala Ala 
210 215 220 

Leu Gin Gly Gly Gly Pro Pro Tyr Gly Pro Pro Ser Thr Trp Ser Val 

225 230 235 240 

Ser Thr Met Asp Ala Leu Arg Gly Leu Leu Pro Val Leu Gly Gin Pro 

245 250 255 

lie lie Arg Ser lie Pro Gin Gly lie Val Ala Ala Trp Arg Gin Arg 

260 265 270 

Ser Ser Arg Asp Pro Ser Trp Arg Gin Pro Glu Arg Thr lie Leu Arg 
275 280 285 

Pro Arg Phe Arg Arg Glu Val Glu Lys Thr Ala Cys Pro Ser Gly Lys 

290 295 300 

Lys Ala Arg Glu lie Asp Glu Ser Leu lie Phe Tyr Lys Lys Trp Glu 
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305 



310 



315 



320 



Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr Gin Met Asp Arg 

325 330 335 

Val Asn Ala lie Pro Phe Thr Tyr Glu Gin Leu Asp Val Leu Lys His 
340 345 350 

Lys Leu Asp Glu Leu Tyr Pro Gin Gly Tyr Pro Glu Ser Val lie Gin 
355 360 365 

His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp lie Arg Lys 
370 375 380 

Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu Val Asp 
385 390 395 400 

Lys Gly His Glu Met Ser Pro Gin Ala Pro Arg Arg Pro Leu Pro Gin 
405 410 415 

Val Ala Thr Leu lie Asp Arg Phe Val Lys Gly Arg Gly Gin Leu Asp 
420 425 430 

Lys Asp Thr Leu Asp Thr Leu Thr Ala Phe Tyr Pro Gly Tyr Leu Cys 
435 440 445 

Ser Leu Ser Pro Glu Glu Leu Ser Ser Val Pro Pro Ser Ser lie Trp 
450 455 460 

Ala Val Arg Pro Gin Asp Leu Asp Thr Cys Asp Pro Arg Gin Leu Asp 
465 470 475 480 

Val Leu Tyr Pro Lys Ala Arg Leu Ala Phe Gin Asn Met Asn Gly Ser 
485 490 495 

Glu Tyr Phe Val Lys lie Gin Ser Phe Leu Gly Gly Ala Pro Thr Glu 
500 505 510 

Asp Leu Lys Ala Leu Ser Gin Gin Asn Val Ser Met Asp Leu Ala Thr 
515 520 525 

Phe Met Lys Leu Arg Thr Asp Ala Val Leu Pro Leu Thr Val Ala Glu 
530 535 540 

Val Gin Lys Leu Leu Gly Pro His Val Glu Gly Leu Lys Ala Glu Glu 
545 550 555 560 

Arg His Arg Pro Val Arg Asp Trp lie Leu Arg Gin Arg Gin Asp Asp 

565 570 575 

Leu Asp Thr Leu Gly Leu Gly Leu Gin Gly Gly lie Pro Asn Gly Tyr 
580 585 590 

Leu Val Leu Asp Leu Ser Val Gin Glu Thr Leu Ser Gly Thr Pro Cys 
595 600 605 

Leu Leu Gly Pro Gly Pro Val Leu Thr Val Leu Ala Leu Leu Leu Ala 
610 615 620 



Ser Thr Leu Ala 
625 
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<210> 47 
<211> 630 
<212> PRT 

<213> Homo sapiens 
<400> 47 

Met Ala Leu Pro Thr Ala Arg Pro Leu Leu Gly Ser Cys Gly Thr Pro 
15 10 15 

Ala Leu Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp Val Gin 
20 25 30 

Pro Ser Arg Thr Leu Ala Gly Glu Thr Gly Gin Glu Ala Ala Pre Leu 
35 40 45 

Asp Gly Val Leu Ala Asn Pro Pro Asn lie Ser Ser Leu Ser Pro Arg 
50 55 60 

Gin Leu Leu Gly Phe Pro Cys Ala Glu Val Ser Gly Leu Ser Thr Glu 
65 70 75 80 

Arg Val Arg Glu Leu Ala Val Ala Leu Ala Gin Lys Asn Val Lys Leu 
85 90 95 

Ser Thr Glu Gin Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro 
100 105 110 

Glu Asp Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro 
115 120 125 

Asp Ala Phe Ser Gly Pro Gin Ala Cys Thr Arg Phe Phe Ser Arg 12 e 
130 135 140 

Thr Lys Ala Asn Val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg Gin 
145 150 155 160 

Arg Leu Leu Pro Ala Ala Leu Ala Cys Trp Gly Val Arg Gly Ser Leu 
165 170 175 

Leu Ser Glu Ala Asp Val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu 
180 185 190 

Pro Gly Arg Phe Val Ala Glu Ser Ala Glu Val Leu Leu Pro Arg Leu 
195 200 205 

Val Ser Cys Pro Gly Pro Leu Asp Gin Asp Gin Gin Glu Ala Ala Arg 
210 215 220 

Ala Ala Leu Gin Gly Gly Gly Pro Pro Tyr Gly Pro Pro Ser Thr Trp 
225 230 235 240 

Ser Val Ser Thr Met Asp Ala Leu Arg Gly Leu Leu Pro Val Leu Gly 
245 250 255 

Gin Pro lie lie Arg Ser He Pro Gin Gly He Val Ala Ala Trp Arg 
260 265 270 

Gin Arg Ser Ser Arg Asp Pro Ser Trp Arg Gin Pro Glu Arg Thr He 

275 280 285 

Leu Arg Pro Arg Phe Arg Ara Glu Val Glu Lys Thr Ala Cys Pre Ser 
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290 295 300 

Gly Lys Lys Ala Arg Glu lie Asp Glu Ser Leu lie Phe Tyr Lys Lys 
305 310 315 320 

Trp Glu Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr Gin Met 
325 330 335 

Asp Arg Val Asn Ala lie Pro Phe Thr Tyr Glu Gin Leu Asp Val Leu 
340 345 350 

Lys His Lys Leu Asp Glu Leu Tyr Pro Gin Gly Tyr Pro Glu Ser Val 
355 360 365 

lie Gin His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp lie 

370 375 380 

Arg Lys Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu 
385 390 395 400 

Val Asn Lys Gly His Glu Met Ser Pro Gin Ala Pro Arg Arg Pro Leu 
405 410 415 

Pro Gin Val Ala Thr Leu lie Asp Arg Phe Val Lys Gly Arg Gly Gin 
420 425 430 

Leu Asp Lys Asp Thr Leu Asp Thr Leu Thr Ala Phe Tyr Pro Gly Tyr 
435 440 445 

Leu Cys Ser Leu Ser Pro Glu Glu Leu Ser Ser Val Pro Pro Ser Ser 
450 455 460 

lie Trp Ala Val Arg Pro Gin Asp Leu Asp Thr Cys Asp Pro Arg Gin 
465 470 475 480 

Leu Asp Val Leu Tyr Pro Lys Ala Arg Leu Ala Phe Gin Asn Met Asn 
485 490 495 

Gly Ser Glu Tyr Phe Val Lys lie Gin Ser Phe Leu Gly Gly Ala Pro 
500 505 510 

Thr Glu Asp Leu Lys Ala Leu Ser Gin Gin Asn Val Ser Met Asp Leu 
515 520 525 

Ala Thr Phe Met Lys Leu Arg Thr Asp Ala Val Leu Pro Leu Thr Val 

530 535 540 

Ala Glu Val Gin Lys Leu Leu Gly Pro His Val Glu Gly Leu Lys Ala 
545 550 555 560 

Glu Glu Arg His Arg Pro Val Arg Asp Trp lie Leu Arg Gin Arg Gin 
565 570 575 

Asp Asp Leu Asp Thr Leu Gly Leu Gly Leu Gin Gly Gly lie Pro Asn 
580 585 590 

Gly Tyr Leu Val Leu Asp Leu Ser Met Gin Glu Ala Leu Ser Gly Thr 
595 600 605 

Pro Cys Leu Leu Gly Pro Gly Pro Val Leu Thr Val Leu Ala Leu Leu 
610 615 620 
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Leu Ala Ser Thr Leu Ala 

625 630 



<210> 48 
<211> 622 
<212> PRT 

<213> Homo sapiens 
<400> 48 

Met Ala Leu Pro Thr Ala Arg Pro Leu Leu Gly Ser Cys Gly Thr Pro 
15 10 15 

Ala Leu Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp Val Gin 
20 25 30 

Pro Ser Arg Thr Leu Ala Gly Glu Thr Gly Gin Glu Ala Ala Pro Leu 
35 40 45 

Asp Gly Val Leu Ala Asn Pro Pro Asn lie Ser Ser Leu Ser Pro Arg 
50 55 60 

Gin Leu Leu Gly Phe Pro Cys Ala Glu Val Ser Gly Leu Ser Thr Glu 
65 70 75 80 

Arg Val Arg Glu Leu Ala Val Ala Leu Ala Gin Lys Asn Val Lys Leu 
85 90 95 

Ser Thr Glu Gin Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro 
100 105 110 

Glu Asp Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro 
115 120 125 

Asp Ala Phe Ser Gly Pro Gin Ala Cys Thr Arg Phe Phe Ser Arg lie 
130 135 140 

Thr Lys Ala Asn Val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg Gin 
145 150 155 160 

Arg Leu Leu Pro Ala Ala Leu Ala Cys Trp Gly Val Arg Gly Ser Leu 
165 170 175 

Leu Ser Glu Ala Asp Val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu 
180 185 190 

Pro Gly Arg Phe Val Ala Glu Ser Ala Glu Val Leu Leu Pro Arg Leu 

195 200 205 

Val Ser Cys Pro Gly Pro Leu Asp Gin Asp Gin Gin Glu Ala Ala Arg 
210 215 220 

Ala Ala Leu Gin Gly Gly Gly Pro Pro Tyr Gly Pro Pro Ser Thr Trp 
225 230 235 240 

Ser Val Ser Thr Met Asp Ala Leu Arg Gly Leu Leu Pro Val Leu Gly 
245 250 255 

Gin Pro lie lie Arg Ser He Pro Gin Gly He Val Ala Ala Trp Arg 

260 265 270 

Gin Arg Ser Ser Arg Asp Pro Ser Trp Arg Gin Pro Glu Arg Thr He 
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275 



280 



285 



Leu Arg Pro Arg Phe Arg Arg Glu Val Glu Lys Thr Ala Cys Pro Ser 

290 295 300 

Gly Lys Lys Ala Arg Glu He Asp Glu Ser Leu He Phe Tyr Lys Lys 
305 310 315 320 

Trp Glu Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr Gin Met 

325 330 335 

Asp Arg Val Asn Ala He Pro Phe Thr Tyr Glu Gin Leu Asp Val Leu 
340 345 350 

Lys His Lys Leu Asp Glu Leu Tyr Pro Gin Gly Tyr Pro Glu Ser Val 
355 360 365 

He Gin His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp He 
370 375 380 

Arg Lys Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu 
385 390 395 400 

Val Asn Lys Gly His Glu Met Ser Pro Gin Val Ala Thr Leu lie Asp 
405 410 415 

Arg Phe Val Lys Gly Arg Gly Gin Leu Asp Lys Asp Thr Leu Asp Thr 
420 425 430 

Leu Thr Ala Phe Tyr Pro Gly Tyr Leu Cys Ser Leu Ser Pro Glu Glu 
435 440 445 

Leu Ser Ser Val Pro Pro Ser Ser lie Trp Ala Val Arg Pro Gin Asp 
450 455 460 

Leu Asp Thr Cys Asp Pro Arg Gin Leu Asp Val Leu Tyr Pro Lys Ala 
465 470 475 480 

Arg Leu Ala Phe Gin Asn Met Asn Gly Ser Glu Tyr Phe Val Lys He 
485 490 495 

Gin Ser Phe Leu Gly Gly Ala Pro Thr Glu Asp Leu Lys Ala Leu Ser 
500 505 510 

Gin Gin Asn Val Ser Met Asp Leu Ala Thr Phe Met Lys Leu Arg Thr 
515 520 525 

Asp Ala Val Leu Pro Leu Thr Val Ala Glu Val Gin Lys Leu Leu Gly 
530 535 540 

Pro His Val Glu Gly Leu Lys Ala Glu Glu Arg His Arg Pro Val Arg 
545 550 555 560 

Asp Trp He Leu Arg Gin Arg Gin Asp Asp Leu Asp Thr Leu Gly Leu 

565 570 575 

Gly Leu Gin Gly Gly He Pro Asn Gly Tyr Leu Val Leu Asp Leu Ser 
580 585 590 

Val Gin Glu Ala Leu Ser Gly Thr Pro Cys Leu Leu Gly Pro Gly Pro 
595 600 605 
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Val Leu Thr Val Leu Ala Leu Leu Leu Ala Ser Thr Leu Ala 
610 615 620 



<210> 49 
<211> 622 
<212> PRT 

<213> Homo sapiens 
<400> 49 

Met Ala Leu Pro Thr Ala Arg Pro Leu Leu Gly Ser Cys Gly Thr Pro 
15 10 15 

Ala Leu Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp Val Gin 
20 25 30 

Pro Ser Arg Thr Leu Ala Gly Glu Thr Gly Gin Glu Ala Ala Pro Leu 
35 40 45 

Asp Gly Val Leu Ala Asn Pro Pro Asn lie Ser Ser Leu Ser Pro Arg 
50 55 60 

Gin Leu Leu Gly Phe Pro Cys Ala Glu Val Ser Gly Leu Ser Thr Glu 
65 70 75 80 

Arg Val Arg Glu Leu Ala Val Ala Leu Ala Gin Lys Asn Val Lys Leu 
85 90 95 

Ser Thr Glu Gin Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro 
100 105 110 

Glu Asp Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro 
115 120 125 

Asp Ala Phe Ser Gly Pro Gin Ala Cys Thr Arg Phe Phe Ser Arg lie 
130 135 140 

Thr Lys Ala Asn Val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg Gin 
145 150 155 160 

Arg Leu Leu Pro Ala Ala Leu Ala Cys Trp Gly Val Arg Gly Ser Leu 
165 170 175 

Leu Ser Glu Ala Asp Val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu 
180 185 190 

Pro Gly Arg Phe Val Ala Glu Ser Ala Glu Val Leu Leu Pro Arg Leu 
195 200 205 

Val Ser Cys Pro Gly Pro Leu Asp Gin Asp Gin Gin Glu Ala Ala Arg 
210 215 220 

Ala Ala Leu Gin Gly Gly Gly Pro Pre Tyr Gly Pro Pro Ser Thr Trp 
225 230 235 240 

Ser Val Ser Thr Met Asp Ala Leu Arg Gly Leu Leu Pro Val Leu Gly 

245 2b0 255 

Gin Pro He He Arg Ser He Pro Gin Gly He Val Ala Ala Trp Arg 

260 265 270 

Gin Arg Ser Ser Arg Asp Pro Ser Trp Arg Gin Pro Glu Arg Thr He 
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275 



280 



285 



Leu Arg Pro Arg Phe Arg Arg Glu Val Glu Lys Thr Ala Cys Pro Ser 

290 295 300 

Gly Lys Lys Ala Arg Glu lie Asp Glu Ser Leu lie Phe Tyr Lys Lys 
305 310 315 320 

Trp Glu Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr Gin Met 
325 330 335 

Asp Arg Val Asn Ala lie Pro Phe Thr Tyr Glu Gin Leu Asp Val Leu 
340 345 350 

Lys His Lys Leu Asp Glu Leu Tyr Pro Gin Gly Tyr Pro Glu Ser Val 
355 360 365 

lie Gin His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp lie 
370 375 380 

Arg Lys Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu 
385 390 395 400 

Val Asn Lys Gly His Glu Met Ser Pro Gin Val Ala Thr Leu lie Asp 
405 410 415 

Arg Phe Val Lys Gly Arg Gly Gin Leu Asp Lys Asp Thr Leu Asp Thr 
420 425 430 

Leu Thr Ala Phe Tyr Pro Gly Tyr Leu Cys Ser Leu Ser Pro Glu Glu 
435 440 445 

Leu Ser Ser Val Pro Pro Ser Ser lie Trp Ala Val Arg Pro Gin Asp 
450 455 460 

Leu Asp Thr Cys Asp Pro Arg Gin Leu Asp Val Leu Tyr Pro Lys Ala 
465 470 475 480 

Arg Leu Ala Phe Gin Asn Met Asn Gly Ser Glu Tyr Phe Val Lys lie 
485 490 495 

Gin Ser Phe Leu Gly Gly Ala Pro Thr Glu Asp Leu Lys Ala Leu Ser 
500 505 510 

Gin Gin Asn Val Ser Met Asp Leu Ala Thr Phe Met Lys Leu Arg Thr 

515 520 525 

Asp Ala Val Leu Pro Leu Thr Val Ala Glu Val Gin Lys Leu Leu Gly 
530 535 540 

Pro His Val Glu Gly Leu Lys Ala Glu Glu Arg His Arg Pro Val Arg 
545 550 555 560 

Asp Trp lie Leu Arg Gin Arg Gin Asp Asp Leu Asp Thr Leu Gly Leu 
565 570 575 

Gly Leu Gin Gly Gly lie Pro Asn Gly Tyr Leu Val Leu Asp Leu Ser 

580 585 590 

Met Gin Glu Ala Leu Ser Gly Thr Pre Cys Leu Leu Gly Pro Gly Pro 

595 bOO 605 
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Val Leu Thr Val Leu Ala Leu Leu Leu Ala Ser Thr Leu Ala 
610 615 620 



<210> 50 
<211> 622 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Met Ala Leu Pro Thr Ala Arg Pro Leu Leu Gly Ser Cys Gly Thr Pro 
15 10 15 

Ala Leu Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp Val Gin 
20 25 30 

Pro Ser Arg Thr Leu Ala Gly Glu Thr Gly Gin Glu Ala Ala Pro Leu 
35 40 45 

Asp Gly Val Leu Ala Asn Pro Pro Asn lie Ser Ser Leu Ser Pro Arg 
50 55 60 

Gin Leu Leu Gly Phe Pro Cys Ala Glu Val Ser Gly Leu Ser Thr Glu 
65 70 75 80 

Arg Val Arg Glu Leu Ala Val Ala Leu Ala Gin Lys Asn Val Lys Leu 
85 90 95 

Ser Thr Glu Gin Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro 
100 105 110 

Glu Asp Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro 
115 120 125 

Asp Ala Phe Ser Gly Pro Gin Ala Cys Thr Arg Phe Phe Ser Arg lie 
130 135 140 

Thr Lys Ala Asn Val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg Gin 
145 150 155 160 

Arg Leu Leu Pro Ala Ala Leu Ala Cys Trp Gly Val Arg Gly Ser Leu 
165 170 175 

Leu Ser Glu Ala Asp Val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu 
180 185 190 

Pro Gly Arg Phe Val Ala Glu Ser Ala Glu Val Leu Leu Pro Arg Leu 
195 200 205 

Val Ser Cys Pro Gly Pro Leu Asp Gin Asp Gin Gin Glu Ala Ala Arg 
210 215 220 

Ala Ala Leu Gin Gly Gly Gly Pro Pro Tyr Gly Pro Pro Ser Thr Trp 
225 230 235 240 

Ser Val Ser Thr Met Asp Ala Leu Arg Gly Leu Leu Pro Val Leu Gly 
245 250 255 

Gin Pro lie lie Arg Ser lie Pro Gin Gly lie Val Ala Ala Trp Arg 

260 265 270 

Gin Arg Ser Ser Arg Asp Pro Ser Trp Arg Gin Pro Glu Arg Thr lie 
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275 



280 



285 



Leu Arg Pro Arg Phe Arg Arg Glu Val Glu Lys Thr Ala Cys Pro Ser 

290 295 300 

Gly Lys Lys Ala Pro Glu lie Asp Glu Ser Leu lie Phe Tyr Lys Lys 
305 310 315 320 

Trp Glu Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr Gin Met 
325 330 335 

Asp Arg Val Asn Ala He Pro Phe Thr Tyr Glu Gin Leu Asp Val Leu 
340 345 350 

Lys His Lys Leu Asp Glu Leu Tyr Pro Gin Gly Tyr Pro Glu Ser Val 
355 360 365 

He Gin His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp He 

370 375 380 

Arg Lys Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu 

385 390 395 400 

Val Asn Lys Gly His Glu Met Ser Pro Gin Val Ala Thr Leu He Asp 
405 410 415 

Arg Phe Val Lys Gly Arg Gly Gin Leu Asp Lys Asp Thr Leu Asp Thr 
420 425 430 

Leu Thr Ala Phe Tyr Pro Gly Tyr Leu Cys Ser Leu Ser Pro Glu Glu 
435 440 445 

Leu Ser Ser Val Pro Pro Ser Ser He Trp Ala Val Arg Pro Gin Asp 
450 455 460 

Leu Asp Thr Cys Asp Pro Arg Gin Leu Asp Val Leu Tyr Pro Lys Ala 
465 470 475 480 

Arg Leu Ala Phe Gin Asn Met Asn Gly Ser Glu Tyr Phe Val Lys lie 
485 490 495 

Gin Ser Phe Leu Gly Gly Ala Pro Thr Glu Asp Leu Lys Ala Leu Ser 
500 505 510 

Gin Gin Asn Val Ser Met Asp Leu Ala Thr Phe Met Lys Leu Arg Thr 
515 520 525 

Asp Ala Val Leu Pro Leu Thr Val Ala Glu Val Gin Lys Leu Leu Gly 
530 535 540 

Pro His Val Glu Gly Leu Lys Ala Glu Glu Arg His Arg Pro Val Arg 
545 550 555 560 

Asp Trp He Leu Arg Gin Arg Gin Asp Asp Leu Asp Thr Leu Gly Leu 
565 570 575 

Gly Leu Gin Gly Gly He Pro Asn Gly Tyr Leu Val Leu Asp Leu Ser 
580 585 590 

Met Gin Glu Ala Leu Ser Gly Thr Pro Cys Leu Leu Gly Pro Gly Pro 
595 600 605 
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Val Leu Thr Val Leu Ala Leu Leu Leu Ala Ser Thr Leu Ala 
610 615 620 



<210> 51 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 51 

Met Ser Ala Leu Ser Leu Leu lie Leu Gly Leu Leu Thr Ala Val Pro 
15 10 15 

Pro Ala Ser Cys Gin Gin Gly Leu Gly Asn Leu Gin Pro Trp Met Gin 

20 25 30 

Gly Leu He Ala Val Ala Val Phe Leu Val Leu Val Ala He Ala Phe 
35 40 45 

Ala Val Asn His Phe Trp Cys Gin Glu Glu Pro Glu Pro Ala His Met 
50 55 60 

He Leu Thr Val Gly Asn Lys Ala Asp Gly Val Leu Val Gly Thr Asp 
65 70 75 80 

Gly Arg Tyr Ser Ser Met Ala Ala Ser Phe Arg Ser Ser Glu His Glu 
85 90 95 

Asn Ala Tyr Glu Asn Val Pro Glu Glu Glu Gly Lys Val Arg Ser Thr 
100 105 110 

Pro Met 



<210> 52 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 52 

Met Ser Ala Leu Ser Leu Leu He Leu Gly Leu Leu Met Ala Val Pro 
15 10 15 

Pro Ala Ser Cys Gin Gin Gly Leu Gly Asn Leu Gin Pro Trp Met Gin 

20 25 30 

Gly Leu He Ala Val Ala Val Phe Leu Val Leu Val Ala He Ala Phe 
35 40 45 

Ala Val Lys His Phe Trp Cys Gin Glu Glu Pro Glu Pro Ala His Met 
50 55 60 

He Leu Thr Val Gly Asn Lys Ala Asp Gly Val Leu Val Gly Thr Asp 

65 70 75 80 

Gly Arg Tyr Ser Ser Met Ala Ala Ser Phe Arg Ser Ser Glu His Glu 
85 90 95 

Asn Ala Tyr Glu Asn Val Pro Glu Glu Glu Gly Lys Val Arg Ser Thr 

ICQ 105 110 
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Pro Met 



<210> 53 
<J11> 114 
<212> PRT 

<213> Mus musculus 
<400> 53 

Met Leu Ala Phe Ser Leu Leu Val Leu Gly Leu Leu Ala Glu Val Ala 
15 10 15 

Pro Ala Ser Cys Gin Gin Gly Leu Gly Asn Leu Gin Pro Trp Met Gin 
20 25 30 

Gly Leu He Ala Val Ala Val Phe Leu Val Leu Val Ala He Val Phe 
35 40 45 

Ala Val Asn His Phe Trp Cys Gin Glu Glu Pro Glu Pro Gly Ser Thr 
50 55 60 

Val Met He He Gly Asn Lys Ala Asp Gly Val Leu Val Gly Met Asp 
65 70 75 80 

Gly Arg Tyr Ser Ser Met Ala Ser Gly Phe Arg Ser Ser Glu His Lys 
85 90 95 

Asn Ala Tyr Glu Asn Val Leu Glu Glu Glu Gly Arg Val Arg Ser Thr 
100 105 110 

Pro Met 



<210> 54 
<211> 114 
<212> PRT 

<213> Rattus norvegicus 
<400> 54 

Met Leu Ala Leu Ser Leu Leu Ala Leu Gly Leu Leu Ala Glu Val Ala 
15 10 15 

Pro Ala Ser Cys Gin Gin Gly Leu Gly Asn Leu Gin Pro Trp Met Gin 

20 25 30 

Gly Leu He Ala Val Ala Val Phe Leu Val Leu Val Ala He Ala Phe 
35 40 45 

Ala Val Asn His Phe Trp Cys Gin Glu Glu Gin Glu Pro Gly Ser Thr 
50 55 60 

Met Met He Thr Gly Asn Lys Ala Asp Gly Val Leu Val Gly Met Asp 

65 70 75 80 

Gly Arg Tyr Ser Ser Met Ala Ser Gly Phe Arg Ser Ser Glu His Lys 

8 5 9 0 9 5 

Asn Ala Phe Glu Asn Val Leu Glu Glu Glu Gly Arg Val Arg Ser Thr 
100 105 110 
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Pro Met 



<210> 55 
<211> 78 
<212> PRT 

<213> Rattus norvegicus 
<400> 55 

lie Ser Tyr Lys His Ser Arg Pro 
1 5 

Pro Ala Val Leu Gin Leu Pro Ala 

20 

Ala Leu Gly Leu Leu Ala Glu Val 
35 40 

Leu Gly Asn Leu Gin Pro Trp Met 
50 55 

Phe Leu Val Leu Val Ala He Ala 
65 70 



Pro Ala Ala Pro Gly Val Lys Thr 
10 15 

Ala Met Leu Ala Leu He Leu Leu 

25 30 

Ala Pro Ala Ser Cys Leu Gin Gly 
45 

Leu Gly Leu He Ala Val Ala Val 
60 

Phe Pro Val Asn Arg Phe 
75 



<210> 56 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Thr Ala Leu Thr Glu Glu Ala Ala Val Thr Val Thr Pro Pro He 
15 10 15 

Thr Ala Gin Gin Ala Asp Asn He Glu Gly Pro He Ala Leu Lys Phe 
20 25 30 

Ser His Leu Cys Leu Glu Asp His Asn Ser Tyr Cys He Asn Gly Ala 
35 40 45 

Cys Ala Phe His His Glu Leu Glu Lys Ala He Cys Arg Cys Phe Thr 
50 55 60 

Gly Tyr Thr Gly Glu Arg Cys Glu His Leu Thr Leu Thr Ser Tyr Ala 
65 70 75 80 

Val Asp Ser Tyr Glu Lys Tyr He Ala He Gly He Gly Val Gly Leu 
85 90 95 

Leu Leu Ser Gly Phe Leu Val He Phe Tyr Cys Tyr lie Arg Lys Arg 
100 105 110 

Cys Leu Lys Leu Lys Ser Pro Tyr Asn Val Cys Ser Gly Glu Arg Arg 
115 120 125 

Pro Leu Tyr Gin Trp Asn Tyr Leu Val Thr lie His Leu Asp Arg Asn 
130 ' 135 140 

Pro Gly Ser Leu Leu Leu Asn Lys Ser Leu Gin Leu Ala Leu Lys 
145 150 155 



65 



<210> 57 
<211> 152 
<212> PRT 

<213> Mus musculus 
<400> 57 

Met Ala Leu Gly Val Leu lie Ala Val Cys Leu Leu Phe Lys Ala Met 
15 10 15 

Lys Ala Ala Leu Ser Glu Glu Ala Glu Val lie Pro Pro Ser Thr Ala 
20 25 30 

Gin Gin Ser Asn Trp Thr Phe Asn Asn Thr Glu Ala Asp Tyr lie Glu 
35 40 45 

Glu Pro Val Ala Leu Lys Phe Ser His Pro Cys Leu Glu Asp His Asn 
50 55 60 

Ser Tyr Cys lie Asn Gly Ala Cys Ala Phe His His Glu Leu Lys Gin 
65 70 75 80 

Ala lie Cys Arg Cys Phe Thr Gly Tyr Thr Gly Gin Arg Cys Glu His 
85 90 95 

Leu Thr Leu Thr Ser Tyr Ala Val Asp Ser Tyr Glu Lys Tyr lie Ala 
100 105 110 

lie Gly lie Gly Val Gly Leu Leu He Ser Ala Phe Leu Ala Val Phe 
115 120 125 

Tyr Cys Tyr He Arg Lys Arg Cys He Asn Leu Lys Ser Pro Tyr He 
130 135 140 

He Cys Ser Gly Gly Ser Pro Leu 
145 150 



<210> 58 
<211> 354 
<212> PRT 

<213> Mus musculus 
<400> 58 

Tyr Pro Gin Asp Ser Ala Arg Val Ala Phe Cys Leu Pro Gly Ser Arg 
15 10 15 

Ala Ser Asn Gin Pro Ala Gly Gly Gly Gly Asp Cys Pro Gly Gly Arg 
20 25 30 

Gly Lys Ser Asn Cys Ser Glu Leu Asn Leu Arg Glu Ser Asp lie Arg 
35 40 45 

Val Cys Asp Glu Ser Ser Cys Lys Tyr Gly Gly Val Cys Lys Glu Asp 
50 55 60 

Gly Asp Gly Leu Lys Cys Ala Cys Gin Phe Gin Cys His Thr Asn Tyr 
65 70 75 80 

Tie Pro Val Cys Gly Ser Asn Gly Asp Thr Tyr Gin Asn Glu Cys Phe 
85 90 95 
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Leu Arg Arg Ala Ala Cys Lys His Gin Lys Asp lie Thr Val Val Ala 
100 105 110 

Arg Gly Pro Cys Tyr Ser Asp Asn Gly Ser Gly Ser Gly Glu Gly Ala 
115 120 125 

Glu Glu Glu Gly Ser Gly Ala Gly Ala His Arg Lys His Ser Lys Cys 
130 135 140 

Gly Pro Cys Lys Tyr Lys Ala Glu Cys Asp Glu Asp Ala Glu Asn Val 
145 150 155 160 

Gly Cys Val Cys Asn lie Asp Cys Ser Gly Tyr Ser Phe Asn Pro Val 
165 170 175 

Cys Ala Ser Asp Gly Ser Ser Tyr Asn Asn Pro Cys Phe Val Arg Glu 
180 185 190 

Ala Ser Cys lie Lys Gin Glu Gin lie Asp lie Arg His Leu Gly His 
195 200 205 

Cys Thr Asp Thr Asp Asp Val Ser Ser Leu Gly Lys Lys Asp Pro Gly 
210 215 220 

Leu Leu Tyr Arg Pro Asp Val Lys Asp Ala Gly Asp Glu Arg Glu Asp 
225 230 235 240 

Val Tyr lie Gly Ser His Met Pro Cys Pro Glu Asn Leu Asn Gly Tyr 
245 250 255 

Cys lie His Gly Lys Cys Glu Phe lie Tyr Ser Thr Gin Lys Ala Ser 
260 265 270 

Cys Arg Cys Glu Ser Gly Tyr Thr Gly Gin His Cys Glu Lys Thr Asp 
275 280 285 

Phe Ser lie Leu Tyr Val Val Pro Ser Arg Gin Lys Leu Thr His Val 
290 295 300 

Leu He Ala Ala He He Gly Ala Val Gin He Ala He He Val Ala 
305 310 315 320 

lie Val Met Cys He Thr Arg Lys Cys Pro Lys Asn Asn Arg Gly Arg 
325 330 335 

Arg Gin Lys Gin Asn Leu Gly His Phe Thr Ser Asp Thr Ser Ser Lys 
340 345 350 

Met Val 



<210> 59 
<211> 373 
<212> PRT 

<213> Rattus norvegicus 
<400> 59 

Met Gly Ala Gin Ala Pro Leu Arg Leu Pro Ala Ala Pro Pro Leu Ala 
15 10 15 

Val Cys Gly Tyr Thr Ser Val Leu Leu Leu Phe Ala Phe Cys Leu Pro 
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20 



25 



30 



Gly Ser Gly Ala Ser Asn Gin Pro Ala Gly Gly Gly Gly Asp Cys Pro 
35 40 45 

Gly Gly Arg Gly Lys Ser lie Asn Cys Ser Glu Leu Asn Leu Arg Glu 
50 55 60 

Ser Asp lie Arg Ala Cys Asp Glu Ser Ser Cys Lys Tyr Gly Gly Val 
65 70 75 80 

Cys Lys Glu Asp Gly Asp Gly Leu Lys Cys Ala Cys Gin Phe Gin Cys 
85 90 95 

His Thr Asn Tyr lie Pro Val Cys Gly Ser Asn Gly Asp Thr Tyr Gin 
100 105 110 

Asn Glu Cys Phe Leu Arg Arg Ala Ala Cys Lys His Gin Lys Asp lie 
115 120 125 

Thr Val Val Ala Arg Gly Pro Cys Tyr Ser Asp Asn Gly Ser Gly Ser 
130 135 140 

Gly Glu Gly Glu Glu Glu Gly Ser Gly Ala Gly Ala His Arg Lys His 
145 150 155 160 

Ser Lys Cys Gly Pro Cys Lys Tyr Lys Ala Glu Cys Asp Glu Asp Ala 
165 170 175 

Glu Asn Val Gly Cys Val Cys Asn lie Asp Cys Ser Gly Tyr Ser Phe 
180 185 190 

Asn Pro Val Cys Ala Ser Asp Gly Ser Ser Tyr Asn Asn Pro Cys Phe 
195 200 205 

Val Arg Glu Ala Ser Cys lie Arg Gin Glu Gin lie Asp lie Arg His 
210 215 220 

Leu Gly His Cys Thr Asp Thr Asp Asp Thr Ser Leu Leu Gly Lys Lys 
225 230 235 240 

Asp Asp Gly Leu Gin Tyr Arg Pro Asp Val Lys Asp Ala Gly Asp Gin 
245 250 255 

Arg Glu Asp Val Tyr lie Gly Ser His Met Pro Cys Pro Glu Asn Leu 
260 265 270 

Asn Gly Tyr Cys lie His Gly Lys Cys Glu Phe lie Tyr Ser Thr Gin 
275 280 285 

Lys Ala Ser Cys Arg Cys Glu Ser Gly Tyr Thr Gly Gin His Cys Glu 
290 295 300 

Lys Thr Asp Phe Ser lie Leu Tyr Val Val Pro Ser Arg Gin Lys Leu 
305 310 315 320 

Thr His Val Leu lie Ala Ala He He Gly Ala Val Gin He Ala He 
325 330 335 

He Val Ala He Val Met Cys He Thr Arg Lys Cys Pro Lys Asn Asn 
340 345 350 
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Arg Gly Arg Arg Gin Lys Gin Asn Leu Gly His Phe Thr Ser Glu Thr 
355 ' 360 365 



Ser Ser Arg Met Val 

370 



<210> 60 
<211> 380 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Gly Ala Ala Ala Ala Glu Ala Pro Leu Arg Leu Pro Ala Ala Pro 
15 10 15 

Pro Leu Ala Phe Cys Cys Tyr Thr Ser Val Leu Leu Leu Phe Ala Phe 
20 25 30 

Ser Leu Pro Gly Ser Arg Ala Ser Asn Gin Pro Pro Gly Gly Gly Gly 
35 40 45 

Gly Ser Gly Gly Asp Cys Pro Gly Gly Lys Gly Lys Ser lie Asn Cys 
50 55 60 

Ser Glu Leu Asn Val Arg Glu Ser Asp Val Arg Val Cys Asp Glu Ser 
65 70 75 80 

Ser Cys Lys Tyr Gly Gly Val Cys Lys Glu Asp Gly Asp Gly Leu Lys 
85 90 95 

Cys Ala Cys Gin Phe Gin Cys His Thr Asn Tyr lie Pro Val Cys Gly 
100 105 110 

Ser Asn Gly Asp Thr Tyr Gin Asn Glu Cys Phe Leu Arg Arg Ala Ala 
115 120 125 

Cys Lys His Gin Lys Glu lie Thr Val lie Ala Arg Gly Pro Cys Tyr 
130 135 140 

Ser Asp Asn Gly Ser Gly Ser Gly Glu Gly Glu Glu Glu Gly Ser Gly 
145 150 155 160 

Ala Glu Val His Arg Lys His Ser Lys Cys Gly Pro Cys Lys Tyr Lys 
165 170 175 

Ala Glu Cys Asp Glu Asp Ala Glu Asn Val Gly Cys Val Cys Asn lie 
180 185 190 

Asp Cys Ser Gly Tyr Ser Phe Asn Pro Val Cys Ala Ser Asp Gly Ser 
195 200 205 

Ser Tyr Asn Asn Pro Cys Phe Val Arg Glu Ala Ser Cys lie Lys Gin 
210 215 220 

Glu Gin lie Asp lie Arg His Leu Gly His Cys Thr Asp Thr Asp Asp 
225 230 235 240 

Thr Ser Leu Leu Gly Lys Lys Asp Asp Gly Leu Gin Tyr Arg Pro Asp 
245 250 255 

Val Lys Asp Ala Ser Asp Gin Arg Glu Asp Val Tyr lie Gly Asn His 
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260 



265 



270 



Met Pro Cys Pro Glu 
275 

Glu Phe lie Tyr Ser 
290 

Tyr Thr Gly Gin His 
305 

Val Pro Ser Arg Gin 

325 

Gly Ala Val Gin He 
340 

Arg Lys Cys Pro Lys 
355 

Gly His Phe Thr Ser 
370 



Asn Leu Asn Gly Tyr Cys 
280 

Thr Gin Lys Ala Ser Cys 
295 

Cys Glu Lys Thr Asp Phe 
310 315 

Lys Leu Thr His Val Leu 
330 

Ala He He Val Ala He 
345 

Asn Asn Arg Gly Arg Arg 
360 

Asp Thr Ser Ser Arg Met 
375 



He His Gly Lys Cys 
285 

Arg Cys Glu Ser Gly 
300 

Ser He Leu Tyr Val 
320 

lie Ala Ala He He 
335 

Val Met Cys He Thr 
350 

Gin Lys Gin Asn Leu 
365 

Val 
380 



<210> 61 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Met Ala Ala Val Ala Ala Ala Ser Ala Glu Leu Leu He He Gly Trp 
15 10 15 

Tyr He Phe Arg Val Leu Leu Gin Val Phe Leu Glu Cys Cys He Tyr 
20 25 30 

Trp Val Gly Phe Ala Phe Arg Asn Pro Pro Gly Thr Gin Pro He Ala 
35 40 45 

Arg Ser Glu Val Phe Arg Tyr Ser Leu Gin Lys Leu Ala Tyr Thr Val 
50 55 60 

Ser Arg Thr Gly Arg Gin Val Leu Gly Glu Arg Arg Gin Arg Ala Pro 
65 70 75 80 

Asn 



<210> 62 
<211> 81 
<212> PRT 
<213> Mus 



musculus 



<400> 62 

Met Ala Ala Val Ala Ala Ala Ser 
1 

Tyr He Phe Arg Val Leu Leu Gin 

2 0 

Trp Val Gly Pne Via Phe Arg Asn 



Ala Glu Leu Leu He He Gly Trp 
10 15 

Val Phe Leu Glu Cys Cys lie Tyr 

25 30 

Pro Pro Gly Thr Gin Pro lie Ala 
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35 



40 



45 



Arg Ser Glu Val Phe Arg Tyr Ser Leu Gin Lys Leu Ala His Thr Val 
50 55 60 

Ser Arg Thr Gly Arg Gin Val Leu Gly Glu Arg Arg Gin Arg Ala Pro 
65 70 75 80 

Asn 



<210> 63 
<211> 81 
<212> PRT 

<213> Rattus norvegicus 
<400> 63 

Met Ala Ala Val Ala Ala Ala Ser Ala Glu Leu Leu lie lie Gly Trp 
15 10 15 

Tyr lie Phe Arg Val Leu Leu Gin Val Phe Leu Glu Cys Cys lie Tyr 
20 25 30 

Trp Val Gly Phe Ala Phe Arg Asn Pro Pro Gly Thr Gin Pro lie Ala 
35 40 45 

Arg Ser Glu Val Phe Arg Tyr Ser Leu Gin Lys Leu Ala His Thr Val 
50 55 60 

Ser Arg Thr Gly Arg Gin Val Leu Gly Glu Arg Arg His Arg Ala Pro 

65 70 75 80 



Asn 



<210> 64 
<211> 208 
<212> PRT 
<213> Mus muscu 

<400> 64 
Met Ala Ala Val 
1 

Tyr lie Phe Arg 

20 

Trp Val Gly Phe 

35 

Arg Ser Glu Val 
50 

Ser Arg Thr Gly 
65 

Thr Glu Ala Pro 



Leu Cys Phe Ser 



us 



Ala Ala Ala Ser 

5 

Val Leu Leu Gin 



Ala Phe Arg Asn 
40 

Phe Arg Tyr Ser 
55 

Arg Gin Val Leu 

70 

Ala Pro Ser Pro 

85 

Thr Ala Trp Glu 



Ala Glu Leu Leu 
10 

Val Phe Leu Glu 
25 

Pro Pro Gly Thr 



Leu Gin Lys Leu 

60 

Gly Glu Arg Ser 

75 

Gly Arg Pro Cys 
90 

Pro Val Pro Arg 



He He Gly Trp 
15 

Cys Cys He Tyr 
30 

Gin Pro He Ala 
45 

Ala His Thr Val 



Ser Glu Pro Pro 
80 

His Gin Val Leu 

95 

Arg Asn Gly Gly 
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100 



105 



110 



Ser Leu Cys Leu Leu 
115 

Pro Val Ala Pro Arg 
130 

Pro Phe Pro Ala Pro 
145 

Glu Gly Gly Arg Gly 
165 

lie Leu lie Trp Thr 
180 

Ser Tyr His Glu Asp 
195 



Val Arg Val Ala Leu Ala 

120 

Lys Ala Ala Pro Thr Met 
135 

Leu Pro Leu Ser His Tyr 
150 155 

Glu Gin Pro Ser Arg Tyr 
170 

Lys Ser Glu Gin Tyr His 
185 

Arg Thr Ala His Gin Pro 

200 



Lys Val Ser Glu Gly 
125 

Met Lys He Ser Val 
140 

Arg Arg Val Gly Glu 
160 

Gly Arg Arg His His 
175 

Leu Ser Arg Thr Arg 

190 

Ala Glu Trp Thr Phe 

205 



<210> 65 
<211> 55 
<212> PRT 

<213> Mus musculus 
<400> 65 

Met Val Pro Lys Val Ala Ala Ala Ser Ala Glu Leu Leu He He Gly 
15 10 15 

Trp Tyr He Phe Arg Val Leu Leu Gin Val Phe Arg Tyr Ser Leu Gin 
20 25 30 

Lys Leu Ala His Thr Val Ser Arg Thr Gly Arg Gin Val Leu Gly Glu 
35 40 45 

Arg Arg Gin Arg Ala Pro Asn 
50 55 



<210> 66 
<211> 394 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Met Ala Met Ala Tyr Leu Ala Trp Arg Leu Ala Arg Arg Ser Cys Pro 
15 10 15 

Ser Ser Leu Gin Val Thr Ser Phe Pro Val Val Gin Leu His Met Asn 

20 25 30 

Arg Thr Ala Met Arg Ala Ser Gin Lys Asp Phe Glu Asn Ser Met Asn 
35 40 45 

Gin Val Lys Leu Leu Lys Lys Asp Pro Gly Asn Glu Val Lys Leu Lys 

50 55 60 

Leu Tyr Ala Leu Tyr Lys Gin Ala Thr Glu Gly Pro Cys Asn Met Pro 
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65 



70 



75 



80 



Lys Pro Gly Val Phe Asp Leu lie Asn Lys Ala Lys Trp Asp Ala Trp 

85 90 95 

Asn Ala Leu Gly Ser Leu Pro Lys Glu Ala Ala Arg Gin Asn Tyr Val 
100 105 110 

Asp Leu Val Ser Ser Leu Cys Pro Ser Leu Glu Ser Ser Ser Gin Val 
115 120 125 

Glu Pro Gly Thr Asp Arg Lys Ser Thr Gly Phe Glu Thr Leu Val Val 
130 135 140 

Thr Ser Glu Asp Gly lie Thr Lys lie Met Phe Asn Arg Pro Lys Lys 
145 150 155 160 

Lys Asn Ala lie Asn Thr Glu Met Tyr His Glu lie Met Arg Ala Leu 
165 170 175 

Lys Ala Ala Ser Lys Asp Asp Ser lie lie Thr Val Leu Thr Gly Asn 
180 185 190 

Gly Asp Tyr Tyr Ser Ser Gly Asn Asp Leu Thr Asn Phe Thr Asp lie 
195 200 205 

Pro Pro Gly Gly Val Glu Glu Lys Ala Lys Asn Asn Ala Val Leu Leu 
210 215 220 

Arg Glu Phe Val Gly Cys Phe lie Asp Phe Pro Lys Pro Leu lie Ala 
225 230 235 240 

Val Val Asn Gly Pro Ala Val Gly He Ser Val Thr Leu Leu Gly Leu 
245 250 255 

Phe Asp Ala Val Tyr Ala Ser Asp Arg Ala Thr Phe His Thr Pro Phe 
260 265 270 

Ser His Leu Gly Gin Ser Pro Glu Gly Cys Ser Ser Tyr Thr Phe Pro 
275 280 285 

Lys He Met Ser Pro Ala Lys Ala Thr Glu Met Leu He Phe Gly Lys 

290 295 300 

Lys Leu Thr Ala Gly Glu Ala Cys Ala Gin Gly Leu Val Thr Glu Val 
305 310 315 320 

Phe Pro Asp Ser Thr Phe Gin Lys Glu Val Trp Thr Arg Leu Lys Ala 
325 330 335 

Phe Ala Lys Leu Pro Pro Asn Ala Leu Arg He Ser Lys Glu Val He 
340 345 350 

Arg Lys Arg Glu Arg Glu Lys Leu His Ala Val Asn Ala Glu Glu Cys 
355 360 365 

Asn Val Leu Gin Gly Arg Trp Leu Ser Asp Glu Cys Thr Asn Ala Val 

370 375 380 

Val Asn Phe Leu Ser Arg Lys Ser Lys Leu 
385 390 
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<210> 67 
<211> 394 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Ala Met Ala Tyr Leu Ala Trp Arg Leu Ala Arg Arg Ser Cys Pro 
15 10 15 

Ser Ser Leu Gin Val Thr Ser Phe Pro Val Val Gin Leu His Met Asn 
20 25 30 

Arg Thr Ala Met Arg Ala Ser Gin Lys Asp Phe Glu Asn Ser Met Asn 
35 40 45 

Gin Val Lys Leu Leu Lys Lys Asp Pro Gly Asn Glu Val Lys Leu Lys 
50 55 60 

Leu Tyr Ala Leu Tyr Lys Gin Ala Thr Glu Gly Pro Cys Asn Met Pro 
65 70 75 80 

Lys Pro Gly Val Phe Asp Leu lie Asn Lys Ala Lys Trp Asp Ala Trp 
85 90 95 

Asn Ala Leu Gly Ser Leu Pro Lys Glu Ala Ala Arg Gin Asn Tyr Val 
100 105 110 

Asp Leu Val Ser Ser Leu Ser Pro Ser Leu Glu Ser Ser Ser Gin Val 
115 120 125 

Glu Pro Gly Thr Asp Arg Lys Ser Thr Gly Phe Glu Thr Leu Val Val 
130 135 140 

Thr Ser Glu Asp Gly lie Thr Lys lie Met Phe Asn Arg Pro Lys Lys 
145 150 155 160 

Lys Asn Ala lie Asn Thr Glu Met Tyr His Glu lie Met Arg Ala Leu 
165 170 175 

Lys Ala Ala Ser Lys Asp Asp Ser lie lie Thr Val Leu Thr Gly Asn 
180 185 190 

Gly Asp Tyr Tyr Ser Ser Gly Asn Asp Leu Thr Asn Phe Thr Asp lie 
195 200 205 

Pro Pro Gly Gly Val Glu Glu Lys Ala Lys Asn Asn Ala Val Leu Leu 
210 215 220 

Arg Glu Phe Val Gly Cys Phe lie Asp Phe Pro Lys Pro Leu lie Ala 
225 230 235 240 

Val Val Asn Gly Pro Ala Val Gly lie Ser Val Thr Leu Leu Gly Leu 
245 250 255 

Phe Asp Ala Val Tyr Ala Ser Asp Arg Ala Thr Phe His Thr Pro Phe 

260 265 270 

Ser His Leu Gly Gin Ser Pro Glu Gly Cys Ser Ser Tyr Thr Phe Pro 

275 280 285 

Lys lie Met Ser Pro Ala Lys Ala Thr Glu Met Leu lie Phe Gly Lys 
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290 



295 



300 



Lys Leu Thr Ala Gly Glu Ala Cys 

305 310 

Phe Pro Asp Ser Thr Phe Gin Lys 

325 

Phe Ala Lys Leu Pro Pro Asn Ala 
340 

Arg Lys Arg Glu Arg Glu Lys Leu 
355 360 

Asn Val Leu Gin Gly Arg Trp Leu 
370 375 

Val Asn Phe Leu Ser Arg Lys Ser 

385 390 



Ala Gin Gly Leu Val Thr Glu Val 
315 320 

Glu Val Trp Thr Arg Leu Lys Ala 
330 335 

Leu Arg lie Ser Lys Glu Val lie 
345 350 

His Ala Val Asn Ala Glu Glu Cys 
365 

Ser Asp Glu Cys Thr Asn Ala Val 
380 

Lys Leu 



<210> 68 
<211> 374 
<212> PRT 

<213> Homo sapiens 
<400> 68 

Val Thr Ser Phe Pro Val Val Gin Leu His Met Asn Arg Thr Ala Met 
15 10 15 

Arg Ala Ser Gin Lys Asp Phe Glu Asn Ser Met Asn Gin Val Lys Leu 
20 25 30 

Leu Lys Lys Asp Pro Gly Asn Glu Val Lys Leu Lys Leu Tyr Ala Leu 
35 40 45 

Tyr Lys Gin Ala Thr Glu Gly Pro Cys Asn Met Pro Lys Pro Gly Val 
50 55 60 

Phe Asp Leu lie Asn Lys Ala Lys Trp Asp Ala Trp Asn Ala Leu Gly 
65 70 75 80 

Ser Leu Pro Lys Glu Ala Ala Arg Gin Asn Tyr Val Asp Leu Val Ser 
85 90 95 

Ser Leu Ser Pro Ser Leu Glu Ser Ser Ser Gin Val Glu Pro Gly Thr 
100 105 110 

Asp Arg Lys Ser Thr Gly Phe Glu Thr Leu Val Val Thr Ser Glu Asp 
115 120 125 

Gly lie Thr Lys lie Met Phe Asn Arg Pro Lys Lys Lys Asn Ala lie 
130 135 140 

Asn Thr Glu Met Tyr His Glu lie Met Arg Ala Leu Lys Ala Ala Ser 
145 150 155 160 

Lys Asp Asp Ser lie lie Thr Val Leu Thr Gly Asn Gly Asp Tyr Tyr 
J 65 170 175 

Ser Ser Gly Asn Asp Leu Thr Asn Phe Thr Asp lie Pro Pro Gly Gly 
18C 185 190 



75 



Val Glu Glu Lys Ala Lys Asn Asn Ala Val Leu Leu Arg Glu Phe Val 
195 200 205 



Gly Cys Phe lie 
210 

Pro Ala Val Gly 
225 

Tyr Ala Ser Asp 



Gin Ser Pro Glu 
260 

Pro Ala Lys Ala 
275 

Gly Glu Ala Cys 
290 

Thr Phe Gin Lys 
305 

Pro Pro Asn Ala 



Arg Glu Lys Leu 
340 

Gly Arg Trp Leu 
355 



Asp Phe Pro Lys 
215 

He Ser Val Thr 

230 

Arg Ala Thr Phe 
245 

Gly Cys Ser Ser 



Thr Glu Met Leu 
280 

Ala Gin Gly Leu 
295 

Glu Val Trp Thr 
310 

Leu Arg He Ser 
325 

His Ala Val Asn 



Ser Asp Glu Cys 
360 



Pro Leu He Ala 
220 

Leu Leu Gly Leu 
235 

His Thr Pro Phe 
250 

Tyr Thr Phe Pro 
265 

He Phe Gly Lys 



Val Thr Glu Val 

300 

Arg Leu Lys Ala 
315 

Lys Glu Val He 
330 

Ala Glu Glu Cys 
345 

Thr Asn Ala Val 



Val Val Asn Gly 



Phe Asp Ala Val 
240 

Ser His Leu Gly 
255 

Lys He Met Ser 
270 

Lys Leu Thr Ala 
285 

Phe Pro Asp Ser 



Phe Ala Lys Leu 
320 

Arg Lys Arg Glu 
335 

Asn Val Leu Gin 
350 

Val Asn Phe Leu 
365 



Ser Arg Lys Ser Lys Leu 
370 



<210> 69 
<211> 348 
<212> PRT 

<213> Homo sapiens 
<400> 69 

Met Leu Leu Ser He 
1 5 

Leu Gly Val Arg Gly 

20 

Arg His Met Pro Trp 
35 

Ser Thr Gin Glu Asn 
50 

Val Asp Val Asn Cys 
65 

Tyr Ala Pre Lie Cys 

S 5 



Leu Val Ala Leu Cys Leu 
10 

Ala Pro Cys Glu Ala Val 
25 

Asn lie Thr Arg Met Pro 
40 

Ala He Leu Ala He Gly 
55 

Ser Ser Val Leu Ser Phe 

70 75 

Thr Leu Glu Phe Leu His 

90 



Trp Leu Arg Leu Ala 
15 

Arg lie Pro Met Cys 
30 

Asn His Leu His His 
45 

Gin Tyr Glu Glu Leu 
60 

Phe Leu Cys Ala Met 
80 

Asp Pro He Lys Pro 
95 



76 



Cys Lys Ser Val Cys Gin Arg Ala Arg Asp Asp Cys Glu Pro Leu Met 
100 105 110 



Lys Met Tyr Asn His 
115 

Pro Val Tyr Asp Arg 
130 

Asp Leu Pro Glu Asp 
145 

Val Gin Glu Arg Ser 
165 

Arg Cys Lys Cys Lys 
180 

Lys Asn Tyr Ser Tyr 
195 

Ser Gly Cys Asn Glu 
210 

Lys Ser Ser Ser Pro 
225 

Ser Ser Cys Gin Cys 
245 

Met Cys Tyr Glu Arg 
260 

Val Glu Lys Trp Arg 

275 

Glu Arg Leu Gin Glu 
290 

Ala Ser Arg Thr Ser 
305 

Pro Ala Ser Lys Pro 
325 

Ala Pro Lys Lys Ser 
340 



Ser Trp Pro Glu Ser Leu 

120 

Gly Val Cys lie Ser Pro 
135 

Val Lys Trp lie Asp lie 

150 155 

Phe Asp Ala Asp Cys Lys 
170 

Lys Val Lys Pro Thr Leu 
185 

Val He His Ala Lys He 
200 

Val Thr Thr Val Val Asp 
215 

He Pro Arg Thr Gin Val 
230 235 

Pro His He Leu Pro His 
250 

Arg Ser Arg Met Met Leu 
265 

Asp Gin Leu Ser Arg Arg 
280 

Gin Gin Arg Thr Thr Gin 
295 

Arg Ser Asn Pro Pro Lys 
310 315 

Ala Ser Pro Lys Lys Asn 

330 

Asn Pro Lys Lys Ser Thr 
345 



Ala Cys Asp Glu Leu 

12 5 

Glu Ala He Val Thr 
140 

Thr Pro Asp Met Met 
160 

His Leu Ser Pro Asp 
175 

Ala Thr Tyr Leu Ser 
190 

Lys Ala Val Gin Arg 
205 

Val Lys Glu He Phe 
220 

Pro Leu He Thr Asn 
240 

Gin Asp Val Leu He 
255 

Leu Glu Asn Cys Leu 
270 

Ser Thr Gin Trp Glu 
285 

Asp Lys Lys Gin He 

300 

Pro Lys Gly Arg Ser 
320 

He Lys Ala Arg Ser 
335 

Ser 



<210> 70 
<211> 364 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Met Asn Arg Thr Ala Met Arg Ala Ser Gin Lys Asp Phe Glu Asn Ser 
15 10 15 

Met Asn Gin Val Lys Leu Leu Lys Lys Asp Pro Gly Asn Glu Val Lys 

20 25 30 

Leu Lys Leu Tyr Ala Leu Tyr Lys Gin Ala Thr Glu Gly Pro Cys Asn 
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35 



40 



45 



Met Pro Lys Pro Gly Val Phe Asp Leu lie Asn Lys Ala Lys Trp Asp 
50 * 55 60 

Ala Trp Asn Ala Leu Gly Ser Leu Pro Lys Glu Ala Ala Arg Gin Asn 
65 70 75 80 

Tyr Val Asp Leu Val Ser Ser Leu Ser Pro Ser Leu Glu Ser Ser Ser 
85 90 95 

Gin Val Glu Pro Gly Thr Asp Arg Lys Ser Thr Gly Phe Glu Thr Leu 
100 105 110 

Val Val Thr Ser Glu Asp Gly lie Thr Lys lie Met Phe Asn Arg Pro 
115 120 125 

Lys Lys Lys Asn Ala lie Asn Thr Glu Met Tyr His Glu lie Met Arg 
130 135 140 

Ala Leu Lys Ala Ala Ser Lys Asp Asp Ser lie lie Thr Val Leu Thr 
145 150 155 160 

Gly Asn Gly Asp Cys Tyr Ser Ser Gly Asn Asp Leu Thr Asn Phe Thr 
165 170 175 

Asp lie Pro Pro Gly Gly Val Glu Glu Lys Ala Lys Asn Asn Ala Val 
180 185 190 

Leu Leu Arg Glu Phe Val Gly Cys Phe lie Asp Phe Pro Lys Pro Leu 
195 200 205 

He Ala Val Val Asn Gly Pro Ala Val Gly He Ser Val Thr Leu Leu 
210 215 220 

Gly Leu Phe Asp Ala Val Tyr Ala Ser Asp Arg Ala Thr Phe His Thr 

225 230 235 240 

Pro Phe Ser His Leu Gly Gin Ser Pro Glu Gly Cys Ser Ser Tyr Thr 
245 250 255 

Phe Pro Lys He Met Ser Pro Ala Lys Ala Thr Glu Met Leu He Phe 
260 265 270 

Gly Lys Lys Leu Thr Ala Gly Glu Ala Cys Ala Gin Gly Leu Val Thr 
275 280 285 

Glu Val Phe Pro Asp Ser Thr Phe Gin Lys Glu Val Trp Thr Arg Leu 

290 295 300 

Lys Ala Phe Ala Lys Leu Pro Pro Asn Val Leu Arg lie Ser Lys Glu 
305 310 315 320 

Val lie Arg Lys Arg Glu Arg Glu Lys Leu His Ala Val Asn Ala Glu 

325 330 335 

Glu Cys Asn Val Leu Gin Gly Arg Trp Leu Ser Asp Glu Cys Thr Asn 
340 345 350 



Ala Val Val Asn Phe Leu Ser Arg Lys Ser Lys Leu 
355 360 
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<210> 71 
<211> 966 
<212> PRT 

<213> Mus musculus 
<400> 71 

Met Ala Lys Gly Phe Tyr lie Ser Lys Thr Leu Gly lie Leu Gly lie 
15 10 15 

Leu Leu Gly Val Ala Ala Val Cys Thr He He Ala Leu Ser Val Val 
20 25 30 

Tyr Ala Gin Glu Lys Asn Arg Asn Ala Glu Asn Ser Ala Thr Ala Pro 
35 40 45 

Thr Leu Pro Gly Ser Thr Ser Ala Thr Thr Ala Thr Thr Thr Pro Ala 
50 55 60 

Val Asp Glu Ser Lys Pro Trp Asn Gin Tyr Arg Leu Pro Lys Thr Leu 
65 70 75 80 

He Pro Asp Ala Tyr Arg Val He Leu Arg Pro Tyr Leu Thr Pro Asn 
85 90 95 

Asn Gin Gly Leu Tyr He Phe Gin Gly Asn Ser Thr Val Arg Phe Thr 
100 105 110 

Cys Asn Gin Thr Thr Asp Val He He He His Ser Lys Lys Leu Asn 
115 120 125 

Tyr Thr Leu Lys Gly Asn His Arg Val Val Leu Arg Thr Leu Asp Gly 
130 135 140 

Thr Pro Ala Pro Asn He Asp Lys Thr Glu Leu Val Glu Arg Thr Glu 
145 150 155 160 

Tyr Leu Val Val His Leu Gin Gly Ser Leu Val Glu Gly Arg Gin Tyr 
165 170 175 

Glu Met Asp Ser Gin Phe Gin Gly Glu Leu Ala Asp Asp Leu Ala Gly 
180 185 190 

Phe Tyr Arg Ser Glu Tyr Met Glu Gly Asp Val Lys Lys Val Val Ala 
195 200 205 

Thr Thr Gin Met Gin Ala Ala Asp Ala Arg Lys Ser Phe Pro Cys Phe 
210 215 220 

Asp Glu Pro Ala Met Lys Ala Met Phe Asn He Thr Leu He Tyr Pro 
225 230 235 240 

Asn Asn Leu He Ala Leu Ser Asn Met Leu Pro Lys Glu Ser Lys Pro 
245 250 255 

Tyr Pre Glu Asp Pro Ser Cys Thr Met Thr Glu Phe His Ser Thr Pro 

260 265 270 

Lys Met Ser Thr Tyr Leu Leu Ala Tyr lie Val Ser Glu Phe Lys Asn 
275 28C 285 

He Ser Ser Val Ser Ala Asn Gly Val Gin He Gly He Trp Ala Arg 



70 



290 295 300 

Pro Ser Ala lie Asp Glu Gly Gin Gly Asp Tyr Ala Leu Asn Val Thr 
305 310 315 320 

Gly Pro lie Leu Asn Phe Phe Ala Gin His Tyr Asn Thr Ser Tyr Pro 
325 330 335 

Leu Pro Lys Ser Asp Gin lie Ala Leu Pro Asp Phe Asn Ala Gly Ala 
340 345 350 

Met Glu Asn Trp Gly Leu Val Thr Tyr Arg Glu Ser Ser Leu Val Phe 
355 360 365 

Asp Ser Gin Ser Ser Ser lie Ser Asn Lys Glu Arg Val Val Thr Val 
370 375 380 

He Ala His Glu Leu Ala His Gin Trp Phe Gly Asn Leu Val Thr Val 
385 390 395 400 

Ala Trp Trp Asn Asp Leu Trp Leu Asn Glu Gly Phe Ala Ser Tyr Val 
405 410 415 

Glu Tyr Leu Gly Ala Asp Tyr Ala Glu Pro Thr Trp Asn Leu Lys Asp 
420 425 430 

Leu Met Val Leu Asn Asp Val Tyr Arg Val Met Ala Val Asp Ala Leu 
435 440 445 

Ala Ser Ser His Pro Leu Ser Ser Pro Ala Asp Glu He Lys Thr Pro 
450 455 460 

Asp Gin He Met Glu Leu Phe Asp Ser He Thr Tyr Ser Lys Gly Ala 
465 470 475 480 

Ser Val He Arg Met Leu Ser Ser Phe Leu Thr Glu Asp Leu Phe Lys 
485 490 495 

Lys Gly Leu Ser Ser Tyr Leu His Thr Tyr Cln Tyr Ser Asn Thr Val 
500 505 510 

Tyr Leu Asp Leu Trp Glu His Leu Gin Lys Ala Val Asn Gin Gin Thr 
515 520 525 

Ala Val Gin Pro Pro Ala Thr Val Arg Thr He Met Asp Arg Trp He 
530 535 540 

Leu Gin Met Gly Phe Pro Val He Thr Val Asn Thr Asn Thr Gly Glu 
545 550 555 560 

He Ser Gin Lys His Phe Leu Leu Asp Ser Lys Ser Asn Val Thr Arg 
565 570 575 

Pro Ser Glu Phe Asn Tyr He Trp He Ala Pro He Pro Phe Leu Lys 

580 585 590 

Ser Gly Gin Glu Asp His Tyr Trp Leu Asp Val Glu Lys Asn Gin Ser 
595 600 605 

Ala Lys Phe Glr. Thr Ser Ser Asn Glu Trp He Leu Leu Asn He Asn 
610 615 620 
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Val Thr Gly Tyr Tyr Leu Val Asn Tyr Asp Glu Asn Asn Trp Lys Lys 
625 630 635 640 

Leu Gin Asn Gin Leu Gin Thr Asp Leu Ser Val lie Pro Val lie Asn 
645 650 655 

Arg Ala Gin lie lie His Asp Ser Phe Asn Leu Ala Ser Ala Lys Met 
660 665 670 

He Pro He Thr Leu Ala Leu Asp Asn Thr Leu Phe Leu Val Lys Glu 
675 680 685 

Ala Glu Tyr Met Pro Trp Gin Ala Ala Leu Ser Ser Leu Asn Tyr Phe 
690 695 700 

Thr Leu Met Phe Asp Arg Ser Glu Val Tyr Gly Pro Met Lys Arg Tyr 
705 710 715 720 

Leu Lys Lys Gin Val Thr Pro Leu Phe Phe Tyr Phe Gin Asn Arg Thr 
725 730 735 

Asn Asn Trp Val Asn Arg Pro Pro Thr Leu Met Glu Gin Tyr Asn Glu 
740 745 750 

He Asn Ala He Ser Thr Ala Cys Ser Ser Gly Leu Lys Glu Cys Arg 
755 760 765 

Asp Leu Val Val Glu Leu Tyr Ser Gin Trp Met Lys Asn Pro Asn Asn 
770 775 780 

Asn Thr He His Pro Asn Leu Arg Ser Thr Val Tyr Cys Asn Ala lie 

785 790 795 800 

Ala Phe Gly Gly Glu Glu Glu Trp Asn Phe Ala Trp Glu Gin Phe Arg 
805 810 815 

Asn Ala Thr Leu Val Asn Glu Ala Asp Lys Leu Arg Ser Ala Leu Ala 
820 825 830 

Cys Ser Lys Asp Val Trp lie Leu Asn Arg Tyr Leu Ser Tyr Thr Leu 
835 840 845 

Asn Pro Asp Tyr He Arg Lys Gin Asp Thr Thr Ser Thr lie lie Ser 
850 855 860 

lie Ala Ser Asn Val Ala Gly His Pro Leu Val Trp Asp Phe Val Arg 
865 870 875 880 

Ser Asn Trp Lys Lys Leu Phe Glu Asn Tyr Gly Gly Gly Ser Phe Ser 
885 890 895 

Phe Ala Asn Leu lie Gin Gly Val Thr Arg Arg Phe Ser Ser Glu Phe 

900 905 910 

Glu Leu Gin Gin Leu Glu Gin Phe Lys Ala Asp Asn Ser Ala Thr Gly 
915 920 925 

Phe Gly Thr Gly Thi Arg Ala Leu Glu Gin Ala Leu Glu Lys Thr Arg 
930 935 940 

Ala Asn He Asp Trp Val Lys Glu Asn Lys Asp Ala Val Phe Lys Trp 
945 950 955 960 
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Phe Thr Glu Asn Ser Ser 
965 



<210> 72 
<211> 966 
<212> PRT 

<213> Orycctolagus cuniculus 
<400> 72 

Met Ala Lys Gly Phe Tyr lie Ser Lys Ser Leu Gly lie Leu Gly lie 
15 10 15 

Leu Leu Gly Val Ala Ala Leu Cys Thr He Val Ala Leu Ser Val Val 
20 25 30 

Tyr Arg Gin Glu Lys Asn Lys Asn Thr Ser Gin Ser Pro Ser Met Ala 
35 40 45 

Pro Leu Asn Pro Thr Ala Thr Ser Ser Pro Ala Thr Thr Leu Asp Gin 
50 55 60 

Asn Leu Pro Trp Asn Arg Tyr Arg Leu Pro Lys Thr Leu He Pro Asp 
65 70 75 80 

Ser Tyr Asn Val Val Leu Arg Pro Tyr Leu Ser Pro Asn Ser Gin Gly 
85 90 95 

Leu Tyr He Phe Thr Gly Ser Ser Thr Val Arg Phe Thr Cys Gin Glu 
100 105 110 

Ala Thr Asn Val He He He His Ser Lys Lys Leu Asn Tyr Thr lie 
115 120 125 

Thr Gin Gly His Arg Val Val Leu Arg Gly Val Arg Gly Ser Gin Pro 
130 135 140 

Pro Ala lie Ala Ser Thr Glu Leu Val Glu Leu Thr Glu Tyr Leu Val 
145 150 155 160 

Val His Leu Gin Gly Gin Leu Val Ala Gly Ser Gin Tyr Glu Met Asp 
165 170 175 

Thr Gin Phe Gin Gly Glu Leu Ala Asp Asp Leu Ala Gly Phe Tyr Arg 
180 185 190 

Ser Glu Tyr Met Glu Gly Asn Val Arg Lys Val Val Ala Thr Thr Gin 
195 200 205 

Met Gin Ala Ala Asp Ala Arg Lys Ser Phe Pro Cys Phe Asp Glu Pro 
210 215 220 

Ala Met Lys Ala Thr Phe Asn lie Thr Pro He His Pro Arg Asp Tyr 

225 230 235 240 

Thr Ala Leu Ser Asn Met Leu Pro Arg Ser Ser Thr Ala Leu Pro Glu 
245 250 255 

Asp Pro Asn Trp Thr Val Thr Glu Phe His Thr Thr Pro Lys Met Ser 

260 265 270 



82 



Thr Tyr Leu Leu Ala Tyr lie Val Ser Glu Phe Thr Asn lie Glu Ala 

275 280 285 

Gin Ser Pro Asn Asn Val Gin lie Arg lie Trp Ala Arg Pro Ser Ala 
290 295 300 

He Ser Glu Gly His Gly Gin Tyr Ala Leu Asn Val Thr Gly Pro He 
305 310 315 320 

Leu Asn Phe Phe Ala Asn His Tyr Asn Thr Pro Tyr Pro Leu Glu Lys 
325 330 335 

Ser Asp Gin He Gly Leu Pro Asp Phe Asn Ala Gly Ala Met Glu Asn 
340 345 350 

Trp Gly Leu Val Thr Tyr Arg Glu Ser Ala Leu Leu Phe Asp Pro Leu 
355 360 365 

Val Ser Ser He Ser Asn Lys Glu Arg Val Val Thr Val Val Ala His 
370 375 380 

Glu Leu Ala His Gin Trp Phe Gly Asn Leu Val Thr Val Asp Trp Trp 
385 390 395 400 

Asn Asp Leu Trp Leu Asn Glu Gly Phe Ala Ser Tyr Val Glu Tyr Leu 
405 410 415 

Gly Ala Asp Tyr Ala Glu Pro Thr Trp Asn Leu Lys Asp Leu He Val 
420 425 430 

Leu Asn Glu Leu His Ser Val Met Ala Val Asp Ala Leu Ala Ser Ser 
435 440 445 

His Pro Leu Ser Ser Pro Ala Asp Glu Val Asn Thr Pro Ala Gin He 
450 455 460 

Ser Glu Leu Phe Asp Ser He Thr Tyr Ser Lys Gly Ala Ser Val Leu 
465 470 475 480 

Arg Met Leu Ser Ser Phe Leu Thr Glu Asp Leu Phe Lys Glu Gly Leu 
485 490 495 

Ala Ser Tyr Leu His Thr Phe Ala Tyr Gin Asn Thr He Tyr Leu Asp 
500 505 510 

Leu Trp Glu His Leu Gin Gin Ala Val Asn Ser Gin Ser Ala He Gin 
515 520 525 

Leu Pro Ala Ser Val Arg Asp lie Met Asp Arg Trp He Leu Gin Met 
530 535 540 

Gly Phe Pro Val Val Thr Val Asn Thr Thr Asn Gly He He Ser Gin 
545 550 555 560 

His His Phe Leu Leu Asp Pro Thr Ser Asn Val Thr Arg Pro Ser Asp 
565 570 575 

Phe Asn Tyr Leu Trp He Val Pre Val Ser Ser Met Arg Asn Gly Val 
580 585 590 



Leu Glu Gin Glu Phe Trp Leu Glu Gly Val Glu Gin Thr Gin Asn Ser 

595 600 605 
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Leu Phe Arg Val Glu Gly Asp Asn Asn Trp lie Leu Ala Asn Leu Asn 
610 615 620 

Val Thr Gly Tyr Tyr Gin Val Asn Tyr Asp Glu Gly Asn Trp Lys Lys 
625 630 635 640 

Leu Gin Thr Gin Leu Gin Thr Asn Pro Ser Val lie Pro Val lie Asn 
645 650 655 

Arg Ala Gin lie lie His Asp Ala Phe Asn Leu Ala Ser Ala Gin Lys 
660 665 670 

Val Pro Val Thr Leu Ala Leu Asp Asn Thr Leu Phe Leu lie Arg Glu 
675 680 685 

Thr Glu Tyr Met Pro Trp Gin Ala Ala Leu Ser Ser Leu Asn Tyr Phe 
690 695 700 

Lys Leu Met Phe Asp Arg Ser Glu Val Tyr Gly Pro Met Lys Asn Tyr 
705 710 715 720 

Leu Ser Lys Gin Val Arg Pro Leu Phe Glu His Phe Lys Asn lie Thr 
725 730 735 

Asn Asp Trp Thr Arg Arg Pro Asp Thr Leu Met Asp Gin Tyr Asn Glu 
740 745 750 

lie Asn Ala lie Ser Thr Ala Cys Ser Asn Gly lie Gin Glu Cys Glu 
755 760 765 

Thr Leu Val Ser Asp Leu Phe Lys Gin Trp Met Asp Asp Pro Ser Asn 
770 775 780 

Asn Pro lie His Pro Asn Leu Arg Thr Thr Val Tyr Cys Asn Ala lie 
785 790 795 800 

Ala Leu Gly Gly Glu Arg Glu Trp Asp Phe Ala Trp Glu Gin Phe Arg 
805 810 815 

Asn Ala Thr Leu Val Asn Glu Ala Asp Lys Leu Arg Ser Ala Leu Ala 
820 825 830 

Cys Ser Asn Glu Val Trp lie Leu Asn Arg Tyr Leu Ser Tyr Thr Leu 
835 840 845 

Asn Pro Asp Tyr lie Arg Arg Gin Asp Ala Thr Ser Thr lie Asn Ser 
850 855 860 

He Ala Ser Asn Val He Gly Gin Thr Leu Val Trp Asp Phe Val Gin 
865 870 875 880 

Ser Asn Trp Lys Lys Leu Phe Glu Asp Phe Gly Gly Gly Ser Phe Ser 

885 890 895 

Phe Ala Asn Leu He Arg Ala Val Thr Arg Arg Phe Ser Thr Glu Tyr 

900 905 910 

Glu Leu Gin Gin Leu Glu Gin Phe Arg Leu Asn Asn Leu Asp Thr Gly 
915 920 925 

Phe Gly Ser Gly Thr Arg Ala Leu Glu GJn Ala Leu Glu Gin Thr Arg 
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930 935 940 

Ala Asn lie Lys Trp Val Gin Glu Asn Lys Glu Ala Val Leu Ala Trp 
945 950 955 960 

Phe Thr Ala Asn Ser Ala 
965 



<210> 73 

<211> 974 

<212> PRT 

<213> Mus musculus 

<400> 73 

Met Ala Lys Gly Phe Tyr lie Ser Lys Thr Leu Gly lie Leu Gly lie 
15 10 15 

Leu Leu Gly Val Ala Ala Val Cys Thr He He Ala Leu Ser Val Val 
20 25 30 

Tyr Ala Gin Glu Lys Asn Arg Asn Ala Glu Asn Ser Ala Thr Ala Pro 
35 40 45 

Thr Leu Pro Gly Ser Thr Ser Ala Thr Thr Ala Thr Thr Thr Ala Thr 
50 55 60 

Thr Thr Ala Thr Thr Thr Pro Ala Val Asp Glu Ser Lys Pro Trp Asn 

65 70 75 80 

Gin Tyr Arg Leu Pro Lys Thr Leu He Pro Asp Ser Tyr Arg Val He 
85 90 95 

Leu Arg Pro Tyr Leu Thr Pro Asn Asn Gin Gly Leu Tyr He Phe Gin 
100 105 110 

Gly Ser Ser Thr Val Arg Phe Thr Cys Asn Gin Thr Thr Asp Val He 
115 120 125 

He He His Ser Lys Lys Leu Asn Tyr Thr Leu Lys Gly Asn His Arg 
130 135 140 

Val Val Leu Arg Thr Leu Asp Gly Thr Pro Ala Pro Asn lie Asp Lys 
145 150 155 160 

Thr Glu Leu Val Glu Arg Thr Glu Tyr Leu Val Val His Leu Gin Gly 
165 170 175 

Ser Leu Val Glu Gly Arg Gin Tyr Glu Met Asp Ser Glu Phe Gin Gly 
180 185 190 

Glu Leu Ala Asp Asp Leu Ala Gly Phe Tyr Arg Ser Glu Tyr Met Glu 
195 200 205 

Gly Gly Val Lys Lys Val Val Ala Thr Thr Gin Met Gin Ala Ala Asp 
210 215 220 

Ala Arg Lys Ser Phe Pro Cys Phe Asp Glu Pre Ala Met Lys Ala Met 

225 230 235 240 

Phe Asn He Thi Leu lie Tyr Pro Asn Asn Leu He Ala Leu Ser Asn 

14 5 2 50 2 55 
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Met Leu Pro Lys 

260 

Met Thr Glu Phe 
275 

Tyr lie Val Ser 

290 

Val Gin He Gly 
305 

Gly Asp Tyr Ala 



Gin His Tyr Asn 
340 

Leu Pro Asp Phe 
355 

Tyr Arg Glu Ser 
370 

Asn Lys Glu Arg 
385 

Trp Phe Gly Asn 



Asn Glu Gly Phe 
420 

Glu Pro Thr Trp 
435 

Arg Val Met Ala 
450 

Pro Ala Asp Glu 
465 

Ser He Thr Tyr 



Phe Leu Thr Glu 

500 

Thr Tyr Gin Tyr 
515 

Gin Lys Ala Val 
530 

Arg Thr He Met 
545 

Thr Val Asn Thr 



Asp Ser Lys Ser 



Glu Ser Lys Pro 



His Ser Thr Pro 
280 

Glu Phe Lys Asn 

295 

He Trp Ala Arg 

310 

Leu Asn Val Thr 
325 

Thr Ser Tyr Pro 



Asn Ala Gly Ala 
360 

Ser Leu Val Phe 
375 

Val Val Thr Val 

390 

Leu Val Thr Val 
405 

Ala Ser Tyr Val 



Asn Leu Lys Asp 
440 

Val Asp Ala Leu 
455 

lie Lys Thr Pro 
470 

Ser Lys Gly Ala 
485 

Asp Leu Phe Lys 



Ser Asn Thr Val 
520 

Asn Gin Gin Thr 
535 

Asp Arg Trp lie 

550 

Ser Thr Gly Glu 

565 

Asn Val Thr Arg 



Tyr Pro Glu Asp 
265 

Lys Met Ser Thr 



lie Ser Ser Val 

300 

Pro Ser Ala lie 
315 

Gly Pro lie Leu 
330 

Leu Pro Lys Ser 
345 

Met Glu Asn Trp 



Asp Ser Gin Ser 
380 

lie Ala His Glu 

395 

Ala Trp Trp Asn 
410 

Glu Tyr Leu Gly 
425 

Leu Met Val Leu 



Ala Ser Ser His 
460 

Asp Gin lie Met 
475 

Ser Val lie Arg 
490 

Lys Gly Leu Ser 
505 

Tyr Leu Asp Leu 



Ala Val Gin Leu 
540 

Leu Gin Met Gly 
555 

lie Ser Gin Lys 
570 

Pro Ser Glu Phe 



Pro Ser Cys Thr 

270 

Tyr Leu Leu Ala 

285 

Ser Ala Asn Gly 



Asp Glu Gly Gin 

320 

Asn Phe Phe Ala 
335 

Asp Gin lie Ala 
350 

Gly Leu Val Thr 

365 

Ser Ser He Ser 



Leu Ala His Gin 
400 

Asp Leu Trp Leu 
415 

Ala Asp Tyr Ala 
430 

Asn Asp Val Tyr 
445 

Pro Leu Ser Ser 



Glu Leu Phe Asp 
480 

Met Leu Ser Ser 
495 

Ser Tyr Leu His 
510 

Trp Glu His Leu 

525 

Pro Ala Thr Val 



Phe Pro Val lie 

560 

His Phe Leu Leu 
575 

Asn Tyr lie Trp 



86 



580 



585 



590 



lie Ala Pro lie Pro Phe Leu Lys Ser Gly Gin Glu Asp His Tyr Trp 
595 600 605 

Leu Asp Val Glu Lys Asn Gin Ser Ala Lys Phe Gin Thr Ser Ser Asn 
610 615 620 

Glu Trp lie Leu Leu Asn lie Asn Val Thr Gly Tyr Tyr Leu Val Asn 
625 630 635 640 

Tyr Asp Glu Asn Asn Trp Lys Lys Leu Gin Asn Gin Leu Gin Thr Asp 
645 650 655 

Leu Ser Val lie Pro Val lie Asn Arg Ala Gin lie lie His Asp Ser 
660 665 670 

Phe Asn Leu Ala Ser Ala Lys Met lie Pro lie Thr Leu Ala Leu Asp 
675 680 685 

Asn Thr Leu Phe Leu Val Lys Glu Thr Glu Tyr Met Pro Trp Gin Ala 
690 695 700 

Ala Leu Ser Ser Leu Asn Tyr Phe Thr Leu Met Phe Asp Arg Ser Glu 
705 710 715 720 

Val Tyr Gly Pro Met Lys Arg Tyr Leu Lys Lys Gin Val Met Pro Leu 
725 730 735 

Phe Phe Tyr Phe Gin Asn Arg Thr Asn Asn Trp Val Asn Arg Pro Pro 
740 745 750 

Thr Leu Met Glu Gin Tyr Asn Glu lie Asn Ala lie Ser Thr Ala Cys 

755 760 765 

Ser Ser Gly Leu Lys Glu Cys Arg Asp Leu Val Val Glu Leu Tyr Ser 
770 775 780 

Gin Trp Met Lys Asn Pro Asn Asn Asn Thr lie His Pro Asn Leu Arg 
785 790 795 800 

Ser Thr Val Tyr Cys Asn Ala lie Ala Phe Gly Gly Glu Glu Glu Trp 
805 810 815 

Asn Phe Ala Trp Glu Gin Phe Arg Asn Ala Thr Leu Val Asn Glu Ala 
820 825 830 

Asp Lys Leu Arg Ser Ala Leu Ala Cys Ser Lys Asp Val Trp lie Leu 
835 840 845 

Asn Arg Tyr Leu Ser Tyr Thr Leu Asn Pro Asp Tyr lie Arg Lys Gin 
850 855 860 

Asp Thr Thr Ser Thr lie lie Ser lie Ala Ser Asn Val Ala Gly His 

865 870 875 880 

Pro Leu Val Trp Asp Phe Val Arg Ser Asn Trp Lys Lys Leu Phe Glu 
885 890 895 

Asn Tyr Gly Gly Gly Ser Phe Ser Phe Ala Asn Leu He Gin Gly Val 
900 905 910 
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Thr Arg Arg Phe Ser Ser Glu Phe 
915 920 

Lys Ala Asp Asn Ser Ala Thr Gly 
930 935 

Glu Gin Ala Leu Glu Lys Thr Arg 
945 950 

Asn Lys Asp Ala Val Phe Lys Trp 
965 



Glu Leu Gin Gin Leu Glu Gin Phe 

925 

Phe Gly Thr Gly Thr Arg Ala Leu 

940 

Ala Asn lie Asp Trp Val Lys Glu 
955 960 

Phe Thr Glu Asn Ser Gly 
970 



<210> 74 
<211> 967 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Met Ala Lys Gly Phe Tyr lie Ser Lys Ser Leu Gly lie Leu Gly lie 
15 10 15 

Leu Leu Gly Val Ala Ala Val Cys Thr He He Ala Leu Ser Val Val 
20 25 30 

Tyr Ser Gin Glu Lys Asn Lys Asn Ala Asn Ser Ser Pro Val Ala Ser 
35 40 45 

Thr Thr Pro Ser Ala Ser Ala Thr Thr Asn Pro Ala Ser Ala Thr Thr 
50 55 60 

Leu Asp Gin Ser Lys Ala Trp Asn Arg Tyr Arg Leu Pro Asn Thr Leu 
65 70 75 80 

Lys Pro Asp Ser Tyr Gin Val Thr Leu Arg Pro Tyr Leu Thr Pro Asn 
85 90 95 

Asp Arg Gly Leu Tyr Val Phe Lys Gly Ser Ser Thr Val Arg Phe Thr 
100 105 110 

Cys Lys Glu Ala Thr Asp Val He He He His Ser Lys Lys Leu Asn 
115 120 125 

Tyr Thr Leu Ser Gin Gly His Arg Val Val Leu Arg Gly Val Gly Gly 
130 135 140 

Ser Gin Pro Pro Asp He Asp Lys Thr Glu Leu Val Glu Pro Thr Glu 
145 150 155 160 

Tyr Leu Val Val His Leu Lys Gly Ser Leu Val Lys Asp Ser Gin Tyr 
165 170 175 

Glu Met Asp Ser Glu Phe Glu Gly Glu Leu Ala Asp Asp Leu Ala Gly 
180 185 190 

Phe Tyr Arg Ser Glu Tyr Met Glu Gly Asn Val Arg Lys Val Val Ala 

195 200 205 

Thr Thr Gin Met Gin Ala Ala Asp Ala Arg Lys Ser Phe Pro Cys Phe 

210 215 220 

Asp Glu Pro Ala Met Lys Ala Glu Phe Asn He Thr Leu He His Pro 
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225 



230 



235 



240 



Lys Asp Leu Thr Ala Leu Ser Asn Met Leu Pro Lys Gly Pro Ser Thr 
245 250 255 

Pro Leu Pro Glu Asp Pro Asn Trp Asn Val Thr Glu Phe His Thr Thr 
260 265 270 

Pro Lys Met Ser Thr Tyr Leu Leu Ala Phe lie Val Ser Glu Phe Asp 
275 280 285 

Tyr Val Glu Lys Gin Ala Ser Asn Gly Val Leu lie Arg lie Trp Ala 
290 295 300 

Arg Pro Ser Ala lie Ala Ala Gly His Gly Asp Tyr Ala Leu Asn Val 
305 310 315 320 

Thr Gly Pro lie Leu Asn Phe Phe Ala Gly His Tyr Asp Thr Pro Tyr 
325 330 335 

Pro Leu Pro Lys Ser Asp Gin lie Gly Leu Pro Asp Phe Asn Ala Gly 
340 345 350 

Ala Met Glu Asn Trp Gly Leu Val Thr Tyr Arg Glu Asn Ser Leu Leu 
355 360 365 

Phe Asp Pro Leu Ser Ser Ser Ser Ser Asn Lys Glu Arg Val Val Thr 
370 375 380 

Val lie Ala His Glu Leu Ala His Gin Trp Phe Gly Asn Leu Val Thr 
385 390 395 400 

lie Glu Trp Trp Asn Asp Leu Trp Leu Asn Glu Gly Phe Ala Ser Tyr 
405 410 415 

Val Glu Tyr Leu Gly Ala Asp Tyr Ala Glu Pro Thr Trp Asn Leu Lys 
420 425 430 

Asp Leu Met Val Leu Asn Asp Val Tyr Arg Val Met Ala Val Asp Ala 
435 440 445 

Leu Ala Ser Ser His Pro Leu Ser Thr Pro Ala Ser Glu lie Asn Thr 
450 455 460 

Pro Ala Gin lie Ser Glu Leu Phe Asp Ala lie Ser Tyr Ser Lys Gly 
465 470 475 480 

Ala Ser Val Leu Arg Met Leu Ser Ser Phe Leu Ser Glu Asp Val Phe 
485 490 495 

Lys Gin Gly Leu Ala Ser Tyr Leu His Thr Phe Ala Tyr Gin Asn Thr 
500 505 510 

lie Tyr Leu Asn Leu Trp Asp His Leu Gin Glu Ala Val Asn Asn Arg 
515 520 525 

Ser lie Gin Leu Pro Thr Thr Val Arg Asp lie Met Asn Arg Trp Thr 
530 535 540 

Leu Gin Met Gly Phe Pro Val He Thr Val Asp Thr Ser Thr Gly Thr 
545 550 555 560 
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Leu Ser Gin Glu His Phe Leu Leu Asp Pro Asp Ser Asn Val Thr Arg 
565 570 575 

Pro Ser Glu Phe Asn Tyr Val Trp lie Val Pro lie Thr Ser lie Arg 

580 585 590 

Asp Gly Arg Gin Gin Gin Asp Tyr Trp Leu lie Asp Val Arg Ala Gin 
595 600 605 

Asn Asp Leu Phe Ser Thr Ser Gly Asn Glu Trp Val Leu Leu Asn Leu 
610 615 620 

Asn Val Thr Gly Tyr Tyr Arg Val Asn Tyr Asp Glu Glu Asn Trp Arg 
625 630 635 640 

Lys lie Gin Thr Gin Leu Gin Arg Asp His Ser Ala lie Pro Val lie 
645 650 655 

Asn Arg Ala Gin lie lie Asn Asp Ala Phe Asn Leu Ala Ser Ala His 
660 665 670 

Lys Val Pro Val Thr Leu Ala Leu Asn Asn Thr Leu Phe Leu lie Glu 
675 680 685 

Glu Arg Gin Tyr Met Pro Trp Glu Ala Ala Leu Ser Ser Leu Ser Tyr 
690 695 700 

Phe Lys Leu Met Phe Asp Arg Ser Glu Val Tyr Gly Pro Met Lys Asn 
705 710 715 720 

Tyr Leu Lys Lys Gin Val Thr Pro Leu Phe lie His Phe Arg Asn Asn 
725 730 735 

Thr Asn Asn Trp Arg Glu lie Pro Glu Asn Leu Met Asp Gin Tyr Ser 
740 745 750 

Glu Val Asn Ala lie Ser Thr Ala Cys Ser Asn Gly Val Pro Glu Cys 
755 760 765 

Glu Glu Met Val Ser Gly Leu Phe Lys Gin Trp Met Glu Asn Pro Asn 
770 775 780 

Asn Asn Pro lie His Pro Asn Leu Arg Ser Thr Val Tyr Cys Asn Ala 
785 790 795 800 

lie Ala Gin Gly Gly Glu Glu Glu Trp Asp Phe Ala Trp Glu Gin Phe 
805 810 815 

Arg Asn Ala Thr Leu Val Asn Glu Ala Asp Lys Leu Arg Ala Ala Leu 

820 825 830 

Ala Cys Ser Lys Glu Leu Trp lie Leu Asn Arg Tyr Leu Ser Tyr Thr 
835 840 845 

Leu Asn Pre Asp Leu lie Arg Lys Gin Asp Ala Thr Ser Thr lie lie 
850 855 860 

Ser He Thr Asn Asn Val He Gly Gin Gly Leu Val Trp Asp Phe Val 
865 870 875 880 

Gin Ser Asn Trp Lys Lys Leu Phe Asn Asp Tyr Gly Gly Gly Ser Phe 
885 890 895 
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Ser Phe Ser Asn Leu lie Gin Ala Val Thr Arg Arg Phe Ser Thr Glu 
900 905 910 



Tyr Glu Leu Gin Gin Leu Glu Gin Phe Lys Lys Asp Asn Glu Glu Thr 
915 920 925 

Gly Phe Gly Ser Gly Thr Arg Ala Leu Glu Gin Ala Leu Glu Lys Thr 
930 935 940 

Lys Ala Asn lie Lys Trp Val Lys Glu Asn Lys Glu Val Val Leu Gin 

945 950 955 960 



Trp Phe Thr Glu Asn Ser Lys 
965 



<210> 75 
<211> 967 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Met Ala Lys Gly Phe Tyr lie Ser Lys Ser Leu Gly lie Leu Gly lie 
15 10 15 

Leu Leu Gly Val Ala Ala Val Cys Thr He He Ala Leu Ser Val Val 
20 25 30 

Tyr Ser Gin Glu Lys Asn Lys Asn Ala Asn Ser Ser Pro Val Ala Ser 
35 40 45 

Thr Thr Pro Ser Ala Ser Ala Thr Thr Asn Pro Ala Ser Ala Thr Thr 
50 55 60 

Leu Asp Gin Sei Lys Ala Trp Asn Arg Tyr Arg Leu Pro Asn Thr Leu 
65 70 75 80 

Lys Pro Asp Ser Tyr Gin Val Thr Leu Arg Pro Tyr Leu Thr Pro Asn 
85 90 95 

Asp Arg Gly Leu Tyr Val Phe Lys Gly Ser Ser Thr Val Arg Phe Thr 
100 105 110 

Cys Lys Glu Ala Thr Asp Val He He He His Ser Lys Lys Leu Asn 
115 120 125 

Tyr Thr Leu Ser Gin Gly His Arg Val Val Leu Arg Gly Val Gly Gly 
130 135 140 

Ser Gin Pro Pro Asp He Asp Lys Thr Glu Leu Val Glu Pro Thr Glu 
145 150 155 160 

Tyr Leu Val Val His Leu Lys Gly Ser Leu Val Lys Asp Ser Gin Tyr 
165 170 175 

Glu Met Asp Ser Glu Phe Glu Gly Glu Leu Ala Asp Asp Leu Ala Gly 
180 185 190 

Phe Tyr Arg Ser Glu Tyr Met Glu Gly Asn Val Arg Lys Val Val Ala 
195 200 205 
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Thr Thr Gin Met Gin 
210 

Asp Glu Pro Ala Met 
225 

Lys Asp Leu Thr Ala 
245 

Pro Leu Pro Glu Asp 
260 

Pro Lys Met Ser Thr 
275 

Tyr Val Glu Lys Gin 
290 

Arg Pro Ser Ala lie 
305 

Thr Gly Pro lie Leu 

325 

Pro Leu Pro Lys Ser 
340 

Ala Met Glu Asn Trp 
355 

Phe Asp Pro Leu Ser 

370 

Val He Ala His Glu 

385 

He Glu Trp Trp Asn 
405 

Val Glu Tyr Leu Gly 
420 

Asp Leu Met Val Leu 
435 

Leu Ala Ser Ser His 
450 

Pro Ala Gin He Ser 
465 

Ala Ser Val Leu Arg 
485 

Lys Gin Gly Leu Ala 

500 

He Tyr Leu Asn Leu 
515 

Ser He Gin Leu Pro 

530 



Ala Ala Asp Ala Arg Lys 
215 

Lys Ala Glu Phe Asn He 

230 235 

Leu Ser Asn Met Leu Pro 

250 

Pro Asn Trp Asn Val Thr 

265 

Tyr Leu Leu Ala Phe He 

280 

Ala Ser Asn Gly Val Leu 
295 

Ala Ala Gly His Gly Asp 
310 315 

Asn Phe Phe Ala Gly His 

330 

Asp Gin He Gly Leu Pro 
345 

Gly Leu Val Thr Tyr Arg 
360 

Ser Ser Ser Ser Asn Lys 
375 

Leu Ala His Gin Trp Phe 
390 395 

Asp Leu Trp Leu Asn Glu 
410 

Ala Asp Tyr Ala Glu Pro 

425 

Asn Asp Val Tyr Arg Val 
440 

Pro Leu Ser Thr Pro Ala 
455 

Glu Leu Phe Asp Ala He 
470 475 

Met Leu Ser Ser Phe Leu 

490 

Ser Tyr Leu His Thr Phe 

505 

Trp Asp His Leu Gin Glu 
520 

Thr Thr Glu Arg Asp lie 
535 



Ser Phe Pro Cys Phe 

220 

Thr Leu He His Pro 
240 

Lys Gly Pro Ser Thr 
255 

Glu Phe His Thr Thr 
270 

Val Ser Glu Phe Asp 

285 

He Arg He Trp Ala 

300 

Tyr Ala Leu Asn Val 

320 

Tyr Asp Thr Pro Tyr 

335 

Asp Phe Asn Ala Gly 
350 

Glu Asn Ser Leu Leu 
365 

Glu Arg Val Val Thr 
380 

Gly Asn Leu Val Thr 
400 

Gly Phe Ala Ser Tyr 
415 

Thr Trp Asn Leu Lys 
430 

Met Ala Val Asp Ala 
445 

Ser Glu He Asn Thr 
460 

Ser Tyr Ser Lys Gly 
480 

Ser Glu Asp Val Phe 
495 

Ala Tyr Gin Asn Thr 
510 

Ala Val Asn Asn Arg 
525 

Met Asn Arg Trp Thr 
540 
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Leu Gin Met Gly Phe Pro Val lie Thr Val Asp Thr Ser Thr Gly Thr 
545 550 555 560 

Leu Ser Gin Glu His Phe Leu Leu Asp Pro Asp Ser Asn Val Thr Arg 
565 570 575 

Pro Ser Glu Phe Asn Tyr Val Trp lie Val Pro lie Thr Ser lie Arg 
580 585 590 

Asp Gly Arg Gin Gin Gin Asp Tyr Trp Leu Met Asp Val Arg Ala Gin 
595 600 605 

Asn Asp Leu Phe Ser Thr Ser Gly Asn Glu Trp Val Leu Leu Asn Leu 
610 615 620 

Asn Val Thr Gly Tyr Tyr Arg Val Asn Tyr Asp Glu Glu Asn Trp Arg 
625 630 635 640 

Lys lie Gin Thr Gin Leu Gin Arg Asp His Ser Ala lie Pro Val lie 
645 650 655 

Asn Arg Ala Gin lie lie Asn Asp Ala Phe Asn Leu Ala Ser Ala His 
660 665 670 

Lys Val Pro Val Thr Leu Ala Leu Asn Asn Thr Leu Phe Leu lie Glu 
675 680 685 

Glu Arg Gin Tyr Met Pro Trp Glu Ala Ala Leu Ser Ser Leu Ser Tyr 
690 695 700 

Phe Lys Leu Met Phe Asp Arg Ser Glu Val Tyr Gly Pro Met Lys Asn 
705 710 715 720 

Tyr Leu Lys Lys Gin Val Thr Pro Leu Phe lie His Phe Arg Asn Asn 
725 730 735 

Thr Asn Asn Trp Arg Glu lie Pro Glu Asn Leu Met Asp Gin Tyr Ser 
740 745 750 

Glu Val Asn Ala lie Ser Thr Ala Cys Ser Asn Gly Val Pro Glu Cys 
755 760 765 

Glu Glu Met Val Ser Gly Leu Phe Lys Gin Trp Met Glu Asn Pro Asn 
770 775 780 

Asn Asn Pro lie His Pro Asn Leu Arg Ser Thr Val Tyr Cys Asn Ala 
785 790 795 800 

lie Ala Gin Gly Gly Glu Glu Glu Trp Asp Phe Ala Trp Glu Gin Phe 
805 810 815 

Arg Asn Ala Thr Leu Val Asn Glu Ala Asp Lys Leu Arg Ala Ala Leu 

820 825 830 

Ala Cys Ser Lys Glu Leu Trp lie Leu Asn Arg Tyr Leu Ser Tyr Thr 
835 840 845 

Leu Asn Pro Asp Leu lie Arg Lys Gin Asp Ala Thr Ser Thr lie lie 
850 855 860 



Ser lie Thr Asn Asn Val lie Gly Gin Gly Leu Val Trp Asp Phe Val 
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865 

Gin Ser Asn Trp 



Ser Phe Ser Asn 
900 

Tyr Glu Leu Gin 
915 

Gly Phe Gly Ser 
930 

Lys Ala Asn lie 
945 



870 

Lys Lys Pro Phe 
885 

Leu lie Gin Ala 



Gin Leu Glu Gin 
920 

Gly Thr Arg Ala 

935 

Lys Trp Val Lys 
950 



875 

Asn Asp Tyr Gly 
890 

Val Thr Arg Arg 
905 

Phe Lys Lys Asp 



Leu Glu Gin Ala 
940 

Glu Asn Lys Glu 
955 



880 

Gly Gly Ser Phe 
895 

Phe Ser Thr Glu 
910 

Asn Glu Glu Thr 
925 

Leu Glu Lys Thr 



Val Val Leu Gin 
960 



Trp Phe Thr Glu Asn Ser Lys 
965 



<210> 76 
<211> 74 
<212> PRT 

<213> Homo sapiens 
<400> 76 

Met Leu Gly Leu Val Leu Ala Leu 
1 5 

Tyr Val Gly Leu Ser Ala Asn Gin 
20 

Val Asp Cys Gly Tyr Pro His Val 

35 40 

Gly Cys Cys Phe Asp Ser Arg lie 
50 55 

Pro Leu Thr Arg Lys Thr Glu Cys 
65 70 



Leu Ser Ser Ser Ser Ala Glu Glu 
10 15 

Cys Ala Val Pro Ala Lys Asp Arg 
25 30 

Thr Pro Lys Glu Cys Asn Asn Arg 
45 

Pro Gly Val Pro Trp Cys Phe Lys 
60 

Thr Phe 



<210> 77 
<211> 61 
<212> PRT 

<213> Homo sapiens 
<400> 77 

Ala Glu Glu Tyr Val Gly Leu Ser Ala Asn Gin Cys Ala Val Pro Ala 
15 10 15 

Lys Asp Arg Val Asp Cys Gly Tyr Pro His Val Thr Pro Lys Glu Cys 

20 25 30 

Asn Asn Arg Gly Cys Cys Phe Asp Ser Arg He Pro Gly Val Pro Trp 
35 40 45 

Cys Phe Lys Pro Leu Thr Arg Lys Thr Glu Cys Thr Phe 
50 55 60 



04 



<210> 78 
<211> 73 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Met Leu Gly Leu Val Leu Ala Leu 
1 5 

Tyr Val Gly Leu Ser Ala Asn Gin 

20 

Val Asp Cys Gly Tyr Pro His Val 
35 40 

Gly Cys Cys Phe Asp Ser Arg lie 
50 55 

Pro Leu Gin Glu Ala Glu Cys Thr 
65 70 



Leu Ser Ser Ser Ser Ala Glu Glu 
10 15 

Cys Ala Val Pro Ala Lys Asp Arg 

25 30 

Thr Pro Lys Glu Cys Asn Asn Arg 
45 

Pro Gly Val Pro Trp Cys Phe Lys 
60 

Phe 



<210> 79 
<211> 80 
<212> PRT 

<213> Homo sapiens 
<400> 79 

Met Ala Ala Arg Ala Leu Cys Met Leu Gly Leu Val Leu Ala Leu Leu 
15 10 15 

Ser Ser Ser Ser Ala Glu Glu Tyr Val Gly Leu Ser Ala Asn Gin Cys 
20 25 30 

Ala Val Pro Ala Lys Asp Arg Val Asp Cys Gly Tyr Pro His Val Thr 
35 40 45 

Pro Lys Glu Cys Asn Asn Arg Gly Cys Cys Phe Asp Ser Arg lie Pro 
50 55 60 

Gly Val Pro Trp Cys Phe Lys Pro Leu Gin Glu Ala Glu Cys Thr Phe 

65 70 75 80 



<210> 80 
<211> 59 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (1) 

<223> Where Xaa is any amino acid as defined in the 

speci f ication 

<400> 80 

Xaa Glu Tyr Val Gly Leu Ser Ala Asn Gin Cys Ala Val Pre Ala Lys 
1 5 10 15 
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Asp Arg Val Asp Cys Gly Tyr Pro His Val Thr Pro Lys Glu Cys Asn 
20 25 30 

Asn Arg Gly Cys Cys Phe Asp Ser Arg lie Pro Gly Val Pro Trp Cys 
35 40 45 

Phe Lys Pro Leu Gin Glu Ala Glu Cys Thr Phe 
50 55 



<210> 81 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 81 

Met Glu Thr Gly Pro Glu Asp Pro Ser Ser Met Pro Glu Glu Ser Ser 
15 10 15 

Pro Arg Arg Thr Pro Gin Ser lie Pro Tyr Gin Asp Leu Pro His Leu 
20 25 30 

Val Asn Ala Asp Gly Gin Tyr Leu Phe Cys Arg Tyr Trp Lys Pro Thr 
35 40 45 

Gly Thr Pro Lys Ala Leu lie Phe Val Ser His Gly Ala Gly Glu His 
50 55 60 

Ser Gly Arg Tyr Glu Glu Leu Ala Arg Met Leu Met Gly Leu Asp Leu 
65 70 75 80 

Leu Val Phe Ala His Asp His Val Gly His Gly Gin Ser Glu Gly Glu 
85 90 95 

Arg Met Val Val Ser Asp Phe His Val Phe Val Arg Asp Val Leu Gin 
100 105 110 

His Val Asp Ser Met Gin Lys Asp Tyr Pro Gly Leu Pro Val Phe Leu 
115 12C 125 

Leu Gly His Ser Met Gly Gly Ala He Ala He Leu Thr Ala Ala Glu 
130 135 140 

Arg Pro Gly His Phe Ala Gly Met Val Leu He Ser Pro Leu Val Leu 
145 150 155 160 

Ala Asn Pro Glu Ser Ala Thr Thr Phe Lys Val Leu Ala Ala Lys Val 
165 170 175 

Leu Asn Leu Val Leu Pro Asn Leu Ser Leu Gly Pro He Asp Ser Ser 
180 185 190 

Val Leu Ser Arg Asn Lys Thr Glu Val Asp lie Tyr Asn Ser Asp Pro 

195 200 205 

Leu lie Cys Arg Ala Gly Leu Lys Val Cys Phe Gly He Gin Leu Leu 
210 215 220 

Asn Ala Val Ser Arg Val Glu Arg Ala Leu Pro Lys Leu Thr Val Pro 

225 230 235 240 

Phe Leu Leu Leu Gin Gly Ser Ala Asp Arg Leu Cys Asp Ser Lys Gly 



96 



245 



250 



255 



Ala Tyr Leu Leu Met Glu Leu Ala 

260 

He Tyr Glu Gly Ala Tyr His Val 
275 280 

Thr Asn Ser Val Phe His Glu He 
290 295 

Ala Thr Ala Gly Thr Ala Ser Pro 
305 310 



Lys Ser Gin Asp Lys Thr Leu Lys 
265 270 

Leu His Lys Glu Leu Pro Glu Val 
285 

Asn Met Trp Val Ser Gin Arg Thr 
300 

Pro 



<210> 82 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<400> 82 

Met Pro Glu Glu Ser Ser Pro Arg Arg Thr Pro Gin Ser He Pro Tyr 
15 10 15 

Gin Asp Leu Pro His Leu Val Asn Ala Asp Gly Gin Tyr Leu Phe Cys 
20 25 30 

Arg Tyr Trp Lys Pro Thr Gly Thr Pro Lys Ala Leu He Phe Val Ser 
35 40 45 

His Gly Ala Gly Glu His Ser Gly Arg Tyr Glu Glu Leu Ala Arg Met 
50 55 60 

Leu Met Gly Leu Asp Leu Leu Val Phe Ala His Asp His Val Gly His 
65 70 75 80 

Gly Gin Ser Glu Gly Glu Arg Met Val Val Ser Asp Phe His Val Phe 
85 90 95 

Val Arg Asp Val Leu Gin His Val Asp Ser Met Gin Lys Asp Tyr Pro 
100 105 110 

Gly Leu Pro Val Phe Leu Leu Gly His Ser Met Gly Gly Ala He Ala 
115 120 125 

He Leu Thr Ala Ala Glu Arg Pro Gly His Phe Ala Gly Met Val Leu 
130 135 140 

He Ser Pro Leu Val Leu Ala Asn Pro Glu Ser Ala Thr Thr Phe Lys 
145 150 155 160 

Val Leu Ala Ala Lys Val Leu Asn Leu Val Leu Pro Asn Leu Ser Leu 
165 170 175 

Gly Pro lie Asp Ser Ser Val Leu Ser Arg Asn Lys Thr Glu Val Asp 
180 185 190 

He Tyr Asn Ser Asp Pro Leu He Cys Arg Ala Gly Leu Lys Val Cys 
195 200 205 

Phe Gly He Gin Leu Leu Asn Ala Val Ser Arg Val Glu Arg Ala Leu 
210 215 220 
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Pro Lys Leu Thr Val Pro Phe Leu Leu Leu Gin Gly Ser Ala Asp Arg 
225 230 235 240 



Leu Cys Asp Ser Lys Gly Ala Tyr Leu Leu Met Glu Leu Ala Lys Ser 
245 250 255 

Gin Asp Lys Thr Leu Lys lie Tyr Glu Gly Ala Tyr His Val Leu His 
260 265 270 

Lys Glu Leu Pro Glu Val Thr Asn Ser Val Phe His Glu lie Asn Met 
275 280 285 

Trp Val Ser Gin Arg Thr Ala Thr Ala Gly Thr Ala Ser Pro Pro 

290 295 300 



<210> 83 
<211> 303 
<212> PRT 

<213> Mus musculus 
<400> 83 

Met Pro Glu Ala Ser Ser Pro Arg Arg Thr Pro Gin Asn Val Pro Tyr 
15 10 15 

Gin Asp Leu Pro His Leu Val Asn Ala Asp Gly Gin Tyr Leu Phe Cys 
20 25 30 

Arg Tyr Trp Lys Pro Ser Gly Thr Pro Lys Ala Leu lie Phe Val Ser 
35 40 45 

His Gly Ala Gly Glu His Cys Gly Arg Tyr Asp Glu Leu Ala His Met 
50 55 60 

Leu Lys Gly Leu Asp Met Leu Val Phe Ala His Asp His Val Gly His 
65 70 75 80 

Gly Gin Ser Glu Gly Glu Arg Met Val Val Ser Asp Phe Gin Val Phe 
85 90 95 

Val Arg Asp Val Leu Gin His Val Asp Thr lie Gin Lys Asp Tyr Pro 
100 105 110 

Asp Val Pro lie Phe Leu Leu Gly His Ser Met Gly Gly Ala lie Ser 
115 120 125 

lie Leu Val Ala Ala Glu Arg Pro Thr Tyr Phe Ser Gly Met Val Leu 
130 135 140 

lie Ser Pro Leu Val Leu Ala Asn Pro Glu Ser Ala Ser Thr Leu Lys 
145 150 155 160 

Val Leu Ala Ala Lys Leu Leu Asn Phe Val Leu Pro Asn Met Thr Leu 
165 170 175 

Gly Arg lie Asp Ser Ser Val Leu Ser Arg Asn Lys Ser Glu Val Asp 
180 185 190 

Leu Tyr Asn Ser Asp Pro Leu Val Cys Arg Ala Gly Leu Lys Val Cys 
195 200 205 
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Phe Gly He Gin 
210 

Pro Arg Leu Thr 

225 

Leu Cys Asp Ser 



Gin Asp Lys Thr 
260 

Arg Glu Leu Pro 
275 

Trp Val Ser His 
290 



Leu Leu Asn Ala 
215 

Leu Pro Phe Leu 
230 

Lys Gly Ala Tyr 
245 

Leu Lys Met Tyr 



Glu Val Thr Asn 
280 

Arg He Ala Ala 
295 



Val Ala Arg Val 

220 

Leu Leu Gin Gly 

235 

Leu Leu Met Glu 
250 

Glu Gly Ala Tyr 
265 

Ser Val Leu His 



Ala Gly Ala Gly 

300 



Glu Arg Ala Met 



Ser Ala Asp Arg 
240 

Ser Ser Arg Ser 
255 

His Val Leu His 
270 

Glu Val Asn Ser 
285 

Cys Pro Pro 



<210> 84 
<211> 277 
<212> PRT 

<213> Ectromelia virus 
<400> 84 

Met Ser Ala Asn Cys Met Phe Asn Leu Asp Asn Asp Tyr He Tyr Cys 
15 10 15 

Lys Tyr Trp Lys Pro He Thr Tyr Pro Lys Ala Leu Val Phe He Ser 
20 25 30 

His Gly Ala Gly Glu His Ser Gly Arg Tyr Asp Glu Leu Ala Glu Asn 
35 40 45 

He Ser Ser Leu Gly He Leu Val Phe Ser His Asp His He Gly His 
50 55 60 

Gly Arg Ser Asn Gly Glu Lys Met Met He Asp Asp Phe Gly Thr Tyr 
65 70 75 80 

Val Arg Asp Val Val Gin His Val Val Thr He Lys Ser Thr Tyr Pro 
85 90 95 

Gly Val Pro Val Phe Leu Leu Gly His Ser Met Gly Ala Thr He Ser 
100 105 110 

He Leu Ala Ala Tyr Glu Asn Pro Asn Leu Phe Thr Ala Met He Leu 
115 120 125 

Met Ser Pro Leu Val Asn Ala Asp Ala Val Pro Arg Leu Asn Leu Leu 
130 135 140 

Ala Ala Lys Leu Met Gly Thr He Thr Pro Asn Val Ser Val Gly Lys 
145 150 155 160 

Leu Cys Pro Glu Ser Val Ser Arg Asp Lys Asp Glu Val Tyr Lys Tyr 
165 170 175 

Gin Tyr Asp Pro Leu Val Asn His Glu Lys He Lys Ala Gly Phe Ala 
180 185 190 

Ser Gin Val Leu Lys Ala Thr Asn Lys Val Arg Lys He He Pre Lys 
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195 



200 



205 



lie Asn Thr Pro Thr Leu lie Leu Gin Gly Thr Asn Asn Glu lie Ser 
210 215 220 

Asp Val Ser Gly Ala Tyr Tyr Phe Met Gin His Ala Asn Cys Asn Arg 
225 230 235 240 

Glu lie Lys lie Tyr Glu Gly Ala Lys His His Leu His Lys Glu Thr 
245 250 255 

Asp Glu Val Lys Lys Ser Val Met Lys Glu lie Glu Thr Trp He Phe 
260 265 270 

Asn Arg Val Lys Leu 
275 



<210> 85 
<211> 276 
<212> PRT 

<213> Monkeypox virus 
<400> 85 

Met Ser Ala Asn Cys Met Phe Asn Leu Asp Asn Asp Tyr He Tyr Cys 
15 10 15 

Lys Tyr Trp Lys Pro He Thr Tyr Pro Lys Ala Leu Val Phe He Ser 
20 25 30 

His Gly Ala Gly Glu His Ser Gly Arg Tyr Asp Glu Leu Ala Glu Asn 
35 40 45 

He Ser Ser Leu Gly He Leu Val Phe Ser His Asp His He Gly His 
50 55 60 

Gly Arg Ser Asn Gly Glu Lys Met Met He Asp Asp Phe Gly Lys Tyr 
65 70 75 30 

Val Arg Asp Val Val Gin His Val Val Thr He Lys Ser Thr Tyr Pro 
85 90 95 

Gly Val Pro Val Phe Leu Leu Gly His Ser Met Gly Ala Thr He Ser 
100 105 110 

He Leu Ala Ala Cys Asp Asn Pro Asn Leu Phe Thr Ala Met He Leu 
115 120 125 

Met Ser Pro Leu Val Asn Ala Asp Ala Val Pro Arg Leu Asn Leu Leu 
130 135 140 

Ala Ala Lys Leu Met Gly Thr He Thr Pro Asn Ala Ser Val Gly Lys 
145 150 155 160 

Leu Cys Pro Glu Ser Val Ser Arg Asp Met Asp Glu Val Tyr Lys Tyr 
165 170 175 

Gin Tyr Asp Pro Leu Val Asn His Glu Lys He Lys Ala Gly Phe Ala 
180 185 190 

Ser Gin Val Leu Lys Ala Thr Asn Lys Val Arg Lys He He Pre Lys 

195 200 205 
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lie Asp Thr Pro Thr Leu lie Leu Gin Gly Thr Asn Asn Glu lie Ser 
210 215 220 



Asp Val Ser Gly Ala Tyr Tyr Phe 

225 230 

Glu He Lys He Tyr Glu Gly Ala 
245 

Asp Glu Val Lys Lys Ser Val Met 
260 



Met Gin His Ala Asn Cys Asn Arg 

235 240 

Lys His His Leu His Lys Glu Thr 

250 255 

Lys Glu He Glu Thr Trp He Phe 

265 270 



Asn Arg Val Lys 
275 



<210> 86 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met Arg Met Leu Leu Ala Leu Leu Ala Leu Ser Ala Ala Arg Pro Ser 
15 10 15 

Ala Ser Ala Glu Ser His Trp Cys Tyr Glu Val Gin Ala Glu Ser Ser 
20 25 30 

Asn Tyr Pro Cys Leu Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys 
35 40 45 

Asp Arg Gin Ser Pro He Asn lie Val Thr Thr Lys Ala Lys Val Asp 
50 55 60 

Lys Lys Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr 
65 70 75 80 

Trp Thr Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn 
85 90 95 

Lys Ala Ser He Ser Gly Gly Gly Leu Pro Ala Pro Tyr Gin Ala Lys 
100 105 110 

Gin Leu His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His 
115 120 125 

Ser Leu Asp Gly Glu His Phe Ala Met Glu Met His He Val His Glu 
130 135 140 

Lys Glu Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu 
145 150 155 160 

Asp Glu He Ala Val Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val 
165 170 175 

Asn Glu Gly Phe Gin Pro Leu Val Glu Ala Leu Ser Asn He Pre Lys 
180 185 190 

Pro G]u Met Ser Thr Thr Met Ala Glu Ser Ser Leu Leu Asp Leu Leu 

195 200 205 
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Pro Lys Glu Glu Lys Leu Arg His Tyr Phe Arg Tyr Leu Gly Ser Leu 
210 215 220 

Thr Thr Pro Thr Cys Asp Glu Lys Val Val Trp Thr Val Phe Arg Glu 
225 230 235 240 

Pro lie Gin Leu His Arg Glu Gin He Leu Ala Phe Ser Gin Lys Leu 
245 250 255 

Tyr Tyr Asp Lys Glu Gin Thr Val Ser Met Lys Asp Asn Val Arg Pro 
260 265 270 

Leu Gin Gin Leu Gly Gin Arg Thr Val He Lys Ser Gly Ala Pro Gly 
275 280 285 

Arg Pro Leu Pro Trp Ala Leu Pro Ala Leu Leu Gly Pro Met Leu Ala 
290 295 300 

Cys Leu Leu Ala Gly Phe Leu Arg 
305 310 



<210> 87 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<400> 87 

Met Arg Met Leu Leu Ala Leu Leu Ala Leu Ser Ala Ala Arg Pro Ser 
15 10 15 

Ala Ser Ala Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys Asp Arg 
20 25 30 

Gin Ser Pro He Asn He Val Thr Thr Lys Ala Lys Val Asp Lys Lys 
35 40 45 

Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr Trp Thr 
50 55 60 

Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn Lys Ala 
65 70 75 80 

Ser He Ser Gly Gly Gly Leu Pro Ala Pro Tyr Gin Ala Lys Gin Leu 
85 90 95 

His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His Ser Leu 
100 105 110 

Asp Gly Glu His Phe Ala Met Glu Met His He Val His Glu Lys Glu 
115 120 125 

Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu Asp Glu 
130 135 140 

He Ala Val Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val Asn Glu 
145 150 155 160 

Gly Phe Gin Pro Leu Val Glu Ala Leu Ser Asn He Pro Lys Pro Glu 
165 170 175 

Met Ser Thr Thr Met Ala Glu Ser Ser Leu Leu Asp Leu Leu Pro Lys 
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180 



185 



190 



Glu Glu Lys Leu 
195 

Pro Thr Cys Asp 
210 

Gin Leu His Arg 
225 

Asp Lys Glu Gin 



Gin Leu Gly Gin 
260 

Leu Pro Trp Ala 
275 

Leu Ala Gly Phe 
290 



Arg His Tyr Phe 

200 

Glu Lys Val Val 
215 

Glu Gin lie Leu 
230 

Thr Val Ser Met 
245 

Arg Thr Val He 



Leu Pro Ala Leu 

280 

Leu Arg 



Arg Tyr Leu Gly 



Trp Thr Val Phe 
220 

Ala Phe Ser Gin 
235 

Lys Asp Asn Val 

250 

Lys Ser Gly Ala 

265 

Leu Gly Pro Met 



Ser Leu Thr Thr 
205 

Arg Glu Pro He 



Lys Leu Tyr Tyr 
240 

Arg Pro Leu Gin 
255 

Pro Gly Arg Pro 
270 

Leu Ala Cys Leu 
285 



<210> 88 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Ala Glu Ser His Trp Cys Tyr Glu Val Gin Ala Glu Ser Ser Asn Tyr 
15 10 15 

Pro Cys Leu Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys Asp Arg 
20 25 30 

Gin Ser Pro He Asn He Val Thr Thr Lys Ala Lys Val Asp Lys Lys 
35 40 45 

Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr Trp Thr 
50 55 60 

Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn Lys Ala 
65 70 75 80 

Ser He Ser Gly Gly Gly Leu Pro Ala Pro Tyr Gin Ala Lys Gin Leu 
85 90 95 

His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His Ser Leu 
100 105 110 

Asp Gly Glu His Phe Ala Met Glu Met His lie Val His Glu Lys Glu 
115 120 125 

Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu Asp Glu 
130 135 140 

He Ala Val Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val Asn Glu 
145 150 155 160 

Gly Phe Gin Pro Leu Val Glu Ala Leu Ser Asn He Pro Lys Pro Glu 
165 17C 175 
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Met Ser Thr Thr Met 

180 

Glu Glu Lys Leu Arg 

195 

Pro Thr Cys Asp Glu 
210 

Gin Leu His Arg Glu 
225 

Asp Lys Glu Gin Thr 
245 

Gin Leu Gly Gin Arg 
260 



Ala Glu Ser Ser Leu Leu 
185 

His Tyr Phe Arg Tyr Leu 
200 

Lys Val Val Trp Thr Val 
215 

Gin lie Leu Ala Phe Ser 
230 235 

Val Ser Met Lys Asp Asn 
250 

Thr Val He Lys Ser 
265 



Asp Leu Leu Pro Lys 
190 

Gly Ser Leu Thr Thr 
205 

Phe Arg Glu Pro He 

220 

Gin Lys Leu Tyr Tyr 
240 

Val Arg Pro Leu Gin 

255 



<210> 89 
<211> 262 
<212> PRT 

<213> Homo sapiens 
<400> 89 

Ala Glu Ser His Trp Cys Tyr Glu Val Gin Ala Glu Ser Ser Asn Tyr 
15 10 15 

Pro Cys Leu Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys Asp Arg 
20 25 30 

Gin Ser Pro He Asn He Val Thr Thr Lys Ala Lys Val Asp Lys Lys 
35 40 45 

Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr Trp Thr 
50 55 60 

Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn Lys Ala 
65 70 75 80 

Ser He Ser Gly Gly Gly Leu Pro Ala Pro Tyr Gin Ala Lys Gin Leu 
85 90 95 

His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His Ser Leu 
100 105 110 

Asp Gly Glu His Phe Ala Met Glu Met His He Val His Glu Lys Glu 
115 120 125 

Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu Asp Glu 
130 135 140 

lie Ala Val Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val Asn Glu 
145 150 155 160 

Gly Phe Gin Pro Leu Val Glu Ala Leu Ser Asn He Pre Lys Pro Glu 
165 170 175 

Met Ser Thr Thr Ser Ser Leu Leu Asp Leu Leu Pre Lys Glu Glu Lys 
180 185 190 
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Leu Arg His Tyr Phe Arg Tyr Leu Gly Ser Leu Thr Thr Pro Thr Cys 

195 200 205 



Asp Glu Lys Val Val Trp Thr Val Phe Arg Glu Pro He Gin Leu His 
210 215 220 

Arg Glu Gin He Leu Ala Phe Ser Gin Lys Leu Tyr Tyr Asp Lys Glu 
225 230 235 240 

Gin Thr Val Ser Met Lys Asp Asn Val Arg Pro Leu Gin Gin Leu Gly 
245 250 255 

Gin Arg Thr Val He Lys 
260 



<210> 90 
<211> 335 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 21> VARIANT 
<222> (8) 

<223> Where Xaa is any amino acid as defined in the 
specification 

<220> 

<2 21> VARIANT 
<222> (235) 

<223> Where Xaa is any amino acid as defined in the 
speci f i cat ion 

<400> 90 

Met Arg Met Leu Leu Ala Leu Xaa Ala Leu Ser Pro Ala Arg Pro Ser 
15 10 15 

Ala Ser Ala Glu Ser His Trp Cys Tyr Glu Val Gin Ala Glu Ser Ser 
20 25 30 

Asn Tyr Pro Cys Leu Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys 
35 40 45 

Asp Arg Gin Ser Pro He Asn He Val Thr Thr Lys Ala Lys Val Asp 
50 55 60 

Lys Lys Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr 
65 70 75 80 

Trp Thr Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn 
85 90 95 

Lys Ala Ser He Ser Gly Gly Gly Leu Pro Ala Pro Tyi Gin Ala Lys 
100 105 110 

Gin Leu His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His 
115 120 125 

Ser Leu Asp Gly Glu His Phe Ala Met Glu Met His lie Val His Glu 
130 135 14C 

Lys Glu Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu 
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145 



150 



155 



160 



Asp Glu He Ala Val Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val 
165 170 175 

Asn Glu Gly Phe Gin Pro Leu Val Glu Ala Leu Ser Asn He Pro Lys 
180 185 190 

Pro Glu Met Ser Thr Thr Met Ala Glu Ser Ser Leu Leu Asp Leu Leu 
195 200 205 

Pro Lys Glu Glu Lys Leu Arg His Tyr Phe Arg Tyr Leu Gly Ser Leu 
210 215 220 

Thr Thr Pro Thr Cys Asp Glu Lys Val Val Xaa Asp Cys Val Pro Gly 
225 230 235 240 

Ala His Ser Ala Ser Gin Arg Thr Asp Pro Gly He Leu Ser Glu Ala 
245 250 255 

Val Leu Arg Gin Gly Thr Asp Ser Glu His Glu Gly Gin Cys Gin Ala 
260 265 270 

Pro Ala Ala Ala Gly Ala Ala His Gly Asp Lys Val Arg Gly Pro Gly 
275 280 285 

Ser Ala Ala Ala Leu Gly Pro Ala Cys Pro Ala Gly Pro Pro Cys Trp 
290 295 300 

Pro Ala Cys Trp Pro Ala Ser Cys Asn Asp Ala Ser Leu Leu His Ala 
305 310 315 320 



Pro Ser Leu Leu Pro Gin Leu Ser Lys Phe Gin Ala Ser Gly Pro 
325 330 335 



<210> 91 
<211> 581 
<212> PRT 

<213> Homo sapiens 
<400> 91 

Met Gin Arg Pro Gly Pro Arg Leu Trp Leu Val Leu Gin Val Met Gly 
15 10 15 

Ser Cys Ala Ala He Ser Ser Met Asp Met Glu Arg Pro Gly Asp Gly 

20 25 30 

Lys Cys Gin Pro lie Glu He Pro Met Cys Lys Asp He Gly Tyr Asn 
35 40 45 

Met Thr Arg Met Pro Asn Leu Met Gly His Glu Asn Gin Arg Glu Ala 
50 55 60 

Ala lie Gin Leu His Glu Phe Ala Pro Leu Val Glu Tyr Gly Cys His 

65 '70 75 80 

Gly His Leu Arg Phe Phe Leu Cys Ser Leu Tyr Ala Pre Met Cys Thr 
85 90 95 

Glu Gin Val Ser Thr Pro lie Pro Ala Cys Arg Val Met Cys Glu Gin 
10C 105 110 
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Ala Arg Leu Lys Cys Ser Pre lie Met Glu Gin Phe Asn Phe Lys Trp 
115 120 125 

Pro Asp Ser Leu Asp Cys Arg Lys Leu Pro Asn Lys Asn Asp Pro Asn 
130 135 140 

Tyr Leu Cys Met Glu Ala Pro Asn Asn Gly Ser Asp Glu Pro Thr Arg 
145 150 155 160 

Gly Ser Gly Leu Phe Pro Pro Leu Phe Arg Pro Gin Arg Pro His Ser 
165 170 175 

Ala Gin Glu His Pro Leu Lys Asp Gly Gly Pro Gly Arg Gly Gly Cys 
180 185 190 

Asp Asn Pro Gly Lys Phe His His Val Glu Lys Ser Ala Ser Cys Ala 
195 200 205 

Pro Leu Cys Thr Pro Gly Val Asp Val Tyr Trp Ser Arg Glu Asp Lys 
210 215 220 

Arg Phe Ala Val Val Trp Leu Ala lie Trp Ala Val Leu Cys Phe Phe 
225 230 235 240 

Ser Ser Ala Phe Thr Val Leu Thr Phe Leu lie Asp Pro Ala Arg Phe 
245 250 255 

Arg Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Met Cys Tyr Cys Val 
260 265 270 

Tyr Ser Val Gly Tyr Leu lie Arg Leu Phe Ala Gly Ala Glu Ser lie 
275 280 285 

Ala Cys Asp Arg Asp Ser Gly Gin Leu Tyr Val lie Gin Glu Gly Leu 
290 295 300 

Glu Ser Thr Gly Cys Thr Leu Val Phe Leu Val Leu Tyr Tyr Phe Gly 
305 310 315 320 

Met Ala Ser Ser Leu Trp Trp Val Val Leu Thr Leu Thr Trp Phe Leu 

325 330 335 

Ala Ala Gly Lys Lys Trp Gly His Glu Ala lie Glu Ala Asn Ser Ser 
340 345 350 

Tyr Phe His Leu Ala Ala Trp Ala lie Pro Ala Val Lys Thr lie Leu 
355 360 365 

He Leu Val Met Arg Arg Val Ala Gly Asp Glu Leu Thr Gly Val Cys 

370 375 380 

Tyr Val Gly Ser Met Asp Val Asn Ala Leu Thr Gly Phe Val Leu He 
385 390 395 400 

Pro Leu Ala Cys Tyr Leu Val He Gly Thr Ser Phe He Leu Ser Gly 
405 410 415 

Phe Val Ala Leu Phe His He Arg Arg Val Met Lys Thr Gly Gly Glu 
420 425 430 

Asn Thr Asp Lys Leu Glu Lys Leu Met Val Arg He Gly Leu Phe Ser 
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435 



440 



445 



Val Leu Tyr Thr Val 
450 

Glu Arg Leu Asn Met 
465 

Cys Lys Met Asn Asn 
485 

Ser He Pro Ala Val 

500 

Val Val Gly He Thr 
515 

Gin Ser Trp Gin Gin 

530 

Arg Lys Pro Ala Ser 
545 

Gin His Pro Gin Lys 
565 



Pro Ala Thr Cys Val He 
455 

Asp Tyr Trp Lys He Leu 
470 475 

Gin Thr Lys Thr Leu Asp 
490 

Glu He Phe Met Val Lys 

505 

Ser Gly Met Trp He Trp 
520 

Val Cys Ser Arg Arg Leu 

535 

Val He Thr Ser Gly Gly 
550 555 

Thr His His Gly Lys Tyr 

570 



Ala Cys Tyr Phe Tyr 
460 

Ala Ala Gin His Lys 
480 

Cys Leu Met Ala Ala 
495 

He Phe Met Leu Leu 
510 

Thr Ser Lys Thr Leu 

525 

Lys Lys Lys Ser Arg 
540 

He Tyr Lys Lys Ala 
560 

Glu He Pro Ala Gin 
575 



Ser Pro Thr Cys Val 
580 



<210> 92 
<211> 585 
<212> PRT 

<213> Gallus gallus 
<400> 92 

Met Gly Pro Ala Ala Gly Asn Leu Val Arg Ala Val Leu Ala Leu Cys 
15 10 15 

Trp Leu Ala Glu His Cys Ala Gly He Ser Ser lie Asp He Glu Arg 
20 25 30 

Pro Gly Asp Gly Arg Cys Gin Pro He Glu He Pro Met Cys Lys Asp 
35 40 45 

He Gly Tyr Asn Met Thr Arg Met Pro Asn Leu Met Gly His Glu Asn 
50 55 60 

Gin Arg Glu Ala Ala He Gin Leu His Glu Phe Ala Pro Leu Val Glu 
65 70 75 80 

Tyr Gly Cys His Gly His Leu Lys Phe Phe Leu Cys Ser Leu Tyr Ala 
85 9 0 9 5 

Pro Met Cys Thr Glu Gin Val Ser Thr Pro He Pro Ala Cys Arg Val 
100 105 110 

Met Cys Glu Gin Ala Arg Leu Lys Cys Ser Pro lie Met Glu Gin Phe 
115 120 125 

Asn Phe Lys Trp Pro Asp Ser Leu Asp Cys Ser Lys Leu Pro Asn Lys 
130 135 140 
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Asn Asp Pro Asn Tyr Leu Cys Met Glu Ala Pro Asn Asn Gly Ser Asp 
145 150 155 160 

Glu Pro Pro Arg Gly Ser Ser Met Leu Pro Pro Met Phe Arg Pro Gin 
165 170 175 

Arg Pro Ser Thr Gly His Asp Leu Gin Gin His Lys Asp Ser Leu Ser 
180 185 190 

Arg Thr Ser Cys Glu Asn Pro Gly Lys Phe His His Val Glu Lys Ser 
195 200 205 

Ala Ser Cys Ala Pro Leu Cys Thr Pro Gly Val Asp Val Tyr Trp Ser 
210 215 220 

Lys Asp Asp Lys Gin Phe Ala Val lie Trp lie Ala lie Trp Ser lie 
225 230 235 240 

Leu Cys Phe Phe Ser Ser Ala Phe Thr Val Leu Thr Phe Leu lie Asp 
245 250 255 

Pro Gin Arg Phe Lys Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Met 
260 265 270 

Cys Tyr Cys Val Tyr Ser Val Gly Tyr lie lie Arg Leu Phe Ser Gly 
275 280 285 

Ala Glu Ser lie Ala Cys Asp Arg Asp Ser Gly Gin Leu Tyr Val lie 
290 295 300 

Gin Glu Gly Leu Glu Ser Thr Gly Cys Thr lie Val Phe Leu Val Leu 
305 310 315 320 

Tyr Tyr Phe Gly Met Ala Ser Ser Leu Trp Trp Val lie Leu Thr Leu 
325 330 335 

Thr Trp Phe Leu Ala Ala Gly Lys Lys Trp Gly His Glu Ala lie Glu 
340 345 350 

Ala Asn Ser Ser Tyr Phe His Leu Ala Ala Trp Ala lie Pro Ala Val 

355 360 365 

Lys Thr lie Met lie Leu Val Met Arg Arg Val Ala Gly Asp Glu Leu 

370 375 380 

Thr Gly Leu Cys Tyr Val Gly Ser Met Asp Val Asn Ala Leu Thr Gly 
385 390 395 400 

Phe Val Leu lie Pro Leu Ala Cys Tyr Leu lie lie Gly Thr Ser Phe 
405 410 415 

lie Leu Ser Gly Phe Val Ala Leu Phe His lie Arg Arg Val Met Lys 
420 425 430 

Thr Gly Gly Glu Asn Thr Asp Lys Leu Glu Lys Leu Met Val Arg lie 
435 440 445 

Gly Val Phe Ser Val Leu Tyr Thr Val Pro Ala Thr Cys Val He Ala 
450 455 460 

Cys Tyr Phe Tyr Glu Arg Leu Asn Met Asp Tyr Trp Lys He Val Ala 
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465 



470 



475 



480 



Ser Gin Gin Lys Cys Lys Met Asn 
485 

Met Met Asn Asn Ser lie Pro Ala 
500 

Phe Met Leu Leu Val Val Gly He 
515 520 

Ser Lys Thr Leu Gin Ser Trp Gin 
530 535 

Lys Arg Ser Arg Arg Lys Pro Ala 
545 550 

Tyr Lys Lys Pro Gin His Pro Gin 
565 

Ser Thr Leu Gin Pro Pro Thr Cys 
580 



Asn Gin Thr Lys Asn Leu Asp Cys 
490 495 

Val Glu He Phe Met Val Lys He 
505 510 

Thr Ser Gly Met Trp He Trp Thr 

525 

Asn Val Cys Ser Arg Arg Leu Lys 
540 

Ser Val He Thr Ser Ser Gly lie 
555 560 

Lys Thr His Leu Ala Lys Tyr Glu 

570 575 

Val 
585 



<210> 93 
<211> 586 
<212> PRT 

<213> Xenopus laevis 
<400> 93 

Met Asp Val Ser Gly Val Thr Gly Leu Leu Arg Gly Thr Ala Leu Leu 
15 10 15 

Leu Val Leu Ala Ala Ala Leu Cys Ser Ala lie Ser Ser He Asn Pro 
20 25 30 

Asp Arg Ser Gly Asp Gly Arg Cys Gin Ala He Glu He Pro Met Cys 
35 40 45 

Lys Asp lie Gly Tyr Asn Met Thr Arg Met Pro Asn Leu Met Gly His 
50 55 60 

Glu Asn Gin Lys Glu Ala Ala lie Gin Leu His Glu Phe Ala Pro Leu 

65 70 75 80 

Val Glu Tyr Gly Cys His Ser His Leu Lys Phe Phe Leu Cys Ser Leu 
85 90 95 

Tyr Ala Pro Met Cys Thr Glu Gin Val Ser Thr Pro lie Pro Ala Cys 
100 105 110 

Arg Val Met Cys Glu Gin Ala Arg Leu Lys Cys Ser Pro lie Met Glu 
115 120 125 

Gin Phe Asn Phe Lys Trp Pro Asp Ser Leu Asp Cys Ser Lys Leu Pro 
130 135 140 

Asn Lys Asn Asp Pro Asn Tyr Leu Cys Met. Glu Ala Pro Asn Asn Gly 
145 150 155 160 

Thr Asp Glu Thr Pro Arg Gly Ser Ser Met Leu Pro Pro lie Phe Arg 

165 " ]■??■ 175 
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Pro Gin Arg Pro 
180 

Ser Arg Ser Ser 
195 

Ser Ala Ser Cys 
210 

Ser Lys Asp Asp 
225 

lie Leu Cys Phe 



Asp Pro Leu Arg 
260 

Met Cys Tyr Cys 
275 

Gly Ala Asp Ser 
290 

He Gin Glu Gly 
305 

Leu Tyr Tyr Phe 



Leu Thr Trp Phe 
340 

Glu Ala Asn Ser 
355 

Val Lys Thr He 
370 

Leu Thr Gly Val 
385 

Gly Phe Val Leu 



Phe He Leu Ser 

420 

Lys Thr Gly Gly 
435 

He Gly Val Phe 
450 

Ala Cys Tyr Phe 
465 

Ala Thr Gin Asp 



Cys Thr Met Thr 



Ser Ser Gly His 



Cys Glu Asn Ser 
200 

Ala Pro Leu Cys 
215 

Lys Lys Phe Ala 
230 

Phe Ser Ser Ala 
245 

Phe Lys Tyr Pro 



Val Tyr Ser Val 
280 

He Ala Cys Asp 
295 

Leu Glu Ser Thr 
310 

Gly Met Ala Ser 
325 

Leu Ala Ala Gly 



Ser Tyr Phe His 
360 

Met He Leu Val 
375 

Cys Tyr Val Gly 
390 

lie Pro Leu Ala 
405 

Gly Phe Val Ala 



Glu Asn Thr Asp 
440 

Ser Val Leu Tyr 
455 

Tyr Glu Arg Leu 
470 

Lys Cys Lys Met 
485 

Ser Ser lie Pro 



Glu He Tyr Pro 
185 

Gly Lys Phe His 



Ser Ser Ser Val 

220 

Phe He Trp lie 
235 

Phe Thr Val Leu 
250 

Glu Arg Pro He 
265 

Gly Tyr lie lie 



Arg Asp Ser Gly 
300 

Gly Cys Thr lie 
315 

Ser Leu Trp Trp 
330 

Lys Lys Trp Gly 
345 

Leu Ala Ala Trp 



Met Arg Arg Val 

380 

Ser Met Asp Val 
395 

Cys Tyr Leu lie 
410 

Leu Phe His lie 
425 

Lys Leu Glu Lys 



Thr Val Pro Ala 

460 

Asn Met Asp Phe 

475 

Asp Ser Gin Thr 
490 

Ala Val Glu lie 



Lys Asp Pro Thr 

190 

His Val Glu Lys 
205 

Asp Val Tyr Trp 



Ala lie Trp Ser 
240 

Thr Phe Leu Val 
255 

lie Phe Leu Ser 
270 

Arg Leu Phe Ala 
285 

Gin Leu Tyr Val 



Val Phe Leu lie 

320 

Val lie Leu Thr 
335 

His Glu Ala lie 
350 

Ala lie Pro Ala 

365 

Ala Gly Asp Glu 



Asn Ala Leu Thr 
400 

lie Gly Thr Ser 
415 

Arg Arg Val Met 
430 

Leu Met Val Arg 
445 

Thr Cys Val lie 



Trp Lys lie Leu 
480 

Lys Thr Leu Asp 
495 

Phe Met Val Lys 
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500 



505 



510 



lie Phe Met Leu Leu 
515 

Thr Ser Lys Thr Val 
530 

Lys Lys Arg Asn Arg 
545 

lie Tyr Lys Lys Pro 

565 

Glu Ser Ala Leu Gin 

580 



Val Val Gly He Thr Ser 
520 

Gin Ser Trp Gin Asn Val 
535 

Ser Lys Pro Ala Ser Val 
550 555 

Gin His Pro Pro Lys Val 

570 

Ser Pro Thr Cys Val 
585 



Gly Met Trp lie Trp 

525 

Phe Ser Lys Arg Leu 
540 

He Thr Ser Ala Gly 

560 

His His Gly Lys Tyr 
575 



<210> 94 
<211> 530 
<212> PRT 

<213> Xenopus laevis 
<400> 94 

Met Glu Pro Arg Val Val Thr Ala Leu Leu Leu Ser Leu Ala Ala Ala 
15 10 15 

Leu Cys Ser Gly He Ser Ser He Asn Pro Asp Arg Ser Gly Glu Gly 
20 25 30 

Arg Cys Gin Ala He Glu lie Pro Met Cys Lys Asp lie Gly Tyr Asn 
35 40 45 

Met Thr Arg Met Pro Asn Leu Met Gly His Glu Asn Gin Lys Glu Ala 
50 55 60 

Ala lie Gin Leu His Glu Phe Ala Pro Leu Val Glu Tyr Gly Cys His 
65 70 75 80 

Ser His Leu Lys Phe Phe Leu Cys Ser Leu Tyr Ala Pro Met Cys Thr 
85 90 95 

Glu Gin Val Ser Thr Pro lie Pro Ala Cys Arg Val Met Cys Glu Gin 
100 105 110 

Ala Arg Leu Lys Cys Ser Pro lie Met Glu Gin Phe Asn Phe Lys Trp 
115 120 125 

Pro Asp Ser Leu Asp Cys Ser Lys Leu Pro Asn Lys Asn Asp Pro Asn 
130 135 140 

Tyr Leu Cys Met Glu Ala Pro Asn Asn Gly Thr Asp Glu Ala Pro Arg 
145 150 155 160 

Ser Ser Ser lie Leu Pro Pro lie Phe Arg Pro Gin Arg Pro Asn Ser 
165 170 175 

Gly His Glu Met Tyr Pro Lys Asp Pro Lys Gly Arg Ser Ser Cys Glu 
18C 185 190 

Asn Ser Gly Lys Phe His His Val Glu Lys Ser Ala Ser Cys Ala Pro 
195 200 205 
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Leu Cys Ser Ser Ser Val Asp Val Tyr Trp Ser Lys Asn Asp Lys Lys 
210 215 220 

Phe Ala Phe lie Trp lie Ala lie Trp Ser Leu Leu Cys Phe Phe Ser 
225 230 235 240 

Ser Ala Phe Thr Val Leu Thr Phe Leu Val Asp Pro Leu Arg Phe Lys 
245 250 255 

Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Met Cys Tyr Cys Val Tyr 
260 265 270 

Ser Val Gly Tyr lie lie Arg Leu Phe Ala Gly Ala Asp Ser lie Ala 
275 280 285 

Cys Asp Arg Asp Ser Gly Gin Leu Tyr Val lie Gin Glu Gly Leu Glu 
290 295 300 

Ser Thr Gly Cys Thr lie Val Phe Leu lie Leu Tyr Tyr Phe Gly Met 
305 310 315 320 

Ala Ser Ser Leu Trp Trp Val lie Leu Thr Leu Thr Trp Phe Leu Ala 
325 330 335 

Ala Gly Lys Lys Trp Gly His Glu Ala lie Glu Ala Asn Ser Ser Tyr 
340 345 350 

Phe His Leu Ala Ala Trp Ala lie Pro Ala Val Lys Thr lie Met He 
355 360 365 

Leu Val Met Arg Arg Val Ala Gly Asp Glu Leu Thr Gly Val Cys Tyr 
370 375 380 

Val Gly Ser Met Asp Val Asn Ala Leu Thr Gly Phe Val Leu He Pro 
385 390 395 400 

Leu Ala Cys Tyr Leu He He Gly Thr Ser Phe lie Leu Ser Gly Phe 
405 410 415 

Val Ala Leu Phe His He Arg Arg Val Met Lys Thr Gly Gly Glu Asn 
420 425 430 

Thr Asp Lys Leu Glu Lys Leu Met Val Arg He Gly Val Phe Ser Val 
435 440 445 

Leu Tyr Thr Val Pro Ala Thr Cys Val He Ala Cys Tyr Phe Tyr Glu 
450 455 460 

Arg Leu Asn Met Asp Phe Trp Lys He Leu Ala Thr Gin Asp Lys Cys 
465 470 475 480 

Lys Met Asp Ser Gin Thr Lys Thr Leu Asp Cys Thr Met Asn Lys Pro 
485 490 495 

Ala Ser Val He Thr Ser Ala Gly lie Tyr Lys Lys Pro Gin Gin Pro 
500 505 510 

Pro Lys He His His Gly Lys Tyr Glu Ser Ala Leu Arg Ser Pro Thr 
515 520 525 

Cys Val 
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530 



<210> 95 

<211> 580 

<212> PRT 

<213> Danio rerio 

<400> 95 

Met Phe Ala Ala Gly Val Gly He Ser Leu Gly Leu Leu Cys Phe Ala 
15 10 15 

Gly Phe Cys Ser Ala He Ser Ser He Asp Pro Asp Arg Pro Gly Glu 
20 25 30 

Gly Arg Cys Gin Glu He Ala He Pro Leu Cys Lys Asp He Gly Tyr 
35 40 45 

Asn Leu Thr Val Met Pro Asn Leu Met Gly His Glu Asp Gin Asn Glu 
50 55 60 

Ala Ala He Lys Leu His Glu Phe Ala Pro Leu He Glu Phe Gly Cys 
65 70 75 80 

His Ser His Leu Lys Phe Phe Leu Cys Ser Leu Tyr Ala Pro Met Cys 
85 90 95 

Thr Glu Gin Val Ser Thr Pro He Pro Ala Cys Arg Val Met Cys Glu 
100 105 110 

Gin Ala Arg Gin Lys Cys Ser Pro He Met Glu Gin Phe Asn Phe His 
115 120 125 

Trp Pro Glu Ser Leu Asp Cys Ser Arg Leu Pro Asn Lys Asn Asp Pro 
130 135 140 

Asn Tyr Leu Cys Met Glu Ala Pro Asn Asn Gly Thr Asp Glu Pro Pro 
145 150 155 160 

Lys Gly Ser His Thr Gin Ser Pro Asp Ser Arg Pro Pro Arg Pro Gly 
165 170 175 

Asn Ser Gin Glu Leu Pro He Lys Glu Arg Val Gly Lys Thr Thr Cys 
180 185 190 

Ser Asn Pro Gly Lys Phe His Tyr Val Gin Lys Ser Glu Ser Cys Ala 
195 200 205 

Pro Lys Cys Tyr Ser Asn Val Asp Val Tyr Trp Ser Gin Gly Asp Lys 

210 215 220 

Arg Phe Ser Met Val Trp He Ala He Trp Ser lie Leu Cys Phe He 
225 230 235 240 

Ser Ser Ala Phe Thr Val Leu Thr Phe Leu He Asp Pro Gin Arg Phe 
245 250 255 

Lys Tyr Pro Glu Arg Pro He He Phe Leu Ser Met Ser Tyr Cys Val 
260 265 270 

Tyr Ser Val Gly Phe Leu Val Arg Leu Phe Val Gly Val Glu Asn Val 

275 280 285 



1 14 



Ala Cys Asp Arg Asp Thr Gly Val Gin Tyr lie lie Gin Glu Gly Leu 
290 295 300 



Glu Ser Thr Gly Cys Thr He Val Phe Leu He Leu Tyr Tyr Phe Gly 
305 310 315 320 

Met Ala Ser Ser Leu Trp Trp Val He Leu Thr Leu Thr Trp Phe Leu 
325 330 335 

Ala Ala Gly Lys Lys Trp Gly His Glu Ala He Glu Ala Asn Ser Ser 
340 345 350 

Tyr Phe His Leu Ala Ala Trp Ala He Pro Ala lie Lys Thr He Met 

355 360 365 

He Leu Val Met Arg Lys Val Ala Gly Asp Glu Leu Thr Gly Val Cys 
370 375 380 

Tyr Val Gly Ser Met Asp Val Lys Ala Leu Thr Gly Phe Val Leu He 
385 390 395 400 

Pro Leu Ser Cys Tyr Leu He He Gly Thr Ser Phe Leu Leu Ser Gly 
405 410 415 

Phe Val Ala Leu Phe His lie Arg Lys Val Met Lys Thr Glu Gly Glu 
420 425 430 

Asn Thr Asp Lys Leu Glu Lys Leu Met Val Arg lie Gly Val Phe Ser 
435 440 445 

Val Leu Tyr Thr Val Pro Ala Thr Cys Val lie Ala Cys Tyr Phe Tyr 
450 455 460 

Glu Arg Leu Asn Met Asp Tyr Trp Lys lie Leu Ala Gly Glu Gin Lys 
465 470 475 480 

Cys Ala Asp Asp Gly Lys Ser Gly Glu Glu Cys Val Met Lys Ser Ser 
485 490 495 

lie Pro Ala Val Glu He Phe Met Val Lys lie Phe Met Leu Leu Val 

500 505 510 

Val Gly lie Thr Ser Gly Met Trp He Trp Thr Ser Lys Thr Leu Gin 
515 520 525 

Ser Trp Gin Asn Val Phe Ser Arg Lys Leu Lys Lys Lys Thr Arg Arg 
530 535 540 

Lys Ala Ala Cys Val Phe Thr Gly Ser Gly Pro Tyr Leu Lys Pro His 
545 550 555 560 

Pro Ala Leu Lys Gly His Lys Thr Lys Tyr Glu Pro Ala Gly Pro Pro 

565 570 575 

Ala Thr Cys Val 

580 



<210> 96 
<211> 346 
<212> PRT 



<213> Homo sapiens 



<400> 96 
Met Phe Leu Ser 
1 

Leu Gly Val Arg 

20 

Arg His Met Pro 
35 

Ser Thr Gin Glu 
50 

Val Asp Val Asn 
65 

Tyr Ala Pro lie 



Cys Lys Ser Val 
100 

Lys Met Tyr Asn 
115 

Pro Val Tyr Asp 
130 

Asp Leu Pro Glu 
145 

Val Gin Glu Arg 



Arg Cys Lys Cys 
180 

Lys Asn Tyr Ser 
195 

Ser Gly Cys Asn 
210 

Lys Ser Ser Ser 
225 

Ser Ser Cys Gin 



Met Cys Tyr Glu 

260 

Val Glu Lys Trp 

275 

Glu Arg Leu Gin 
290 

Ala Gly Arg Thr 
305 



He Leu Val Ala 
5 

Gly Ala Pro Cys 



Trp Asn He Thr 
40 

Asn Ala He Leu 
55 

Cys Ser Ala Val 
70 

Cys Thr Leu Glu 
85 

Cys Gin Arg Ala 



His Ser Trp Pro 
120 

Arg Gly Val Cys 
135 

Asp Val Lys Trp 
150 

Pro Leu Asp Val 
165 

Lys Lys Val Lys 



Tyr Val He His 
200 

Glu Val Thr Thr 
215 

Pro He Pro Arg 
230 

Cys Pro His lie 

245 

Trp Arg Ser Arg 



Arg Asp Gin Leu 
280 

Glu Gin Arg Arg 
295 

Ser Arg Ser Asn 

HO 



Leu Cys Leu Trp 
10 

Glu Ala Val Arg 
25 

Arg Met Pro Asn 



Ala He Glu Gin 
60 

Leu Arg Phe Phe 
75 

Phe Leu His Asp 
90 

Arg Asp Asp Cys 
105 

Glu Ser Leu Ala 



He Ser Pro Glu 
140 

He Asp He Thr 
155 

Asp Cys Lys Arg 
170 

Pro Thr Leu Ala 
185 

Ala Lys He Lys 



Val Val Asp Val 

220 

Thr Gin Val Pro 
235 

Leu Pro His Gin 
250 

Met Met Leu Leu 
265 

Ser Lys Arg Ser 



Thr Val Gin Asp 

300 

Pro Pro Lys Pro 
315 



Leu His Leu Ala 

15 

He Pro Met Cys 
30 

His Leu His His 
45 

Tyr Glu Glu Leu 



Phe Cys Ala Met 
80 

Pro He Lys Pro 
95 

Glu Pro Leu Met 
110 

Cys Asp Glu Leu 
125 

Ala He Val Thr 



Pro Asp Met Met 
160 

Leu Ser Pro Asp 
175 

Thr Tyr Leu Ser 
190 

Ala Val Gin Arg 
205 

Lys Glu He Phe 



Leu He Thr Asn 
240 

Asp Val Leu He 
255 

Glu Asn Cys Leu 
270 

He Gin Trp Glu 

285 

Ly s Lys Ly s Th r 



Lys Gly Lys Pro 
320 
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Pro Ala Pro Lys Pro Ala Ser Pro Lys Lys Asn lie Lys Thr Arg Ser 
325 330 335 

Ala Gin Lys Arg Thr Asn Pro Lys Arg Val 

340 345 



<210> 97 
<211> 346 
<212> PRT 

<213> Homo sapiens 
<400> 97 

Met Phe Leu Ser lie Leu Val Ala Leu Cys Leu Trp Leu His Leu Ala 
15 10 15 

Leu Gly Val Arg Gly Ala Pro Cys Glu Ala Val Arg lie Pro Met Cys 
20 25 30 

Arg His Met Pro Trp Asn lie Thr Arg Met Pro Asn His Leu His His 
35 40 45 

Ser Thr Gin Glu Asn Ala lie Leu Ala lie Glu Gin Tyr Glu Glu Leu 
50 55 60 

Val Asp Val Asn Cys Ser Ala Val Leu Arg Phe Phe Leu Cys Ala Met 
65 70 75 80 

Tyr Ala Pro lie Cys Thr Leu Glu Phe Leu His Asp Pro lie Lys Pro 
85 90 95 

Cys Lys Ser Val Cys Gin Arg Ala Arg Asp Asp Cys Glu Pro Leu Met 
100 105 110 

Lys Met Tyr Asn His Ser Trp Pro Glu Ser Leu Ala Cys Asp Glu Leu 
115 120 125 

Pro Val Tyr Asp Arg Gly Val Cys lie Ser Pro Glu Ala lie Val Thr 
130 135 140 

Asp Leu Pro Glu Asp Val Lys Trp lie Asp lie Thr Pro Asp Met Met 
145 150 155 160 

Val Gin Glu Arg Pro Leu Asp Val Asp Cys Lys Arg Leu Ser Pro Asp 
165 170 175 

Arg Cys Lys Cys Lys Lys Val Lys Pro Thr Leu Ala Thr Tyr Leu Ser 
180 185 190 

Lys Asn Tyr Ser Tyr Val lie His Ala Lys lie Lys Ala Val Gin Arg 
195 200 205 

Ser Gly Cys Asn Glu Val Thr Thr Val Val Asp Val Lys Glu lie Phe 

210 215 220 

Lys Ser Ser Ser Pro lie Pro Arg Thr Gin Val Pro Leu lie Thr Asn 
225 230 235 240 

Ser Ser Cys Gin Cys Pre His He Leu Pro His Gin Asp Val Leu He 
245 250 255 



117 



Met Cys Tyr Glu Trp Arg Ser Arg Met Met Leu Leu Glu Asn Cys Leu 
260 265 270 



Val Glu Lys Trp Arg Asp Gin Leu Ser Lys Arg Ser lie Gin Trp Glu 
275 280 285 

Glu Arg Leu Gin Glu Gin Arg Arg Thr Val Gin Asp Lys Lys Lys Thr 
290 295 300 

Ala Gly Arg Thr Ser Arg Ser Asn Pro Pro Lys Pro Lys Gly Lys Pro 
305 310 315 320 

Pro Ala Pro Lys Pro Ala Ser Pro Lys Lys Asn lie Lys Thr Arg Ser 
325 330 335 

Ala Gin Lys Arg Thr Asn Pro Lys Arg Val 
340 345 



<210> 98 
<211> 348 
<212> PRT 

<213> Rattus norvegicus 
<400> 98 

Met Leu Leu Ser lie Leu Val Ala Leu Cys Leu Trp Leu Arg Leu Ala 
15 10 15 

Leu Gly Val Arg Gly Ala Pro Cys Glu Ala Val Arg lie Pro Met Cys 
20 25 30 

Arg His Met Pro Trp Asn lie Thr Arg Met Pro Asn His Leu His His 
35 40 45 

Ser Thr Gin Glu Asn Ala lie Leu Ala lie Gly Gin Tyr Glu Glu Leu 
50 55 60 

Val Asp Val Asn Cys Ser Ser Val Leu Ser Phe Phe Leu Cys Ala Met 
65 70 75 80 

Tyr Ala Pro lie Cys Thr Leu Glu Phe Leu His Asp Pro lie Lys Pro 
85 90 95 

Cys Lys Ser Val Cys Gin Arg Ala Arg Asp Asp Cys Glu Pro Leu Met 
100 105 110 

Lys Met Tyr Asn His Ser Trp Pro Glu Ser Leu Ala Cys Asp Glu Leu 
115 120 125 

Pro Val Tyr Asp Arg Gly Val Cys He Ser Pro Glu Ala He Val Thr 
130 135 140 

Asp Leu Pro Glu Asp Val Lys Trp He Asp He Thr Pro Asp Met Met 
145 150 155 160 

Val Gin Glu Arg Ser Phe Asp Ala Asp Cys Lys His Leu Ser Pro Asp 
165 170 175 

Arg Cys Lys Cys Lys Lys Val Lys Pro Thr Leu Ala Thr Tyr Leu Ser 
180 185 190 

Lys Asn Tyr Ser Tyr Va'i lie His Ala Lys lie Lys Ala Val Gin Arg 
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195 



200 



205 



Ser Gly Cys Asn Glu Val Thr Thr Val Val Asp Val Lys Glu He Phe 
210 215 220 

Lys Ser Ser Ser Pro He Pro Arg Thr Gin Val Pro Leu He Thr Asn 
225 230 235 240 

Ser Ser Cys Gin Cys Pro His He Leu Pro His Gin Asp Val Leu lie 
245 250 255 

Met Cys Tyr Glu Arg Arg Ser Arg Met Met Leu Leu Glu Asn Cys Leu 
260 265 270 

Val Glu Lys Trp Arg Asp Gin Leu Ser Arg Arg Ser Thr Gin Trp Glu 
275 280 285 

Glu Arg Leu Gin Glu Gin Gin Arg Thr Thr Gin Asp Lys Lys Gin He 
290 295 300 

Ala Ser Arg Thr Ser Arg Ser Asn Pro Pro Lys Pro Lys Gly Arg Ser 
305 310 315 320 

Pro Ala Ser Lys Pro Ala Ser Pro Lys Lys Asn He Lys Ala Arg Ser 
325 330 335 

Ala Pro Lys Lys Ser Asn Pro Lys Lys Ser Thr Ser 
340 345 



<210> 99 
<211> 348 
<212> PRT 

<213> Rattus norvegicus 
<220> 

<2 21> VARIANT 
<222> (251) 

<223> Where Xaa is any amino acid as defined in the 
specification 

<400> 99 

Met Leu Leu Ser lie Leu Val Ala Leu Cys Leu Cys Val Arg Leu Ala 
15 10 15 

Leu Gly Val Arg Gly Ala Pro Cys Glu Ala Val Arg lie Pro Met Cys 
20 25 30 

Arg His Met Pro Trp Asn lie Thr Arg Met Pro Asn His Leu His His 
35 40 45 

Ser Thr Gin Glu Asn Ala lie Leu Ala lie Glu Gin Tyr Glu Glu Leu 
50 55 60 

Val Asp Val Asn Cys Ser Ser Val Leu Arg Phe Phe Leu Cys Ala Met 

65 70 75 80 

Tyr Ala Pro He Cys Thr Leu Glu Phe Leu His Asp Pro lie Lys Pro 
85 90 95 

Cys Lys Ser Val Cys Gin Arg Ala Arg Asp Asp Cys Glu Pro Leu Met 
100 10 c 110 



1 19 



Lys Met Tyr Asn His Ser Trp Pro Glu Ser Leu Ala Cys Asp Glu Leu 
115 120 125 



Pro Val Tyr Asp Arg Gly Val Cys lie Ser Pro Glu Ala lie Val Thr 
130 135 140 

Asp Leu Pro Glu Asp Val Lys Trp lie Asp lie Thr Pro Asp Met Met 
145 150 155 160 

Val Gin Glu Arg Ser Phe Asp Ala Asp Cys Lys His Leu Ser Pro Asp 
165 170 175 

Arg Cys Lys Cys Lys Lys Val Lys Pro Thr Leu Ala Thr Tyr Leu Ser 
180 185 190 

Lys Asn Tyr Ser Tyr Val lie His Ala Lys lie Lys Ala Val Gin Arg 
195 200 205 

Ser Gly Cys Asn Glu Val Thr Thr Val Val Asp Val Lys Glu He Phe 
210 215 220 

Lys Ser Ser Ser Pro He Pro Arg Thr Gin Val Pro Leu He Thr Asn 
225 230 235 240 

Ser Ser Cys Gin Cys Pro His He Leu Pro Xaa Gin Asp Val Leu He 
245 250 255 

Met Cys Tyr Glu Arg Arg Ser Arg Met Met Leu Leu Glu Asn Cys Leu 
260 265 270 

Val Glu Lys Trp Arg Asp Gin Leu Ser Arg Arg Ser Thr Gin Trp Glu 
275 280 285 

Glu Arg Leu Gin Glu Gin Gin Arg Thr Thr Gin Asp Lys Lys Gin He 
290 295 300 

Ala Ser Arg Thr Ser Arg Ser Asn Pro Pro Lys Pro Lys Gly Arg Ser 
305 310 315 320 

Pro Ala Ser Lys Pro Ala Ser Pro Lys Lys Asn He Lys Ala Arg Ser 

325 330 335 

Ala Pro Lys Lys Ser Asn Pro Lys Lys Ser Thr Ser 
340 345 



<210> 100 
<211> 351 
<212> PRT 

<213> Rattus norvegicus 
<400> 100 

Met Leu Arg Ser He Leu Val Ala Leu Cys Leu Trp Leu Arg Leu Ala 
15 10 15 

Leu Gly Val Arg Gly Ala Pro Cys Glu Ala Val Arg lie Pro Met Cys 
20 25 30 

Arg His Met Pro Trp Asn He Thr Arg Met Pre Asn His Leu His His 
35 40 45 
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Ser Thr Gin Glu Asn Ala lie Leu Ala lie Glu Gin Tyr Glu Glu Leu 

50 55 60 



Val Asp Val Asn Cys Ser Ser Val Leu Arg Phe Phe Leu Cys Ala Met 
65 70 75 SO 

Tyr Ala Pro lie Cys Thr Leu Glu Phe Leu His Asp Pro lie Lys Pro 
35 90 95 

Cys Lys Ser Val Cys Gin Arg Ala Arg Asp Asp Cys Glu Pro Leu Met 
100 105 110 

Lys Met Tyr Asn His Ser Trp Pro Glu Ser Leu Ala Cys Asp Glu Leu 
115 120 125 

Pro Val Tyr Asp Arg Gly Val Cys lie Ser Pro Glu Ala lie Val Thr 
130 135 140 

Asp Leu Pro Glu Asp Val Lys Trp lie Asp lie Thr Pro Asp Met Met 
145 150 155 160 

Val Gin Glu Arg Ser Phe Asp Ala Asp Cys Lys Arg Leu Ser Pro Asp 
165 170 175 

Arg Cys Lys Cys Lys Lys Val Lys Pro Thr Leu Ala Thr Tyr Leu Ser 
180 185 190 

Lys Asn Tyr Ser Tyr Val lie His Ala Lys lie Lys Ala Val Gin Arg 
195 200 205 

Ser Gly Cys Asn Glu Val Thr Thr Val Val Asp Val Lys Glu He Phe 
210 215 220 

Lys Ser Leu Ser Pro He Pro Arg Thr Gin Val Pro Leu He Thr Asn 
225 230 235 240 

Ser Ser Cys Gin Cys Pro His He Leu Pro His Gin Asp Val Leu He 
245 250 255 

Met Cys Tyr Glu Trp Arg Ser Arg Met Met Leu Leu Glu Asn Cys Leu 
260 265 270 

Val Glu Lys Trp Arg Asp Gin Leu Ser Arg Arg Ser He Gin Trp Glu 
275 280 285 

Glu Arg Leu Gin Glu Gin Gin Arg Thr He Gin Asp Lys Lys Gin He 
290 295 300 

Ala Ser Arg Thr Ser Arg Thr Ser Arg Ser Asn Pro Pro Lys Ser Lys 
305 310 315 320 

Gly Arg Pro Pro Ala Pro Lys Pro Ala Ser Pro Lys Lys Asn lie Lys 
325 330 335 

Ala Arg Ser Ala Pre Lys Lys Ser Asn Leu Lys Lys Ser Ala Ser 
340 345 350 



<210> 101 
<211> 752 
<212> PRT 

<213> Homo sapiens 
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<400> 101 
Met Ala Arg Lys 
1 

Val Thr Asn Pro 
20 

Thr Glu Lys lie 
35 

Ala He Ser Thr 
50 

Gly Glu Asn Asn 
65 

Asn He Gly He 



Asp His His Ser 
100 

Asp His Glu His 
115 

Ala Ala Ser Gly 
130 

Ser Asp Ser Ser 
145 

His Arg Pro Glu 



Ser Ala Ser Glu 
180 

Thr His Phe Leu 
195 

Pro Lys Asp Val 
210 

Arg Val Ser Arg 

225 

Pro Arg Lys Gly 



Glu Cys Phe Asn 
260 

Gin Val Pro Leu 
275 

He Asn Gin He 
290 

Lys Ala Glu He 

305 



Leu Ser Val He 
5 

Leu His Glu Leu 



Ser Pro Asn Trp 
40 

Arg Gin Tyr His 
55 

Ser Leu Ser Val 

70 

Asp Lys lie Lys 
85 

Asp His Glu His 



His Ser Asp His 
120 

Lys Asn Lys Arg 
135 

Gly Lys Asp Pro 
150 

His Ala Ser Gly 
165 

Val Thr Ser Thr 



Glu Thr He Glu 
200 

Ser Ser Ser Thr 

215 

Leu Ala Gly Arg 

230 

Phe Met Tyr Ser 
245 

Ala Ser Lys Leu 



Asn Ala Thr Glu 

280 

Asp Ala Arg Ser 

295 

Pre Pre Lys Thr 

i ] 0 



Leu lie Leu Thr 
10 

Lys Ala Ala Ala 
25 

Glu Ser Gly He 



Leu Gin Gin Leu 

60 

Glu Gly Phe Arg 

75 

Arg He His He 
90 

His Ser Asp His 
105 

Glu His His Ser 



Lys Ala Leu Cys 
140 

Arg Asn Ser Gin 
155 

Arg Arg Asn Val 
170 

Val Tyr Asn Thr 
185 

Thr Pro Arg Pro 



Pro Pro Ser Val 
220 

Lys Thr Asn Glu 
235 

Arg Asn Thr Asn 
250 

Leu Thr Ser His 
265 

Phe Asn Tyr Leu 



Cys Leu He His 
300 

Tyr Ser Leu Gin 
315 



Phe Ala Leu Ser 
15 

Phe Pro Gin Thr 
30 

Asn Val Asp Leu 
45 

Phe Tyr Arg Tyr 



Lys Leu Leu Gin 
80 

His His Asp His 
95 

Glu Arg His Ser 
110 

Asp His Asn His 
125 

Pro Asp His Asp 



Gly Lys Gly Ala 
160 

Lys Asp Ser Val 
175 

Val Ser Glu Gly 
190 

Gly Lys Leu Phe 
205 

Thr Ser Lys Ser 



Ser Val Ser Glu 
240 

Glu Asn Pro Gin 
255 

Gly Met Gly He 
270 

Cys Pro Ala He 

285 

Thr Ser Glu Lys 



He Ala Trp Val 
320 



Gly Gly Phe lie Ala lie Ser lie lie Ser Phe Leu Ser Leu Leu Gly 
325 330 335 



Val He Leu Val 
340 

Ser Phe Leu Val 
355 

Leu His Leu Leu 
370 

His Glu Glu Pro 

385 

Leu Ser Ser Gin 



Lys Gly Leu Thr 
420 

His Val Leu Thr 
435 

Gin Lys Lys Pro 
450 

Ser Lys Tyr Glu 
465 

Asp Asp Arg Thr 



His Phe Asp Ser 
500 

He Ala His Ala 
515 

Gly Cys Lys Asn 
530 

Ser Asp Asp Leu 
545 

His His His His 



Ser Arg Glu Glu 
580 

Val He Met Gly 
595 

Gly Ala Ala Phe 
610 

Ala Val Phe Cys 

62 5 

Leu Leu Lys Ala 



Pro Leu Met Asn 



Ala Leu Ala Val 

360 

Pro His Ser His 
375 

Ala Met Glu Met 

390 

Asn He Glu Glu 
405 

Ala Leu Gly Gly 



Leu He Lys Gin 
440 

Glu Asn Asp Asp 
455 

Ser Gin Leu Ser 
470 

Glu Gly Tyr Leu 
485 

Gin Gin Pro Ala 



His Pro Gin Glu 
520 

Lys Cys His Ser 
535 

He His His His 
550 

Gin Asn His His 
565 

Leu Lys Asp Ala 



Asp Gly Leu His 

600 

Thr Glu Gly Leu 
615 

His Glu Leu Pro 
630 

Gly Met Thr Val 
645 



Arg Val Phe Phe 
345 

Gly Thr Leu Ser 



Ala Ser His His 
380 

Lys Arg Gly Pro 
395 

Ser Ala Tyr Phe 
410 

Leu Tyr Phe Met 
425 

Phe Lys Asp Lys 



Asp Val Glu lie 
460 

Thr Asn Glu Glu 
475 

Arg Ala Asp Ser 
490 

Val Leu Glu Glu 
505 

Val Tyr Asn Glu 



His Phe His Asp 
540 

His Asp Tyr His 
555 

Pro His Ser His 
570 

Gly Val Ala Thr 
585 

Asn Phe Ser Asp 



Ser Ser Gly Leu 

620 

Hi s Glu Leu Gly 
635 

Lys Gin Ala Val 
650 



Lys Phe Leu Leu 

350 

Gly Asp Ala Phe 
365 

His Ser His Ser 



Leu Phe Ser His 
400 

Asp Ser Thr Trp 
415 

Phe Leu Val Glu 
430 

Lys Lys Lys Asn 
445 

Lys Lys Gin Leu 



Lys Val Asp Thr 
480 

Gin Glu Pro Ser 
495 

Glu Glu Val Met 
510 

Tyr Val Pro Arg 
525 

Thr Leu Gly Gin 



His He Leu His 
560 

Ser Gin Arg Tyr 
575 

Leu Ala Trp Met 

590 

Gly Leu Ala He 

605 

Ser Thr Ser Val 



Asp Phe Ala Val 
640 

Leu Tyr Asn Ala 
655 



Leu Ser Ala Met Leu 
660 

Gly His Tyr Ala Glu 
675 

Gly Leu Phe Met Tyr 
690 

His Asn Asp Ala Ser 

705 

Leu Gin Asn Ala Gly 
725 

Pro Tyr Leu Asn lie 
740 



Ala Tyr Leu Gly Met Ala 
665 

Asn Val Ser Met Trp lie 

680 

Val Ala Leu Val Asp Met 
695 

Asp His Gly Cys Ser Arg 
710 715 

Met Leu Leu Gly Phe Gly 
730 

Lys Ser Cys Ser Tyr Lys 
745 



Thr Gly He Phe He 

670 

Phe Ala Leu Thr Ala 
685 

Val Pro Glu Met Leu 
700 

Trp Gly Tyr Phe Phe 
720 

He Met Leu Leu He 
735 

Phe Leu Val Lys Val 
750 



<210> 102 
<211> 755 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Ala Arg Lys Leu Ser Val He Leu lie Leu Thr Phe Ala Leu Ser 
15 10 15 

Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr 

20 25 30 

Thr Glu Lys He Ser Pro Asn Trp Glu Ser Gly He Asn Val Asp Leu 
35 40 45 

Ala He Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr 
50 55 60 

Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin 
65 70 75 80 

Asn He Gly He Asp Lys He Lys Arg He His He His His Asp His 
85 90 95 

Asp His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser 
100 105 110 

Asp His Glu His His Ser Glu His Glu His His Ser Asp His Asp His 
115 120 125 

His Ser His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala 
130 135 140 

Leu Cys Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn 
145 150 155 160 

Ser Gin Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg 
165 J7C 175 
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Asn Val Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr 
180 185 190 



Asn Thr Val Ser 
195 

Arg Pro Gly Lys 
210 

Ser Val Thr Ser 
225 

Asn Glu Ser Val 



Thr Asn Glu Asn 
260 

Ser His Gly Met 
275 

Tyr Leu Cys Pro 

290 

lie His Thr Ser 

305 

Leu Gin lie Ala 



Phe Leu Ser Leu 
340 

Phe Phe Lys Phe 
355 

Leu Ser Gly Asp 
370 

His His His Ser 
385 

Gly Pro Leu Phe 



Tyr Phe Asp Ser 
420 

Phe Met Phe Leu 
435 

Asp Lys Lys Lys 
450 

Glu lie Lys Lys 
465 

Glu Glu Lys Val 



Asp Ser Gin Glu 

500 



Glu Gly Thr His 
200 

Leu Phe Pro Lys 
215 

Lys Ser Arg Val 
230 

Ser Glu Pro Arg 
245 

Pro Gin Glu Cys 



Gly He Gin Val 
280 

Ala He He Asn 
295 

Glu Lys Lys Ala 
310 

Trp Val Gly Gly 
325 

Leu Gly Val He 



Leu Leu Ser Phe 

360 

Ala Phe Leu His 
375 

His Ser His Glu 
390 

Ser His Leu Ser 
405 

Thr Trp Lys Gly 



Val Glu His Val 
440 

Lys Asn Gin Lys 
455 

Gin Leu Ser Lys 
470 

Asp Thr Asp Asp 

485 

Pro Ser His Phe 



Phe Leu Glu Thr 



Asp Val Ser Ser 

220 

Ser Arg Leu Ala 
235 

Lys Gly Phe Met 
250 

Phe Asn Ala Ser 
265 

Pro Leu Asn Ala 



Gin He Asp Ala 
300 

Glu lie Pro Pro 
315 

Phe He Ala He 

330 

Leu Val Pro Leu 
345 

Leu Val Ala Leu 



Leu Leu Pro His 
380 

Glu Pro Ala Met 
395 

Ser Gin Asn He 
410 

Leu Thr Ala Leu 
425 

Leu Thr Leu lie 



Lys Pro Glu Asn 
460 

Tyr Glu Ser Gin 
475 

Arg Thr Glu Gly 
490 

Asp Ser Gin Gin 
505 



lie Glu Thr Pro 

one 
a w D 

Ser Thr Pro Pro 



Gly Arg Lys Thr 
240 

Tyr Ser Arg Asn 
255 

Lys Leu Leu Thr 

270 

Thr Glu Phe Asn 

285 

Arg Ser Cys Leu 



Lys Thr Tyr Ser 
320 

Ser lie lie Ser 
335 

Met Asn Arg Val 
350 

Ala Val Gly Thr 

365 

Ser His Ala Ser 



Glu Met Lys Arg 
400 

Glu Glu Ser Ala 
415 

Gly Gly Leu Tyr 
430 

Lys Gin Phe Lys 
445 

Asp Asp Asp Val 



Leu Ser Thr Asn 
480 

Tyr Leu Arg Ala 
495 

Pro Ala Val Leu 
510 
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Glu Glu Glu Glu Val Met He Ala His Ala His Pro Gin Glu Val Tyr 
515 520 525 



Asn Glu Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe 
530 535 540 

His Asp Thr Leu Gly Gin Ser Asp Asp Leu He His His His His Asp 
545 550 555 560 

Tyr His His He Leu His His His His His Gin Asn His His Pro His 
565 570 575 

Ser His Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val 
580 585 590 

Ala Thr Leu Ala Trp Met Val He Met Gly Asp Gly Leu His Asn Phe 
595 600 605 

Ser Asp Gly Leu Ala He Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser 
610 615 620 

Gly Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu 
625 630 635 640 

Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin 
645 650 655 

Ala Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met 
660 665 670 

Ala Thr Gly He Phe He Gly His Tyr Ala Glu Asn Val Ser Met Trp 
675 680 685 

He Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp 
690 695 700 

Met Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser 
705 710 715 720 

Arg Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe 

725 730 735 

Gly He Met Leu Leu He Ser He Phe Glu His Lys He Val Phe Arg 
740 745 750 

lie Asn Phe 
755 



<210> 103 
<211> 749 
<212> PRT 

<213> Homo sapiens 
<400> 103 

Met Ala Arg Lys Leu Ser Val He Leu He Leu Thr Phe Ala Leu Ser 
15 10 15 

Val Thr Asn Pre Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr 

2 0 2 5 3 0 
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Thr Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu 
35 40 45 

Ala lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr 
50 55 60 

Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin 
65 70 75 80 

Asn lie Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His 
85 90 95 

Asp His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser 
100 105 110 

Asp His Glu His His Ser Asp His Glu His His Ser Asp His Asn His 
115 120 125 

Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu Cys Pro Asp His Asp 
130 135 140 

Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser Gin Gly Lys Gly Ala 
145 150 155 160 

His Arg Pro Glu His Ala Ser Gly Arg Arg Asn Val Lys Asp Ser Val 
165 170 175 

Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn Thr Val Ser Glu Gly 
180 185 190 

Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg Pro Gly Lys Leu Phe 
195 200 205 

Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser Val Thr Ser Lys Ser 
210 215 220 

Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn Glu Ser Val Ser Glu 
225 230 235 240 

Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr Asn Glu Asn Pro Gin 
245 250 255 

Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser His Gly Met Gly lie 
260 265 270 

Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr Leu Cys Pro Ala lie 
275 280 285 

lie Asn Gin lie Asp Ala Arg Ser Cys Leu lie His Thr Ser Glu Lys 
290 295 300 

Lys Ala Glu He Pro Pro Lys Thr Tyr Ser Leu Gin He Ala Trp Val 
305 31 0 315 320 

Gly Gly Phe He Ala He Ser He He Ser Phe Leu Ser Leu Leu Gly 

325 330 335 

Val He Leu Val Pro Leu Met Asn Arg Val Phe Phe Lys Phe Leu Leu 
340 345 350 

Ser Phe Leu Va i A j a Leu Ala Val Gly Thr Leu Ser Gly Asp Ala Phe 
355 360 365 
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Leu His Leu Leu 
370 

His Glu Glu Pro 
385 

Leu Ser Ser Gin 



Lys Gly Leu Thr 
420 

His Val Leu Thr 
435 

Gin Lys Lys Pro 
450 

Ser Lys Tyr Glu 
465 

Asp Asp Arg Thr 



His Phe Asp Ser 

500 

lie Ala His Ala 
515 

Gly Cys Lys Asn 
530 

Ser Asp Asp Leu 
545 

His His His His 



Ser Arg Glu Glu 
580 

Val Tie Met Gly 

595 

Gly Ala Ala Phe 
610 

Ala Val Phe Cys 
625 

Leu Leu Lys Ala 



Leu Ser Ala Met 

660 

Gly His Tyr Ala 

675 

Gly Leu Phe Met 



Pro His Ser His 
375 

Ala Met Glu Met 

390 

Asn lie Glu Glu 
405 

Ala Leu Gly Gly 



Leu lie Lys Gin 
440 

Glu Asn Asp Asp 
455 

Ser Gin Leu Ser 
470 

Glu Gly Tyr Leu 
485 

Gin Gin Pro Ala 



His Pro Gin Glu 

520 

Lys Cys His Ser 
535 

He His His His 
550 

Gin Asn His His 
565 

Leu Lys Asp Ala 



Asp Gly Leu His 
600 

Thr Glu Gly Leu 
615 

His Glu Leu Pro 
630 

Gly Met Thr Val 
645 

Leu Ala Tyr Leu 



Glu Asn Val Ser 

680 

Tyr Val Ala Leu 



Ala Ser His His 
380 

Lys Arg Gly Pro 
395 

Ser Ala Tyr Phe 
410 

Leu Tyr Phe Met 
425 

Phe Lys Asp Lys 



Asp Val Glu He 
460 

Thr Asn Glu Glu 
475 

Arg Ala Asp Ser 
490 

Val Leu Glu Glu 
505 

Val Tyr Asn Glu 



His Phe His Asp 
540 

His Asp Tyr His 
555 

Pro His Ser His 
570 

Gly Val Ala Thr 
585 

Asn Phe Ser Asp 



Ser Ser Gly Leu 
620 

His Glu Leu Gly 

635 

Lys Gin Ala Val 
650 

Gly Met Ala Thr 

665 

Met Trp He Phe 



Val Asp Met Val 



His Ser His Ser 



Leu Phe Ser His 
400 

Asp Ser Thr Trp 
415 

Phe Leu Val Glu 
430 

Lys Lys Lys Asn 
445 

Lys Lys Gin Leu 



Lys Val Asp Thr 
480 

Gin Glu Pro Ser 
495 

Glu Glu Val Met 

510 

Tyr Val Pro Arg 
525 

Thr Leu Gly Gin 



His He Leu His 

560 

Ser Gin Arg Tyr 
575 

Leu Ala Trp Met 
590 

Gly Leu Ala He 

605 

Ser Thr Ser Val 



Asp Phe Ala Val 
640 

Leu Tyr Asn Ala 

655 

Gly He Phe He 
670 

Ala Leu Thr Ala 

685 

Pro Glu Met Leu 



128 



690 



695 



700 



His Asn Asp Ala Ser Asp His Gly 
705 710 

Leu Gin Asn Ala Gly Met Leu Leu 
725 

Ser He Phe Glu His Lys He Val 
740 



Cys Ser Arg Trp Gly Tyr Phe Phe 
715 720 

Gly Phe Gly He Met Leu Leu He 
730 735 

Phe Arg lie Asn Phe 
745 



<210> 104 
<211> 382 
<212> PRT 
<213> Homo sapiens 

<400> 104 

Phe Leu His Leu Leu Pro His Ser His Ala Ser His His His Ser His 
15 10 15 

Ser His Glu Glu Pro Ala Met Glu Met Lys Arg Gly Pro Leu Phe Ser 

20 25 30 

His Leu Ser Ser Gin Asn lie Glu Glu Ser Ala Tyr Phe Asp Ser Thr 
35 40 45 

Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr Phe Met Phe Leu Val 
50 55 60 

Glu His Val Leu Thr Leu lie Lys Gin Phe Lys Asp Lys Lys Lys Lys 
65 70 75 80 

Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val Glu He Lys Lys Gin 
85 90 95 

Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn Glu Glu Lys Val Asp 
100 105 110 

Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala Asp Ser Gin Glu Pro 
115 120 125 

Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu Glu Glu Glu Glu Val 
130 135 140 

Met lie Ala His Ala His Pro Gin Glu Val Tyr Asn Glu Tyr Val Pro 
145 150 155 160 

Arg Gly Cys Lys Asn Lys Cys His Ser His Phe His Asp Thr Leu Gly 
165 170 175 

Gin Ser Asp Asp Leu lie His His His His Asp Tyr His His lie Leu 
180 185 190 

His His His His His Gin Asn His His Pro His Ser His Ser Gin Arg 
195 200 205 

Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala Thr Leu Ala Trp 
210 215 220 

Met Val lie Met Gly Asp Gly Leu His Asn Phe Ser Asp Gly Leu Ala 

225 230 235 240 
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He Gly Ala Ala Phe 
245 

Val Ala Val Phe Cys 

260 

Val Leu Leu Lys Ala 
275 

Ala Leu Ser Ala Met 

290 

He Gly His Tyr Ala 

305 

Ala Gly Leu Phe Met 
325 

Leu His Asn Asp Ala 
340 

Phe Leu Gin Asn Ala 
355 

He Ser He Phe Glu 

370 



Thr Glu Gly Leu Ser Ser 

250 

His Glu Leu Pro His Glu 
265 

Gly Met Thr Val Lys Gin 
280 

Leu Ala Tyr Leu Gly Met 

295 

Glu Asn Val Ser Met Trp 
310 315 

Tyr Val Ala Leu Val Asp 
330 

Ser Asp His Gly Cys Ser 
345 

Gly Met Leu Leu Gly Phe 
360 

His Lys He Val Phe Arg 

375 



Gly Leu Ser Thr Ser 
255 

Leu Gly Asp Phe Ala 
270 

Ala Val Leu Tyr Asn 
285 

Ala Thr Gly He Phe 

300 

He Phe Ala Leu Thr 

320 

Met Val Pro Glu Met 
335 

Arg Trp Gly Tyr Phe 
350 

Gly lie Met Leu Leu 
365 

He Asn Phe 

380 



<210> 105 
<211> 531 
<212> PRT 

<213> Homo sapiens 
<400> 105 

Arg Val Tyr Ala Asp Ala Pro Ala Lys Leu Leu Leu Pro Pro Pro Ala 
15 10 15 

Ala Trp Asp Leu Ala Val Arg Leu Arg Gly Ala Glu Ala Ala Ser Glu 
20 25 30 

Arg Gin Val Tyr Ser Val Thr Met Lys Leu Leu Leu Leu His Pro Ala 
35 40 45 

Phe Gin Ser Cys Leu Leu Leu Thr Leu Leu Gly Leu Trp Arg Thr Thr 
50 55 60 

Pro Glu Ala His Ala Ser Ser Leu Gly Ala Pro Ala He Ser Ala Ala 
65 70 75 80 

Ser Phe Leu Gin Asp Leu He His Arg Tyr Gly Glu Gly Asp Ser Leu 
85 90 95 

Thr Leu Gin Gin Leu Lys Ala Leu Leu Asn His Leu Asp Val Gly Val 
100 105 110 

Gly Arg Gly Asn Val Thr Gin His Val Gin Gly His Arg Asn Leu Ser 
115 120 125 

Thr Cys Phe Ser Ser Gly Asp Leu Phe Thr Ala His Asn Phe Ser Glu 
130 135 140 
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Gin Ser Arg lie Gly Ser Ser Glu Leu Gin Glu Phe Cys Pro Thr lie 
145 150 155 160 

Leu Gin Gin Leu Asp Ser Arg Ala Cys Thr Ser Glu Asn Gin Glu Asn 
165 170 175 

Glu Glu Asn Glu Gin Thr Glu Glu Gly Arg Pro Ser Ala Val Glu Val 
180 185 190 

Trp Gly Tyr Gly Leu Leu Cys Val Thr Val lie Ser Leu Cys Ser Leu 
195 200 205 

Leu Gly Ala Ser Val Val Pro Phe Met Lys Lys Thr Phe Tyr Lys Arg 
210 215 220 

Leu Leu Leu Tyr Phe lie Ala Leu Ala lie Gly Thr Leu Tyr Ser Asn 
225 230 235 240 

Ala Leu Phe Gin Leu lie Pro Glu Ala Phe Gly Phe Asn Pro Leu Glu 
245 250 255 

Asp Tyr Tyr Val Ser Lys Ser Ala Val Val Phe Gly Gly Phe Tyr Leu 
260 265 270 

Phe Phe Phe Thr Glu Lys lie Leu Lys lie Leu Leu Lys Gin Lys Asn 

275 280 285 

Glu His His His Gly His Ser His Tyr Ala Ser Glu Ser Leu Pro Ser 

290 295 300 

Lys Lys Asp Gin Glu Glu Gly Val Met Glu Lys Leu Gin Asn Gly Asp 
305 310 315 320 

Leu Asp His Met lie Pro Gin His Cys Ser Ser Glu Leu Asp Gly Lys 
325 330 335 

Ala Pro Met Val Asp Glu Lys Val lie Val Gly Ser Leu Ser Val Gin 
340 345 350 

Asp Leu Gin Ala Ser Gin Ser Ala Cys Tyr Trp Leu Lys Gly Val Arg 
355 360 365 

Tyr Ser Asp lie Gly Thr Leu Ala Trp Met lie Thr Leu Ser Asp Gly 

370 375 380 

Leu His Asn Phe lie Asp Gly Leu Ala lie Gly Ala Ser Phe Thr Val 
385 390 395 400 

Ser Val Phe Gin Gly lie Ser Thr Ser Val Ala lie Leu Cys Glu Glu 
405 410 415 

Phe Pro His Glu Leu Gly Asp Phe Val lie Leu Leu Asn Ala Gly Met 
420 425 430 

Ser lie Gin Gin Ala Leu Phe Phe Asn Phe Leu Ser Ala Cys Cys Cys 
435 440 445 

Tyr Leu Gly Leu Ala Phe Gly lie Leu Ala Gly Ser His Phe Ser Ala 
430 455 460 



Asn It He Phe Ala Leu Ala Gly Gly Met Phe Leu Tyr He Ser Leu 
463 470 475 430 



Ml 



Ala Asp Met Phe Pro Glu Met Asn 
485 

Lys Gly Ser lie Leu lie Pro Phe 

500 

Thr Gly Phe Thr He Met Val Val 

515 520 

Gin He Gly 
530 



Glu Val Cys Gin Glu Asp Glu Arg 
490 495 

lie He Gin Asn Leu Gly Leu Leu 
505 510 

Leu Thr Met Tyr Ser Gly Gin He 
525 



<210> 106 
<211> 1219 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Leu Arg Arg Val Thr Val Ala Ala Val Cys Ala Thr Arg Arg Lys 
15 10 15 

Leu Cys Glu Ala Gly Arg Asp Val Ala Ala Leu Trp Gly He Glu Thr 
20 25 30 

Arg Gly Arg Cys Glu Asp Ser Ala Ala Ala Arg Pro Phe Pro He Leu 
35 40 45 

Ala Met Pro Gly Arg Asn Lys Ala Lys Ser Thr Cys Ser Cys Pro Asp 
50 55 60 

Leu Gin Pro Asn Gly Gin Asp Leu Gly Glu Asn Ser Arg Val Ala Arg 
65 70 75 80 

Leu Gly Ala Asp Glu Ser Glu Glu Glu Gly Arg Arg Gly Ser Leu Ser 
85 90 95 

Asn Ala Gly Asp Pro Glu He Val Lys Ser Pro Ser Asp Pro Lys Gin 
100 105 110 

Tyr Arg Tyr He Lys Leu Gin Asn Gly Leu Gin Ala Leu Leu He Ser 
115 120 125 

Asp Leu Ser Asn Met Glu Gly Lys Thr Gly Asn Thr Thr Asp Asp Glu 
130 135 140 

Glu Glu Glu Glu Val Glu Glu Glu Glu Glu Asp Asp Asp Glu Asp Ser 
145 150 155 160 

Gly Ala Glu He Glu Asp Asp Asp Glu Glu Gly Phe Asp Asp Glu Asp 
165 170 175 

Glu Phe Asp Asp Glu His Asp Asp Asp Leu Asp Thr Glu Asp Asn Glu 
180 185 190 

Leu Glu Glu Leu Glu Glu Arg Ala Glu Ala Arg Lys Lys Thr Thr Giu 
195 200 205 



Lys Gin Gin Leu Gin Ser Leu Phe Leu Leu Trp Ser Lys Leu Thr Asp 
21C 215 220 



Arg Leu Trp Phe Lys Ser Thr Tyr Ser Lys Met Ser Ser Thr Leu Leu 
225 230 235 240 



Val Glu Thr Arg Asn Leu Tyr Gly Val Val Gly Ala Glu Ser Arg Ser 
245 250 255 

Ala Pro Val Gin His Leu Ala Gly Trp Gin Ala Glu Glu Gin Gin Gly 
260 265 270 

Glu Thr Asp Thr Val Leu Ser Ala Ala Ala Leu Cys Val Gly Val Gly 
275 280 285 

Ser Phe Ala Asp Pro Asp Asp Leu Pro Gly Leu Ala His Phe Leu Glu 
290 295 300 

His Met Val Phe Met Gly Ser Leu Lys Tyr Pro Asp Glu Asn Gly Phe 
305 310 315 320 

Asp Ala Phe Leu Lys Lys His Gly Gly Ser Asp Asn Ala Ser Thr Asp 
325 330 335 

Cys Glu Arg Thr Val Phe Gin Phe Asp Val Gin Arg Lys Tyr Phe Lys 
340 345 350 

Glu Ala Leu Asp Arg Trp Ala Gin Phe Phe lie His Pro Leu Met lie 
355 360 365 

Arg Asp Ala He Asp Arg Glu Val Glu Ala Val Asp Ser Glu Tyr Gin 
370 375 380 

Leu Ala Arg Pro Ser Asp Ala Asn Arg Lys Glu Met Leu Phe Gly Ser 
385 390 395 400 

Leu Ala Arg Pro Gly His Pro Met Gly Lys Phe Phe Trp Gly Asn Ala 
405 410 415 

Glu Thr Leu Lys His Glu Pro Arg Lys Asn Asn He Asp Thr His Ala 
420 425 430 

Arg Leu Arg Glu Phe Trp Met Arg Tyr Tyr Ser Ser His Tyr Met Thr 
435 440 445 

Leu Val Val Gin Ser Lys Glu Thr Leu Asp Thr Leu Glu Lys Trp Val 
450 455 460 

Thr Glu He Phe Ser Gin He Pro Asn Asn Gly Leu Pro Arg Pro Asn 
465 470 475 480 

Phe Gly His Leu Thr Asp Pro Phe Asp Thr Pro Ala Phe Asn Lys Leu 
485 490 495 

Tyr Arg Val Val Pro He Arg Lys He His Ala Leu Thr He Thr Trp 

500 505 510 

Ala Leu Pro Pro Gin Gin Gin His Tyr Arg Val Lys Pro Leu His Tyr 
515 520 525 

He Ser Trp Leu Val Gly His Glu Gly Lys Gly Ser lie Leu Ser Phe 
530 535 540 



Leu Arg Lys Lys Cys Trp Ala Leu Ala Leu Phe Gly Gly Asn Gly Glu 
545 550 555 56C 



Thr Gly Phe Glu Gin Asn Ser Thr Tyr Ser Val Phe Ser lie Ser lie 

565 570 575 

Thr Leu Thr Asp Glu Gly Tyr Glu His Phe Tyr Glu Val Ala Tyr Thr 

580 585 590 

Val Phe Leu Tyr Leu Lys Met Leu Gin Lys Leu Gly Pro Glu Lys Arg 
595 600 605 

lie Phe Glu Glu lie Arg Lys lie Glu Asp Asn Glu Phe His Tyr Gin 
610 615 620 

Glu Gin Thr Asp Pro Val Glu Tyr Val Glu Asn Met Cys Glu Asn Met 
625 630 635 640 

Gin Leu Tyr Pro Leu Gin Asp lie Leu Thr Gly Asp Gin Leu Leu Phe 
645 650 655 

Glu Tyr Lys Pro Glu Val lie Gly Glu Ala Leu Asn Gin Leu Val Pro 
660 665 670 

Gin Lys Ala Asn Leu Val Leu Leu Ser Gly Ala Asn Glu Gly Lys Cys 
675 680 685 

Asp Leu Lys Glu Lys Trp Phe Gly Thr Gin Tyr Ser lie Glu Asp lie 
690 695 700 

Glu Asn Ser Trp Ala Glu Leu Trp Asn Ser Asn Phe Glu Leu Asn Pro 
705 710 715 720 

Asp Leu His Leu Pro Ala Glu Asn Lys Tyr lie Ala Thr Asp Phe Thr 
725 730 735 

Leu Lys Ala Phe Asp Cys Pro Glu Thr Glu Tyr Pro Val Lys lie Val 
740 745 750 

Asn Thr Pro Gin Gly Cys Leu Trp Tyr Lys Lys Asp Asn Lys Phe Lys 
755 760 765 

lie Pro Lys Ala Tyr lie Arg Phe His Leu lie Ser Pro Leu lie Gin 

770 775 780 

Lys Ser Ala Ala Asn Val Val Leu Phe Asp lie Phe Val Asn lie Leu 
785 790 795 800 

Thr His Asn Leu Ala Glu Pro Ala Tyr Glu Ala Asp Val Ala Gin Leu 
805 810 815 

Glu Tyr Lys Leu Ala Ala Gly Glu His Gly Leu lie lie Arg Val Lys 
820 825 830 

Gly Phe Asn His Lys Leu Pro Leu Leu Phe Gin Leu lie lie Asp Tyr 
835 840 845 

Leu Ala Glu Phe Asn Ser Thr Pro Ala Val Phe Thr Met lie Thr Glu 
850 855 860 

Gin Leu Lys Lys Thr Tyr Phe Asn lie Leu lie Lys Pro Glu Thr Leu 
865 870 S75 880 



Ala Lys Asp Val Arg Leu Leu lie Leu Glu Tyr Ala Arg Trp Ser Met 



885 890 895 

lie Asp Lys Tyr Gin Ala Leu Met Asp Gly Leu Ser Leu Glu Ser Leu 
900 905 910 

Leu Ser Phe Val Lys Glu Phe Lys Ser Gin Leu Phe Val Glu Gly Leu 
915 920 925 

Val Gin Gly Asn Val Thr Ser Thr Glu Ser Met Asp Phe Leu Lys Tyr 
930 935 940 

Val Val Asp Lys Leu Asn Phe Lys Pro Leu Glu Gin Glu Met Pro Val 
945 950 955 960 

Gin Phe Gin Val Val Glu Leu Pro Ser Gly His His Leu Cys Lys Val 
965 970 975 

Lys Ala Leu Asn Lys Gly Asp Ala Asn Ser Glu Val Thr Val Tyr Tyr 
980 985 990 

Gin Ser Gly Thr Arg Ser Leu Arg Glu Tyr Thr Leu Met Glu Leu Leu 
995 1000 1005 

Val Met His Met Glu Glu Pro Cys Phe Asp Phe Leu Arg Thr Lys Gin 
1010 1015 1020 

Thr Leu Gly Tyr His Val Tyr Pro Thr Cys Arg Asn Thr Ser Gly lie 
1025 1030 1035 1040 

Leu Gly Phe Ser Val Thr Val Gly Thr Gin Ala Thr Lys Tyr Asn Ser 
1045 1050 1055 

Glu Val Val Asp Lys Lys lie Glu Glu Phe Leu Ser Ser Phe Glu Glu 
1060 1065 1070 

Lys lie Glu Asn Leu Thr Glu Glu Ala Phe Asn Thr Gin Val Thr Ala 
1075 1080 1085 

Leu lie Lys Leu Lys Glu Cys Glu Asp Thr His Leu Gly Glu Glu Val 
1090 1095 1100 

Asp Arg Asn Trp Asn Glu Val Val Thr Gin Gin Tyr Leu Phe Asp Arg 
1105 1110 1115 1120 

Leu Ala His Glu lie Glu Ala Leu Lys Ser Phe Ser Lys Ser Asp Leu 
1125 1130 1135 

Val Asn Trp Phe Lys Ala His Arg Gly Pro Gly Ser Lys Met Leu Ser 
1140 1145 1150 

Val His Val Val Gly Tyr Gly Lys Tyr Glu Leu Glu Glu Asp Gly Ser 
1155 1160 1165 

Pro Ser Ser Glu Asp Ser Asn Ser Ser Cys Glu Val Met Gin Leu Thr 
1170 1175 1180 

Tyr Leu Pro Thr Ser Pro Leu Leu Ala Asp Cys lie lie Pro lie Thr 
1185 1190 1195 1200 

Asp He Arg Ala Phe Thr Thr Thr Leu Asn Leu Leu Pro Tyr His Lys 
1205 1210 1215 
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He Val Lys 



<210> 107 
< 2 1 1 > 12 2 9 
<212> PRT 

<213> Rattus norvegicus 
<400> 107 

Met Leu Arg Arg Val Ala Val Ala Ala Val Phe Ala Thr Gly Arg Lys 
15 10 15 

Leu Arg Cys Glu Ala Gly Arg Asp Val Thr Ala Val Gly Arg He Glu 
20 25 30 

Ala Arg Gly Leu Cys Glu Glu Ser Ala Lys Pro Phe Pro Thr Leu Thr 
35 40 45 

Met Pro Gly Arg Asn Lys Ala Lys Ser Thr Cys Ser Cys Pro Asp Leu 
50 55 60 

Gin Pro Asn Gly Gin Asp Leu Gly Glu Ser Gly Arg Val Ala Arg Leu 
65 70 75 80 

Gly Ala Asp Glu Ser Glu Glu Glu Gly Arg Ser Leu Ser Asn Val Gly 
85 90 95 

Asp Pro Glu He He Lys Ser Pro Ser Asp Pro Lys Gin Tyr Arg Tyr 
100 105 110 

He Lys Leu Gin Asn Gly Leu Gin Ala Leu Leu lie Ser Asp Leu Ser 
115 120 125 

Asn Val Glu Gly Lys Thr Gly Asn Ala Thr Asp Glu Glu Glu Glu Glu 
130 135 140 

Glu Glu Glu Glu Glu Glu Gly Glu Glu Glu Glu Glu Glu Glu Glu Asp 
145 150 155 160 

Asp Asp Asp Asp Asp Asp Glu Asp Ser Gly Ala Glu lie Gin Asp Asp 
165 170 175 

Asp Glu Glu Gly Phe Asp Asp Glu Glu Glu Phe Asp Asp Asp Glu His 
180 185 190 

Asp Asp Asp Asp Leu Asp Asn Glu Glu Asn Glu Leu Glu Glu Leu Glu 
195 200 205 

Glu Arg Val Glu Ala Arg Lys Lys Thr Thr Glu Lys Gin Gin Ser Gin 
210 215 220 

Asn Leu Phe Leu Leu Trp Ser Lys Leu Thr Asp Arg Leu Trp Phe Lys 

225 230 235 240 

Ser Ser Tyr Ser Lys Met Ser Ser Thr Leu Leu Val Glu Thr Arg Asn 
245 250 255 

Leu Tyr Gly Val Val Gly Ala Glu Ser Arg Ser Ala Pro Val Glu His 

260 265 270 

I,e , Ala Gly Trp Gin Val Glu Glu Gin Gin Gly Glu Thr Asr Thr Val 
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275 



280 



285 



Leu Ser Ala Ala Ala Leu Cys Val Gly Val Gly Ser Phe Ala Asp Pro 
290 295 300 

Asp Asp Leu Pro Gly Leu Ala His Phe Leu Glu His Met Val Phe Met 
305 310 315 320 

Gly Ser Leu Lys Tyr Pro Asp Glu Asn Gly Phe Asp Ala Phe Leu Lys 
325 330 335 

Lys His Gly Gly Ser Asp Asn Ala Ser Thr Asp Cys Glu Arg Thr Val 
340 345 350 

Phe Gin Phe Asp Val Gin Arg Lys Tyr Phe Lys Glu Ala Leu Asp Arg 
355 360 365 

Trp Ala Gin Phe Phe lie His Pro Leu Met lie Arg Asp Ala lie Asp 
370 375 380 

Arg Glu Val Glu Ala Val Asp Ser Glu Tyr Gin Leu Ala Arg Pro Ser 
385 390 395 400 

Asp Ala Asn Arg Lys Glu Met Leu Phe Gly Ser Leu Ala Arg Pro Gly 
405 410 415 

His Pro Met Gly Lys Phe Phe Trp Gly Asn Ala Glu Thr Leu Lys His 
420 425 430 

Glu Pro Lys Lys Asn Asn lie Asp Thr His Ala Arg Leu Arg Glu Phe 
435 440 445 

Trp Met Arg Tyr Tyr Ser Ala His Tyr Met Thr Leu Val Val Gin Ser 
450 455 460 

Lys Glu Thr Leu Asp Thr Leu Glu Lys Trp Val Thr Glu lie Phe Ser 
465 470 475 480 

Gin lie Pro Asn Asn Gly Leu Pro Lys Pro Asn Phe Ser His Leu Thr 
485 490 495 

Asp Pro Phe Asp Thr Pro Ala Phe Asn Lys Leu Tyr Arg Val Val Pro 
500 505 510 

He Arg Lys He His Ala Leu Thr He Thr Trp Ala Leu Pro Pro Gin 

515 520 525 

Gin Gin His Tyr Arg Val Lys Pro Leu His Tyr He Ser Trp Leu Val 
530 535 540 

Gly His Glu Gly Lys Gly Ser He Leu Ser Tyr Leu Arg Lys Lys Cys 
545 550 555 560 

Trp Ala Leu Ala Leu Phe Gly Gly Asn Gly Glu Thr Gly Phe Glu Gin 

565 570 575 

Asn Ser Thr Tyr Ser Val Phe Ser He Ser lie Thr Leu Thi Asp Glu 

580 585 59C 

Gly Tyr Glu His Phe Tyr Glu Val Ala His Thr Val Phe G3r, Tyr Leu 
595 600 605 
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Lys Met Leu Gin Lys Leu Gly Pro Glu Lys Arg Val Phe Glu Glu lie 
610 615 620 



Gin Lys lie Glu 
625 

Val Glu Tyr Val 



Gin Asp Phe Leu 
660 

Val lie Ala Glu 
675 

Val Leu Leu Ser 
690 

Trp Phe Gly Thr 

705 

Glu Leu Trp Lys 



Ala Glu Asn Lys 
740 

Cys Pro Glu Thr 
755 

Cys Leu Trp Tyr 
770 

lie Arg Phe His 

785 

Val Val Leu Phe 



Glu Pro Ala Tyr 
820 

Ala Gly Glu His 
835 

Leu Pro Leu Leu 
850 

Ser Thr Pro Ala 
865 

Tyr Phe Asn lie 



Leu Leu lie Leu 

900 

Ala Leu Met Asp 
915 

Asp Phe Lys Ser 

930 



Asp Asn Glu Phe 
630 

Glu Asn Met Cys 
645 

Thr Gly Asp Gin 



Ala Leu Asn Gin 

680 

Gly Ala Asn Glu 
695 

Gin Tyr Ser He 
710 

Ser Asn Phe Asp 
725 

Tyr He Ala Thr 



Glu Tyr Pro Ala 
760 

Lys Lys Asp Asn 
775 

Leu He Ser Pro 

790 

Asp He Phe Val 
805 

Glu Ala Asp Val 



Gly Leu He He 
840 

Phe Gin Leu lie 
855 

Val Phe Thr Met 

870 

Leu lie Lys Pro 
885 

Glu Tyr Ser Arg 



Gly Leu Ser Leu 

920 

Gin Leu Phe Val 

935 



His Tyr Gin Glu 
635 

Glu Asn Met Gin 
650 

Leu Leu Phe Glu 
665 

Leu Val Pro Gin 



Gly Arg Cys Asp 
700 

Glu Asp lie Glu 
715 

Leu Asn Ser Asp 
730 

Asp Phe Thr Leu 
745 

Lys lie Val Asn 



Lys Phe Lys lie 
780 

Leu lie Gin Lys 
795 

Asn lie Leu Thr 
810 

Ala Gin Leu Glu 
825 

Arg Val Lys Gly 



He Asp Tyr Leu 
860 

lie Thr Glu Gin 
875 

Glu Thr Leu Ala 
890 

Trp Ser Met lie 

905 

Glu Ser Leu Leu 



Glu Gly Leu Val 
940 



Gin Thr Asp Pro 

640 

Leu Tyr Pro Arg 

655 

Tyr Lys Pro Glu 
670 

Lys Ala Asn Leu 
685 

Leu Lys Glu Lys 



Asn Ser Trp Thr 

720 

Leu His Leu Pro 
735 

Lys Ala Phe Asp 
750 

Thr Pro Gin Gly 
765 

Pro Lys Ala Tyr 



Ser Ala Ala Asn 
800 

His Asn Leu Ala 
815 

Tyr Lys Leu Val 
830 

Phe Asn His Lys 
845 

Thr Glu Phe Ser 



Leu Lys Lys Thr 
880 

Lys Asp Val Arg 

895 

Asp Lys Tyr Arg 

910 

Asn Phe Vai Lys 
925 

Gin Gly Asn Val 
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Thr Ser Thr Glu Ser Met Asp Phe Leu Arg Tyr Val Val Asp Lys Leu 
945 950 955 960 



Asn Phe Val Pro Leu Glu Arg Glu Met Pro Val Gin Phe Gin Val Val 
965 970 975 

Glu Leu Pro Ser Gly His His Leu Cys Lys Val Arg Ala Leu Asn Lys 
980 985 990 

Gly Asp Ala Asn Ser Glu Val Thr Val Tyr Tyr Gin Ser Gly Thr Arg 
995 1000 1005 

Ser Leu Arg Glu Tyr Thr Leu Met Glu Leu Leu Val Met His Met Glu 
1010 1015 1020 

Glu Pro Cys Phe Asp Phe Leu Arg Thr Lys Gin Thr Leu Gly Tyr His 
1025 1030 1035 1040 

Val Tyr Pro Thr Cys Arg Asn Thr Ser Gly lie Leu Gly Phe Ser Val 
1045 1050 1055 

Thr Val Gly Thr Gin Ala Thr Lys Tyr Asn Ser Glu Thr Val Asp Lys 
1060 1065 1070 

Lys lie Glu Glu Phe Leu Ser Ser Phe Glu Glu Lys lie Glu Asn Leu 
1075 1080 1085 

Thr Glu Asp Ala Phe Asn Thr Gin Val Thr Ala Leu lie Lys Leu Lys 
1090 1095 1100 

Glu Cys Glu Asp Thr His Leu Gly Glu Glu Val Asp Arg Asn Trp Asn 
1105 1110 1115 1120 

Glu Val Val Thr Gin Gin Tyr Leu Phe Asp Arg Leu Ala His Glu lie 
1125 1130 1135 

Glu Ala Leu Lys Ser Phe Ser Lys Ser Asp Leu Val Ser Trp Phe Lys 
1140 1145 1150 

Ala His Arg Gly Pro Gly Ser Lys Met Leu Ser Val His Val Val Gly 
1155 1160 1165 

Tyr Gly Lys Tyr Glu Leu Glu Glu Asp Gly Ala Pro Val Cys Glu Asp 
1170 1175 1180 

Pro Asn Ser Arg Glu Gly Met Gin Leu lie Tyr Leu Pro Pro Ser Pro 
1185 1190 1195 1200 

Leu Leu Ala Glu Ser Thr Thr Pro lie Thr Asp lie Arg Ala Phe Thr 
1205 1210 1215 

Ala Thr Leu Ser Leu Phe Pro Tyr His Lys lie Val Lys 

1220 1225 



<210> 108 
<211> 1017 
<212> PRT 

<213> Homo sapiens 

<400> 108 
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Met Leu Arg Arg Val Thr Val Ala Ala Val Cys Ala Thr Arg Arg Lys 
15 10 15 



Leu Cys Glu Ala Gly Arg Glu Leu Ala Ala Leu Trp Gly lie Glu Thr 

20 25 30 

Arg Gly Arg Cys Glu Asp Ser Ala Ala Ala Arg Pro Phe Pro lie Leu 
35 40 45 

Ala Met Pro Gly Arg Asn Lys Ala Lys Ser Thr Cys Ser Cys Pro Asp 
50 55 60 

Leu Gin Pro Asn Gly Gin Asp Leu Gly Glu Asn Ser Arg Val Ala Arg 
65 70 75 80 

Leu Gly Ala Asp Glu Ser Glu Glu Glu Gly Arg Arg Gly Ser Leu Ser 
85 90 95 

Asn Ala Gly Asp Pro Glu lie Val Lys Ser Pro Ser Asp Pro Lys Gin 
100 105 110 

Tyr Arg Tyr lie Lys Leu Gin Asn Gly Leu Gin Ala Leu Leu lie Ser 
115 120 125 

Asp Leu Ser Asn Met Glu Gly Lys Thr Gly Asn Thr Thr Asp Asp Glu 
130 135 140 

Glu Glu Glu Glu Val Glu Glu Glu Glu Glu Asp Asp Asp Glu Asp Ser 
145 150 155 160 

Gly Ala Glu lie Glu Asp Asp Asp Glu Glu Gly Phe Asp Asp Glu Asp 
165 170 175 

Glu Phe Asp Asp Glu His Asp Asp Asp Leu Asp Thr Glu Asp Asn Glu 
180 185 190 

Leu Glu Glu Leu Glu Glu Arg Ala Glu Ala Arg Lys Lys Thr Thr Glu 
195 200 205 

Lys Gin Gin Leu Gin Ser Leu Phe Leu Leu Trp Ser Lys Leu Thr Asp 
210 215 220 

Arg Leu Trp Phe Lys Ser Thr Tyr Ser Lys Met Ser Ser Thr Leu Leu 

225 230 235 240 

Val Glu Thr Arg Asn Leu Tyr Gly Val Val Gly Ala Glu Ser Arg Ser 
245 250 255 

Ala Pro Val Gin His Leu Ala Gly Trp Gin Ala Glu Glu Gin Gin Gly 
260 265 270 

Glu Thr Asp Thr Val Leu Ser Ala Ala Ala Leu Cys Val Gly Val Gly 
275 280 285 

Ser Phe Ala Asp Pro Asp Asp Leu Pro Gly Leu Ala His Phe Leu Glu 

290 295 300 

His Met Val Phe Met Gly Ser Leu Lys Tyr Pro Asp Glu Asn Gly Phe 
305 310 315 320 

Asp Ala Phe Leu Lys Lys His Gly Giy Ser Asp Asn Ala Ser Thr Asp 
32 5 33 0 33 5 
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Cys Glu Arg Thr 
340 

Glu Ala Leu Asp 

355 

Arg Asp Ala lie 

370 

Leu Ala Arg Pro 

385 

Leu Ala Arg Pro 



Glu Thr Leu Lys 
420 

Arg Leu Arg Glu 
435 

Leu Val Val Gin 
450 

Thr Glu He Phe 
465 

Phe Gly His Leu 



Tyr Arg Val Val 
500 

Ala Leu Pro Pro 
515 

lie Ser Trp Leu 

530 

Leu Arg Lys Lys 

545 

Thr Gly Phe Glu 



Thr Leu Thr Asp 
580 

Val Phe Gin Tyr 
595 

lie Phe Glu Glu 

610 

Glu Gin Thr Asp 

625 

Gin Leu Tyr Pro 



Glu Tyr Lys Pro 



Val Phe Gin Phe 



Arg Trp Ala Gin 

360 

Asp Arg Glu Val 
375 

Ser Asp Ala Asn 

390 

Gly His Pro Met 
405 

His Glu Pro Arg 



Phe Trp Met Arg 
440 

Ser Lys Glu Thr 
455 

Ser Gin He Pro 
470 

Thr Asp Pro Phe 
485 

Pro He Arg Lys 



Gin Gin Gin His 
520 

Val Gly His Glu 
535 

Cys Trp Ala Leu 

550 

Gin Asn Ser Thr 
565 

Glu Gly Tyr Glu 



Leu Lys Met Leu 
600 

He Arg Lys He 
615 

Pro Val Glu Tyr 
630 

Leu Gin Asp lie 
645 

Glu Val He Gly 



Asp Val Gin Arg 
345 

Phe Phe He His 



Glu Ala Val Asp 
380 

Arg Lys Glu Met 
395 

Gly Lys Phe Phe 
410 

Lys Asn Asn He 
425 

Tyr Tyr Ser Ser 



Leu Asp Thr Leu 
460 

Asn Asn Gly Leu 
475 

Asp Thr Pro Ala 
490 

lie His Ala Leu 
505 

Tyr Arg Val Lys 



Gly Lys Gly Ser 
540 

Ala Leu Phe Gly 
555 

Tyr Ser Val Phe 
570 

His Phe Tyr Glu 
585 

Gin Lys Leu Gly 



Glu Asp Asn Glu 

620 

Val Glu Asn Met 
635 

Leu Thr Gly Asp 
650 

Glu Ala Leu Asn 



Lys Tyr Phe Lys 
350 

Pro Leu Met He 
365 

Ser Glu Tyr Gin 



Leu Phe Gly Ser 
400 

Trp Gly Asn Ala 
415 

Asp Thr His Ala 
430 

His Tyr Met Thr 
445 

Glu Lys Trp Val 



Pro Arg Pro Asn 
480 

Phe Asn Lys Leu 
495 

Thr He Thr Trp 

510 

Pro Leu His Tyr 

525 

lie Leu Ser Phe 



Gly Asn Gly Glu 
560 

Ser lie Ser lie 
575 

Val Ala Tyr Thr 

590 

Pro Glu Lys Arg 

605 

Phe His Tyr Gin 



Cys Glu Asn Met 
640 

Gin Leu Leu Phe 
655 

Gin Leu Val Pro 
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660 



665 



670 



Gin Lys Ala Asn 
675 

Asp Leu Lys Glu 

690 

Glu Asn Ser Trp 
705 

Asp Leu His Leu 



Leu Lys Ala Phe 
740 

Asn Thr Pro Gin 
755 

lie Pro Lys Ala 

770 

Lys Ser Ala Ala 
785 

Thr His Asn Leu 



Glu Tyr Lys Leu 
820 

Gly Phe Asn His 
835 

Leu Ala Glu Phe 
850 

Gin Leu Lys Lys 

865 

Ala Lys Asp Val 



lie Asp Lys Tyr 
900 

Leu Ser Phe Val 
915 

Val Gin Gly Asn 
930 

Val Val Asp Lys 

945 

Gin Phe Gin Val 



Lys Ala Leu Asn 
980 



Leu Val Leu Leu 
680 

Lys Trp Phe Gly 
695 

Ala Glu Leu Trp 

710 

Pro Ala Glu Asn 
725 

Asp Cys Pro Glu 



Gly Cys Leu Trp 
760 

Tyr lie Arg Phe 

775 

Asn Val Val Leu 
790 

Ala Glu Pro Ala 
805 

Val Ala Gly Glu 



Lys Leu Pro Leu 
840 

Asn Ser Thr Pro 
855 

Thr Tyr Phe Asn 
870 

Arg Leu Leu lie 
885 

Gin Ala Leu Met 



Lys Glu Phe Lys 
920 

Val Thr Ser Thr 
935 

Leu Asn Phe Lys 
950 

Val Glu Leu Pro 
965 

Lys Gly Asp Ala 



Ser Gly Ala Asn 



Thr Gin Tyr Ser 
700 

Asn Ser Asn Phe 
715 

Lys Tyr lie Ala 

730 

Thr Glu Tyr Pro 
745 

Tyr Lys Lys Asp 



His Leu lie Ser 
780 

Phe Asp lie Phe 
795 

Tyr Glu Ala Asp 
810 

His Gly Leu He 
825 

Leu Phe Gin Leu 



Ala Val Phe Thr 

860 

He Leu He Lys 
875 

Leu Glu Tyr Ala 
890 

Asp Gly Leu Ser 
905 

Ser Gin Leu Phe 



Glu Ser Met Asp 
940 

Pro Leu Glu Gin 
955 

Ser Gly His His 
970 

Asn Ser Glu Val 
985 



Glu Gly Lys Cys 
685 

He Glu Asp He 



Glu Leu Asn Pro 
720 

Thr Asp Phe Thr 
735 

Val Lys He Val 

750 

Asn Lys Phe Lys 
765 

Pro Leu He Gin 



Val Asn He Leu 
800 

Val Ala Gin Leu 
815 

He Arg Val Lys 

830 

He He Asp Tyr 
845 

Met He Thr Glu 



Pro Glu Thr Leu 
880 

Arg Trp Ser Met 
895 

Leu Glu Ser Leu 

910 

Val Glu Gly Leu 

92 5 

Phe Leu Lys Tyr 



Glu Met Pro Val 
960 

Leu Cys Lys Val 
975 

Thr Val Tyr Tyr 
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Gin Val Arg Tyr Gin Glu Ser Lys Arg lie Tyr Ala Tyr Gly Ala Ala 
995 1000 1005 



Cys Asp Ala His Gly Arg Thr Leu Phe 
1010 1015 



<210> 109 
<211> 862 
<212> PRT 

<213> Homo sapiens 
<400> 109 

Trp Ala Gin Phe Phe lie His Pro Leu Met lie Arg Asp Ala lie Asp 
15 10 15 

Arg Glu Val Glu Ala Val Asp Ser Glu Tyr Gin Leu Ala Arg Pro Ser 
20 25 30 

Asp Ala Asn Arg Lys Glu Met Leu Phe Gly Ser Leu Ala Arg Pro Gly 
35 40 45 

His Pro Met Gly Lys Phe Phe Trp Gly Asn Ala Glu Thr Leu Lys His 
50 55 60 

Glu Pro Arg Lys Asn Asn lie Asp Thr His Ala Arg Leu Arg Glu Phe 
65 70 75 80 

Trp Met Arg Tyr Tyr Ser Ser His Tyr Met Thr Leu Val Val Gin Ser 
85 90 95 

Lys Glu Thr Leu Asp Thr Leu Glu Lys Trp Val Thr Glu lie Phe Ser 
100 105 110 

Gin lie Pro Asn Asn Gly Leu Pro Arg Pro Asn Phe Gly His Leu Thr 
115 120 125 

Asp Pro Phe Asp Thr Pro Ala Phe Asn Lys Leu Tyr Arg Val Val Pro 
130 135 140 

lie Arg Lys lie His Ala Leu Thr lie Thr Trp Ala Leu Pro Pro Gin 
145 150 155 160 

Gin Gin His Tyr Arg Val Lys Pro Leu His Tyr lie Ser Trp Leu Val 
165 170 175 

Gly His Glu Gly Lys Gly Ser lie Leu Ser Phe Leu Arg Lys Lys Cys 
180 185 190 

Trp Ala Leu Ala Leu Phe Gly Gly Asn Gly Glu Thr Gly Phe Glu Gin 
195 200 205 

Asn Ser Thr Tyr Ser Val Phe Ser lie Ser lie Thr Leu Thr Asp Glu 
210 215 220 

Gly Tyr Glu His Phe Tyr Glu Val Ala Tyr Thr Val Phe Gin Tyr Leu 

225 230 235 240 

Lys Met Leu Gin Lys Leu Gly Pro Glu Lys Arg lie Phe Glu Glu lie 
245 250 255 

Arg Lys lie Glu Asp Asn Glu Phe His Tyr Gin Glu Gin Thr Asp Pro 
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260 



265 



270 



Val Glu Tyr Val 
275 

Gin Asp He Leu 
290 

Val He Gly Glu 
305 

Val Leu Leu Ser 



Trp Phe Gly Thr 
340 

Glu Leu Trp Asn 
355 

Ala Glu Asn Lys 
370 

Cys Pro Glu Thr 
385 

Cys Leu Trp Tyr 



He Arg Phe His 
420 

Val Val Leu Phe 
435 

Glu Pro Ala Tyr 
450 

Ala Gly Glu His 
465 

Leu Pro Leu Leu 



Ser Thr Pro Ala 
500 

Tyr Phe Asn He 
515 

Leu Leu lie Leu 

530 

Ala Leu Met Asp 
545 

Glu Phe Lys Ser 



Thr Ser Thr Glu 

530 



Glu Asn Met Cys 
280 

Thr Gly Asp Gin 

295 

Ala Leu Asn Gin 
310 

Gly Ala Asn Glu 
325 

Gin Tyr Ser He 



Ser Asn Phe Glu 
360 

Tyr He Ala Thr 

375 

Glu Tyr Pro Val 

390 

Lys Lys Asp Asn 
405 

Leu He Ser Pro 



Asp He Phe Val 
440 

Glu Ala Asp Val 
455 

Gly Leu He He 
470 

Phe Gin Leu lie 
485 

Val Phe Thr Met 



Leu He Lys Pro 
520 

Glu Tyr Ala Arg 
535 

Gly Leu Ser Leu 

550 

Gin Leu Phe Val 
565 

Ser Met Asp Phe 



Glu Asn Met Gin 



Leu Leu Phe Glu 
300 

Leu Val Pro Gin 
315 

Gly Lys Cys Asp 
330 

Glu Asp He Glu 
345 

Leu Asn Pro Asp 



Asp Phe Thr Leu 

380 

Lys lie Val Asn 
395 

Lys Phe Lys lie 
410 

Leu He Gin Lys 
425 

Asn lie Leu Thr 



Ala Gin Leu Glu 
460 

Arg Val Lys Gly 
475 

lie Asp Tyr Leu 
490 

lie Thr Glu Gin 
505 

Glu Thr Leu Ala 



Trp Ser Met lie 
540 

Glu Ser Leu Leu 
555 

Glu Gly Leu Val 
570 

Leu Lys Tyr Val 
585 



Leu Tyr Pro Leu 
285 

Tyr Lys Pro Glu 



Lys Ala Asn Leu 
320 

Leu Lys Glu Lys 
335 

Asn Ser Trp Ala 

350 

Leu His Leu Pro 
365 

Lys Ala Phe Asp 



Thr Pro Gin Gly 
400 

Pro Lys Ala Tyr 
415 

Ser Ala Ala Asn 
430 

His Asn Leu Ala 
445 

Tyr Lys Leu Val 



Phe Asn His Lys 
480 

Ala Glu Phe Asn 
495 

Leu Lys Lys Thr 
510 

Lys Asp Val Arg 
525 

Asp Lys Tyr Gin 



Ser Phe Val Lys 
560 

Gin Gly Asn Val 
575 

Val Asp Lys Leu 

590 
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Asn Phe Lys Pro Leu Glu Gin Glu Met Pro Val Gin Phe Gin Val Val 

595 600 605 



Glu Leu Pre Ser Gly 

610 

Gly Asp Ala Asn Ser 
625 

Ser Leu Arg Glu Tyr 
645 

Glu Pro Cys Phe Asp 
660 

Val Tyr Pro Thr Cys 
675 

Thr Val Gly Thr Gin 
690 

Lys lie Glu Glu Phe 
705 

Thr Glu Glu Ala Phe 
725 

Glu Cys Glu Asp Thr 
740 

Glu Val Val Thr Gin 
755 

Glu Ala Leu Lys Ser 

770 

Ala His Arg Gly Pro 
785 

Tyr Gly Lys Tyr Glu 
805 

Ser Asn Ser Ser Cys 

820 

Pro Leu Leu Ala Asp 
835 

Thr Thr Thr Leu Asn 
850 



His His Leu Cys Lys Val 
615 

Glu Val Thr Val Tyr Tyr 
630 635 

Thr Leu Met Glu Leu Leu 

650 

Phe Leu Arg Thr Lys Gin 
665 

Arg Asn Thr Ser Gly lie 

680 

Ala Thr Lys Tyr Asn Ser 
695 

Leu Ser Ser Phe Glu Glu 
710 715 

Asn Thr Gin Val Thr Ala 

730 

His Leu Gly Glu Glu Val 
745 

Gin Tyr Leu Phe Asp Arg 

760 

Phe Ser Lys Ser Asp Leu 
775 

Gly Ser Lys Met Leu Ser 
790 795 

Leu Glu Glu Asp Gly Thr 
810 

Glu Val Met Gin Leu Thr 

825 

Cys lie lie Pro He Thr 
840 

Leu Leu Pro Tyr His Lys 
855 



Lys Ala Leu Asn Lys 
620 

Gin Ser Gly Thr Arg 
640 

Val Met His Met Glu 
655 

Thr Leu Gly Tyr His 

670 

Leu Gly Phe Ser Val 
685 

Glu Val Val Asp Lys 
700 

Lys He Glu Asn Leu 

720 

Leu He Lys Leu Lys 
735 

Asp Arg Asn Trp Asn 

750 

Leu Ala His Glu He 
765 

Val Asn Trp Phe Lys 
780 

Val His Val Val Gly 
800 

Pro Ser Ser Glu Asp 
815 

Tyr Leu Pro Thr Ser 
830 

Asp He Arg Ala Phe 
845 

He Val Lys 
860 



<210> 110 
<211> 1077 
<212> PRT 

<213> Drosophila melanogas ter 
<400> 110 

Met Thr Asp Gin Val Lys Tyr Leu Asp He Pro Asp Lys Ser Glu Thr 
1 5 10 15 



Asp Lys Lys Leu Tyr Lys Thr Leu Leu Leu Gly Asn Gly Leu His Ala 



20 



25 



30 



Leu lie Val Ser Asp Pro Ser Pro Met Pro His Asp Gly Phe Thr Thr 
35 40 45 

Ser Glu Ser Ser Ser Ser Lys Ser Thr Val Ser Thr Ser Ser Ser lie 
50 55 60 

lie Ser Arg Ser Glu Ser Thr Ser Ser Thr Ser Thr Asp Ser Glu Ser 
65 70 75 80 

Ser Glu Glu Ser Ser Ser Glu Glu Gly Asp Glu Lys Leu Ala Ala Cys 
85 90 95 

Ala Leu Leu lie Asp Tyr Gly Ser Phe Ala Glu Pro Thr Lys Tyr Gin 
100 105 110 

Gly Leu Ala His Phe Leu Glu His Met He Phe Met Gly Ser Glu Lys 
115 120 125 

Tyr Pro Lys Glu Asn He Phe Asp Ala His He Lys Lys Cys Gly Gly 
130 135 140 

Phe Ala Asn Ala Asn Thr Asp Cys Glu Asp Thr Leu Phe Tyr Phe Glu 
145 150 155 160 

Val Ala Glu Lys His Leu Asp Ser Ser Leu Asp Tyr Phe Thr Ala Leu 
165 170 175 

Met Lys Ala Pro Leu Met Lys Gin Glu Ala Met Gin Arg Glu Arg Ser 
180 185 190 

Ala Val Asp Ser Glu Phe Gin Gin He Leu Gin Asp Asp Glu Thr Arg 

195 200 205 

Arg Asp Gin Leu Leu Ala Ser Leu Ala Thr Lys Gly Phe Pro His Gly 
210 215 220 

Thr Phe Ala Trp Gly Asn Met Lys Ser Leu Lys Glu Asn Val Asp Asp 
225 230 235 240 

Ala Glu Leu His Lys He Leu His Glu He Arg Lys Glu His Tyr Gly 
245 250 255 

Ala Asn Arg Met Tyr Val Cys Leu Gin Ala Arg Leu Pro lie Asp Glu 

260 265 270 

Leu Glu Ser Leu Val Val Arg His Phe Ser Gly He Pro His Asn Glu 
275 280 285 

Val Lys Ala Pro Asp Leu Ser Ser Phe Asn Tyr Lys Asp Ala Phe Lys 

290 295 300 

Ala Glu Phe His Glu Gin Val Phe Phe Val Lys Pro Val Glu Asn Glu 

305 310 315 320 

Thr Lys Leu Glu Leu Thr Trp Val Leu Pre Asn Val Arg Gin Tyr Tyr 

325 330 335 

Arg Ser Lys Pro Asp Gin Phe Leu Ser Tyr Leu Leu Gly Tyr Glu Gly 
340 345 350 
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Arg Gly Ser Leu Cys Ala Tyr Leu Arg Arg Arg Leu Trp Ala Leu Gin 

355 360 365 



Leu He Ala Gly 

370 

Ser Leu Phe Asn 

385 

Leu Asp Glu Val 



Asn Cys Gly Ser 
420 

Glu Thr Gly Phe 
435 

Gin Glu Leu Val 
450 

Thr Gly Lys Glu 
465 

Leu He Ser His 



Arg Arg Lys Tyr 
500 

Phe Gly Thr Glu 
515 

Leu Trp Glu Asp 

530 

Asn Lys Tyr Val 
545 

Arg Pro Glu Val 



Cys Glu Leu Trp 
580 

His Met Ala Phe 
595 

Asn Asp Ala Met 
610 

Cys Glu Glu Leu 
625 

Ser Thr He Glu 



Lys Leu His Leu 
660 

Ala Glu Thr Leu 

675 



He Asp Glu Asn 
375 

He Cys He Tyr 

390 

Leu Ala Ala Thr 
405 

Met Lys Asp Val 



Arg Phe His Ala 
440 

Leu Asn Leu Lys 
455 

Leu Tyr Tyr Glu 
470 

Leu Asn Glu Met 
485 

Asp Asp He Ser 



Tyr Ala Thr He 

520 

Ser Val Pro Leu 

535 

Thr Asp Asp Phe 

550 

Pro Asp Ser Pro 
565 

Phe Arg Gin Asp 



Tyr Phe He Ser 
600 

Cys Ser Leu Tyr 
615 

Tyr Pro Ala lie 

630 

Lys Gly Leu Leu 
645 

He Val Glu Ala 



Asp Glu Asn Met 
680 



Gly Phe Asp Met 

380 

Leu Thr Asp Glu 
395 

Phe Ala Tyr Val 
410 

Tyr Glu Glu Gin 
425 

Gin Arg Pro Ala 



Tyr Phe Pro Pro 

460 

Tyr Asn Glu Glu 
475 

Lys Phe Asn Leu 
490 

Ala Tyr Asp Lys 
505 

Pro Met Pro Glu 



Pro Glu Leu Phe 
540 

Thr Leu His Trp 
555 

Lys Leu Leu He 
570 

Asp Lys Phe Asp 
585 

Pro Met Gin Arg 



Glu Glu Met Val 

62 0 

Ser Ala Gly Leu 
635 

Leu Lys Val Cys 
650 

He Ala Glu Gly 
665 

Leu Ser Ala Phe 



Asn Ser Met Tyr 



Gly Phe Lys Asn 
400 

Lys Leu Phe Ala 
415 

Gin Arg Asn Glu 

430 

Phe Asp Asn Val 
445 

Lys Asp He Leu 



His Leu Lys Glu 
480 

Met Val Thr Ser 
495 

Thr Glu Glu Trp 

510 

Lys Trp Arg Lys 

525 

Leu Pro Glu Ser 



His Ser Met Gly 
560 

Lys Thr Asp Thr 
575 

Leu Pro Glu Ala 

590 

Gin Asn Ala Lys 

605 

Arg Phe His Val 



Ser Tyr Ser Leu 
640 

Gly Tyr Asn Glu 
655 

Met Leu Asn Val 

670 

Val Lys Asn Gin 
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Arg Lys Ala Phe Phe Asn Ala Leu lie Lys Pro Lys Ala Leu Asn Arg 
690 695 700 

Asp lie Arg Leu Cys Val Leu Glu Arg lie Arg Trp Leu Met lie Asn 
705 710 715 720 

Lys Tyr Lys Cys Leu Ser Ser Val lie Leu Glu Asp Met Arg Glu Phe 
725 730 735 

Ala His Gin Phe Pro Lys Glu Leu Tyr lie Gin Ser Leu lie Gin Gly 
740 745 750 

Asn Tyr Thr Glu Glu Ser Ala His Asn Val Met Asn Ser Leu Leu Ser 
755 760 765 

Arg Leu Asn Cys Lys Gin lie Arg Glu Arg Gly Arg Phe Leu Glu Asp 
770 775 780 

lie Thr Val Lys Leu Pro Val Gly Thr Ser lie lie Arg Cys His Ala 
785 790 795 800 

Leu Asn Val Gin Asp Thr Asn Thr Val lie Thr Asn Phe Tyr Gin lie 
805 810 815 

Gly Pro Asn Thr Val Arg Val Glu Ser lie Leu Asp Leu Leu Met Met 

820 825 830 

Phe Val Asp Glu Pro Leu Phe Asp Gin Leu Arg Thr Lys Glu Gin Leu 
835 840 845 

Gly Tyr His Val Gly Ala Thr Val Arg Leu Asn Tyr Gly He Ala Gly 
850 855 860 

Tyr Ser He Met Val Asn Ser Gin Glu Thr Lys Thr Thr Ala Asp Tyr 
865 870 875 880 

Val Glu Gly Arg He Glu Val Phe Arg Ala Lys Met Leu Gin He Leu 
885 890 895 

Arg His Leu Pro Gin Asp Glu Tyr Glu His Thr Arg Asp Ser Leu He 
900 905 910 

Lys Leu Lys Leu Val Ala Asp Leu Ala Leu Ser Thr Glu Met Ser Arg 
915 920 925 

Asn Trp Asp Glu He He Asn Glu Ser Tyr Leu Phe Asp Arg Arg Arg 
930 935 940 

Arg Gin He Glu Val lie Gly His Arg Pro Ala Gly Met Pro Glu Pro 
945 950 955 960 

Leu Cys Gly Glu Asp Thr Ala Lys Cys Ala Ser Lys Ser Asp Asp Glu 
965 970 975 

Ser Glu Ser Glu Asn Asp Asp Asp Asp Asp Glu Asp Glu Glu Glu Glu 
980 985 990 

Glu Ser Ser Glu Glu Glu Glu Glu Glu Glu Lys Glu Lys Glu Gly Leu 
995 1000 1005 

Lys Gly Glu Asp Glu *sp Asp Leu Phe Tyr Ser Leu Glu Asn Lys Leu 
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1010 



1015 



1020 



Asn lie Val Phe Leu Pro Ala Lys Phe Asn Asn Ala Phe lie lie Thr 
1025 1030 1035 1040 

Asp lie Glu Lys Phe Lys Asp Asp Gin Tyr Val Tyr Pro Gin Gin Lys 
1045 1050 1055 

Thr Gin Pro Lys Glu Glu Asp Glu Leu lie Ser Ala His lie Ala Asp 
1060 1065 1070 

Ala He Arg Gin Val 
1075 



<210> 111 
<211> 638 
<212> PRT 

<213> Homo sapiens 
<400> 111 

Met He Leu Phe Lys Gin Ala Thr Tyr Phe He Ser Leu Phe Ala Thr 
15 10 15 

Val Ser Cys Gly Cys Leu Thr Gin Leu Tyr Glu Asn Ala Phe Phe Arg 
20 25 30 

Gly Gly Asp Val Ala Ser Met Tyr Thr Pro Asn Ala Gin Tyr Cys Gin 
35 40 45 

Met Arg Cys Thr Phe His Pro Arg Cys Leu Leu Phe Ser Phe Leu Pro 
50 55 60 

Ala Ser Ser He Asn Asp Met Glu Lys Arg Phe Gly Cys Phe Leu Lys 
65 70 75 80 

Asp Ser Val Thr Gly Thr Leu Pro Lys Val His Arg Thr Gly Ala Val 
85 90 95 

Ser Gly His Ser Leu Lys Gin Cys Gly His Gin lie Ser Ala Cys His 
100 105 110 

Arg Asp He Tyr Lys Gly Val Asp Met Arg Gly Val Asn Phe Asn Val 
115 120 125 

Ser Lys Val Ser Ser Val Glu Glu Cys Gin Lys Arg Cys Thr Asn Asn 
130 135 140 

He Arg Cys Gin Phe Phe Ser Tyr Ala Thr Gin Thr Phe His Lys Ala 
145 150 155 160 

Glu Tyr Arg Asn Asn Cys Leu Leu Lys Tyr Ser Pro Gly Gly Thr Pro 
165 170 175 

Thr Ala He Lys Val Leu Ser Asn Val Glu Ser Gly Phe Ser Leu Lys 
180 185 190 

Pro Cys Ala Leu Ser Glu He Gly Cys His Met Asn He Phe Gin His 
195 200 205 

Lea Ala Phe Ser Asp Val Asp Val Ala Arg Val Leu Thr Pro Asp Ala 

210 215 220 
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Phe Val Cys Arg Thr lie Cys Thr Tyr His Pro Asn Cys Leu Phe Phe 
225 230 235 240 

Thr Phe Tyr Thr Asn Val Trp Lys lie Glu Ser Gin Arg Asn Val Cys 
245 250 255 

Leu Leu Lys Thr Ser Glu Ser Gly Thr Pro Ser Ser Ser Thr Pro Gin 

260 265 270 

Glu Asn Thr lie Ser Gly Tyr Ser Leu Leu Thr Cys Lys Arg Thr Leu 
275 280 285 

Pro Glu Pro Cys His Ser Lys lie Tyr Pro Gly Val Asp Phe Gly Gly 
290 295 300 

Glu Glu Leu Asn Val Thr Phe Val Lys Gly Val Asn Val Cys Gin Glu 
305 310 315 320 

Thr Cys Thr Lys Met lie Arg Cys Gin Phe Phe Thr Tyr Ser Leu Leu 
325 330 335 

Pro Glu Asp Cys Lys Glu Glu Lys Cys Lys Cys Phe Leu Arg Leu Ser 
340 345 350 

Met Asp Gly Ser Pro Thr Arg lie Ala Tyr Gly Thr Gin Gly Ser Ser 
355 360 365 

Gly Tyr Ser Leu Arg Leu Cys Asn Thr Gly Asp Asn Ser Val Cys Thr 
370 375 380 

Thr Lys Thr Ser Thr Arg lie Val Gly Gly Thr Asn Ser Ser Trp Gly 
385 390 395 400 

Glu Trp Pro Trp Gin Val Ser Leu Gin Val Lys Leu Thr Ala Gin Arg 
405 410 415 

His Leu Cys Gly Gly Ser Leu lie Gly His Gin Trp Val Leu Thr Ala 
420 425 430 

Ala His Cys Phe Asp Gly Leu Pro Leu Gin Asp Val Trp Arg lie Tyr 
435 440 445 

Ser Gly lie Leu Asn Leu Ser Asp lie Thr Lys Asp Thr Pro Phe Ser 
450 455 460 

Gin lie Lys Glu lie lie lie His Gin Asn Tyr Lys Val Ser Glu Gly 
465 470 475 480 

Asn His Asp lie Ala Leu lie Lys Leu Gin Ala Pro Leu Asn Tyr Thr 
485 490 495 

Glu Phe Gin Lys Pro lie Cys Leu Pro Ser Lys Gly Asp Thr Ser Thr 
500 505 510 

lie Tyr Thr Asn Cys Trp Val Thr Gly Trp Gly Phe Ser Lys Glu Lys 

515 520 525 

Gly Glu lie Gin Asn He Leu Gin Lys Val Asn He Pro Leu Val Thr 
530 535 540 

Asn Glu Glu Cys Gin Lys Arg Tyr Gin Asp Tyr Lys He Thr Gin Arg 



150 



545 



550 



555 



560 



Met Val Cys Ala Gly Tyr Lys Glu Gly Gly Lys Asp Ala Cys Lys Gly 
565 570 575 

Asp Ser Gly Gly Pro Leu Val Cys Lys His Asn Gly Met Trp Arg Leu 
580 585 590 

Val Gly He Thr Ser Trp Gly Glu Gly Cys Ala Arg Arg Glu Gin Pro 
595 600 605 

Gly Val Tyr Thr Lys Val Ala Glu Tyr Met Asp Trp He Leu Glu Lys 
610 615 620 



Thr Gin Ser Ser Asp Gly Lys Ala Gin Met Gin Ser Pro Ala 
625 630 635 



<210> 112 
<211> 638 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 21> VARIANT 
<222> (160) . . (163) 

<223> Where Xaa is any amino acid as defined in the 
specification 

<400> 112 

Met He Leu Phe Lys Gin Ala Thr Tyr Phe He Ser Leu Phe Ala Thr 
15 10 15 

Val Ser Cys Gly Cys Leu Thr Gin Leu Tyr Glu Asn Ala Phe Phe Arg 
20 25 30 

Gly Gly Asp Val Ala Ser Met Tyr Thr Pro Asn Ala Gin Tyr Cys Gin 
35 40 45 

Met Arg Cys Thr Phe His Pro Arg Cys Leu Leu Phe Ser Phe Leu Pro 
50 55 60 

Ala Ser Ser He Asn Asp Met Glu Lys Arg Phe Gly Cys Phe Leu Lys 
65 70 75 80 

Asp Ser Val Thr Gly Thr Leu Pro Lys Val His Arg Thr Gly Ala Val 
85 90 95 

Ser Gly His Ser Leu Lys Gin Cys Gly His Gin He Ser Ala Cys His 
100 105 110 

Arg Asp He Tyr Lys Gly Val Asp Met Arg Gly Val Asn Phe Asn Val 
115 120 125 

Ser Lys Val Ser Arg Val Glu Glu Cys Gin Lys Arg Cys Thr Asn Asn 
130 135 140 

lie Arg Cys Gin Val Phe Ser Tyr Ala Pro His Thr Phe His Lys Xaa 
145 150 155 160 

Xaa Xaa Xaa Asn Asn Cys Leu Leu Lys Tyr Ser Pro Gly Gly Thr Pro 
165 170 175 



Thr Ala He Lys Val Leu Ser Asn Val Glu Ser Gly Phe Ser Leu Lys 
180 185 190 

Pro Cys Ala Leu Ser Glu He Gly Cys His Met Asn He Phe Gin His 
195 200 205 

Leu Ala Phe Ser Asp Val Asp Val Ala Arg Val Leu Thr Pro Asp Ala 
210 215 220 

Phe Val Cys Arg Thr He Cys Thr Tyr His Pro Asn Cys Leu Phe Phe 
225 230 235 240 

Thr Phe Tyr Thr Asn Val Trp Lys He Glu Ser Gin Arg Asn Val Cys 
245 250 255 

Leu Leu Lys Thr Ser Glu Ser Gly Thr Pro Ser Ser Ser Thr Pro Gin 

260 265 270 

Glu Asn Thr lie Ser Gly Tyr Ser Leu Leu Thr Cys Lys Arg Thr Leu 
275 280 285 

Pro Glu Pro Cys His Ser Lys He Tyr Pro Gly Val Asp Phe Gly Gly 
290 295 300 

Glu Glu Leu Asn Val Thr Phe Val Lys Gly Val Asn Val Cys Gin Glu 
305 310 315 320 

Thr Cys Thr Lys Met He Arg Cys Gin Phe Phe Thr Tyr Ser Leu Leu 
325 330 335 

Pro Glu Asp Cys Lys Glu Glu Lys Cys Lys Cys Phe Leu Arg Leu Ser 
340 345 350 

Met Asp Gly Ser Pro Thr Arg lie Ala Tyr Gly Thr Gin Gly Ser Ser 
355 360 365 

Gly Tyr Ser Leu Arg Leu Cys Asn Thr Gly Asp Asn Ser Val Cys Thr 
370 375 380 

Thr Lys Thr Ser Thr Arg lie Val Gly Gly Thr Asn Ser Ser Trp Gly 
385 390 395 400 

Glu Trp Pro Trp Gin Val Ser Leu Gin Val Lys Leu Thr Ala Gin Arg 
405 410 415 

His Leu Cys Gly Gly Ser Leu lie Gly His Gin Trp Val Leu Thr Ala 
420 425 430 

Ala His Cys Phe Asp Gly Leu Pro Leu Gin Asp Val Trp Arg lie Tyr 
435 440 445 

Ser Gly He Leu Asn Leu Ser Asp lie Thr Lys Asp Thr Pro Phe Ser 
450 455 460 

Gin lie Lys Glu lie lie lie His Gin Asn Tyr Lys Val Ser Glu Gly 
465 470 475 480 

Asn His Asp lie Ala Leu lie Lys Leu Gin Ala Pro Leu Asn Tyr Thr 
485 490 495 

Glu Phe Gin Lys Pro lie Cys Leu Pro Ser Lys Giy Asp Th: Ser Thr 
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500 



505 



510 



lie Tyr Thr Asn Cys Trp Val Thr Gly Trp Gly Phe Ser Lys Glu Lys 
515 520 525 

Gly Glu lie Gin Asn lie Leu Gin Lys Val Asn lie Pro Leu Val Thr 
530 535 540 

Asn Glu Glu Cys Gin Lys Arg Tyr Gin Asp Tyr Lys lie Thr Gin Arg 
545 550 555 560 

Met Val Cys Ala Gly Tyr Lys Glu Gly Gly Lys Asp Ala Cys Lys Gly 
565 570 575 

Asp Ser Gly Gly Pro Leu Val Cys Lys His Asn Gly Met Trp Arg Leu 
580 585 590 

Val Gly lie Thr Ser Trp Gly Glu Gly Cys Ala Arg Arg Glu Gin Pro 
595 600 605 

Gly Val Tyr Thr Lys Val Ala Glu Tyr Met Asp Trp lie Leu Glu Thr 
610 615 620 

Thr Gin Ser Ser Asp Gly Lys Ala Gin Met Gin Ser Pro Ala 
625 630 635 



<210> 113 
<211> 643 
<212> PRT 

<213> Mus musculus 
<400> 113 

Met Glu Val lie Val Leu Phe Arg lie lie Ser Phe Arg Gin Ala Val 
15 10 15 

Tyr Phe Met Cys Leu Phe Ala Ala Val Ser Cys Gly Cys Leu Pro Gin 
20 25 30 

Leu His Lys Asn Thr Phe Phe Arg Gly Gly Asp Val Ser Ala Met Tyr 
35 40 45 

Thr Pro Ser Ala Arg His Cys Gin Met Met Cys Thr Phe His Pro Arg 

50 55 60 

Cys Leu Leu Phe Ser Phe Leu Pro Ala Asp Ser Thr Ser Val Thr Asp 
65 70 75 80 

Lys Arg Phe Gly Cys Phe Leu Lys Asp Ser Val Thr Gly Met Leu Pro 
85 90 95 

Arg Val Leu Arg Glu Asn Ala lie Ser Gly His Ser Leu Lys Gin Cys 
100 105 110 

Gly His Gin lie Arg Ala Cys His Arg Asp lie Tyr Lys Gly lie Asp 
115 120 125 

Met Arg Gly Val Asn Phe Asn Val Ser Lys Val Lys Thr Val Glu Glu 
130 135 140 

Cys Gin Glu Arg Cys Thr Asn Ser lie His Cys Leu Phe Phe Thr Tyr 
145 150 155 160 
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Ala Thr Gin Ala Phe Asn Asn Ala Glu Tyr Arg Asn Asn Cys Leu Leu 
165 170 175 

Lys His Ser Pro Gly Gly Thr Pro Thr Ser lie Lys Val Leu Ala Asn 
180 185 190 

Val Glu Ser Gly Phe Ser Leu Lys Pro Cys Ala Asp Ser Glu lie Gly 
195 200 205 

Cys His Met Asp lie Phe Gin His Leu Ala Phe Ser Asp Val Asp Val 
210 215 220 

Ala Arg Val lie Ala Pro Asp Ala Phe Val Cys Arg Thr lie Cys Thr 
225 230 235 240 

Tyr His Pro Asn Cys Leu Phe Phe Thr Phe Tyr Thr Asn Ala Trp Lys 
245 250 255 

lie Glu Ser Gin Arg Asn Val Cys Phe Leu Lys Thr Ser His Ser Gly 
260 265 270 

Thr Pro Ser Phe Pro Thr Pro Gin Glu Asn Ala lie Ser Gly Tyr Ser 
275 280 285 

Leu Leu Thr Cys Lys Gin Thr Leu Pro Glu Pro Cys His Ser Lys lie 

290 295 300 

Tyr Ser Glu Val Asp Phe Glu Gly Glu Glu Leu Asn Val Thr Phe Val 
305 310 315 320 

Gin Gly Ala Asn Leu Cys Gin Glu Thr Cys Thr Lys Thr lie Arg Cys 
325 330 335 

Gin Phe Phe Thr Tyr Ser Leu His Pro Glu Asp Cys Arg Gly Glu Lys 
340 345 350 

Cys Lys Cys Ser Leu Arg Leu Ser Ser Asp Gly Ser Pro Thr Lys lie 
355 360 365 

Thr His Gly Met Arg Ala Ser Ser Gly Tyr Ser Leu Arg Leu Cys Arg 

370 375 380 

Ser Gly Asp His Ser Ala Cys Ala Thr Lys Ala Asn Thr Arg lie Val 
385 390 395 400 

Gly Gly Thr Asp Ser Phe Leu Gly Glu Trp Pro Trp Gin Val Ser Leu 
405 410 415 

Gin Ala Lys Leu Arg Ala Gin Asn His Leu Cys Gly Gly Ser lie lie 
420 425 430 

Gly His Gin Trp Val Leu Thr Ala Ala His Cys Phe Asp Gly Leu Ser 
435 440 445 

Leu Pro Asp lie Trp Arg He Tyr Gly Gly He Leu Asn He Ser Glu 
450 455 460 

He Thr Lys Glu Thr Pro Phe Ser Gin Val Lys Glu lie lie lie His 
465 470 475 480 

Gin Asn Tyr Lys lie Leu Glu Ser Gly His Asp lie Ala Leu Leu Lys 
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485 



490 



495 



Leu Glu Thr Pro Leu 
500 

Pro Ser Arg Asp Asp 
515 

Gly Trp Gly Phe Thr 
530 

Lys Val Asn lie Pro 
545 

Arg Asp His Lys lie 
565 

Gly Gly Lys Asp Ala 
580 

Lys Tyr Asn Gly lie 
595 

Gly Cys Ala Arg Arg 

610 

Tyr Met Asp Trp lie 
625 



Asn Tyr Thr Asp Phe Gin 

505 

Thr Asn Val Val Tyr Thr 

520 

Glu Glu Lys Gly Glu lie 
535 

Leu Val Ser Asn Glu Glu 
550 555 

Ser Lys Gin Met lie Cys 
570 

Cys Lys Gly Glu Ser Gly 
585 

Trp His Leu Val Gly Thr 

600 

Glu Gin Pro Gly Val Tyr 
615 

Leu Glu Lys Thr Gin Asp 
630 635 



Lys Pro lie Cys Leu 
510 

Asn Cys Trp Val Thr 

525 

Gin Asn lie Leu Gin 
540 

Cys Gin Lys Ser Tyr 
560 

Ala Gly Tyr Lys Glu 
575 

Gly Pro Leu Val Cys 
590 

Thr Ser Trp Gly Glu 
605 

Thr Lys Val lie Glu 

620 

Asp Asp Gly Gin Ser 
640 



Trp Met Lys 



<210> 114 
<211> 638 
<212> PRT 

<213> Mus musculus 
<400> 114 

Met lie Leu Phe Asn 
1 5 

Val Ser Cys Gly Cys 
20 

Gly Gly Asp Leu Ala 
35 

Lys Met Cys Thr Phe 
50 

Val Thr Pro Pro Lys 
65 

Glu Ser He Thr Gly 
85 

Ser Gly His Ser Leu 
100 

Arg Asp He Tyr Lys 
115 



Arg Val Gly Tyr Phe Val 
10 

Met Thr Gin Leu Tyr Lys 

25 

Ala He Tyr Thr Pro Asp 
40 

His Pro Arg Cys Leu Leu 
55 

Glu Thr Asn Lys Arg Phe 
70 75 

Thr Leu Pro Arg He His 

90 

Lys Gin Cys Gly His Gin 
105 

Gly Leu Asp Met Arg Gly 
120 



Ser Leu Phe Ala Thr 
15 

Asn Thr Phe Phe Arg 
30 

Ala Gin Tyr Cys Gin 
45 

Phe Ser Phe Leu Ala 

60 

Gly Cys Phe Met Lys 
80 

Arg Thr Gly Ala He 
95 

He Ser Ala Cys His 
110 

Ser Asn Phe Asn He 

125 
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Ser Lys Thr Asp Asn lie Glu Glu Cys Gin Lys Leu Cys Thr Asn Asn 
130 135 140 

Phe His Cys Gin Phe Phe Thr Tyr Ala Thr Ser Ala Phe Tyr Arg Pro 
145 150 155 160 

Glu Tyr Arg Lys Lys Cys Leu Leu Lys His Ser Ala Ser Gly Thr Pro 
165 170 175 

Thr Ser lie Lys Ser Ala Asp Asn Leu Val Ser Gly Phe Ser Leu Lys 
180 185 190 

Ser Cys Ala Leu Ser Glu lie Gly Cys Pro Met Asp lie Phe Gin His 
195 200 205 

Ser Ala Phe Ala Asp Leu Asn Val Ser Gin Val lie Thr Pro Asp Ala 
210 215 220 

Phe Val Cys Arg Thr lie Cys Thr Phe His Pro Asn Cys Leu Phe Phe 
225 230 235 240 

Thr Phe Tyr Thr Asn Glu Trp Glu Thr Glu Ser Gin Arg Asn Val Cys 
245 250 255 

Phe Leu Lys Thr Ser Lys Ser Gly Arg Pro Ser Pro Pro lie Pro Gin 
260 265 270 

Glu Asn Ala lie Ser Gly Tyr Ser Leu Leu Thr Cys Arg Lys Thr Arg 
275 280 285 

Pro Glu Pro Cys His Ser Lys lie Tyr Ser Gly Val Asp Phe Glu Gly 
290 295 300 

Glu Glu Leu Asn Val Thr Phe Val Gin Gly Ala Asp Val Cys Gin Glu 
305 310 315 320 

Thr Cys Thr Lys Thr lie Arg Cys Gin Phe Phe lie Tyr Ser Leu Leu 
325 330 335 

Pro Gin Asp Cys Lys Glu Glu Gly Cys Lys Cys Ser Leu Arg Leu Ser 
340 345 350 

Thr Asp Gly Ser Pro Thr Arg lie Thr Tyr Gly Met Gin Gly Ser Ser 
355 360 365 

Gly Tyr Ser Leu Arg Leu Cys Lys Leu Val Asp Ser Pro Asp Cys Thr 

370 375 380 

Thr Lys lie Asn Ala Arg lie Val Gly Gly Thr Asn Ala Ser Leu Gly 
385 390 395 400 

Glu Trp Pro Trp Gin Val Ser Leu Gin Val Lys Leu Val Ser Gin Thr 
405 410 415 

His Leu Cys Gly Gly Ser lie lie Gly Arg Gin Trp Val Leu Thr Ala 
420 425 430 

Ala His Cys Phe Asp Gly lie Pro Tyr Pre Asp Val Trp Arg lie Tyr 
435 440 445 

Gly Gly lie Leu Ser Leu Ser Glu lie Thr Lys Glu Thr Pro Ser Ser 
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450 



455 



460 



Arg lie Lys Glu Leu lie lie His Gin Glu Tyr Lys Val Ser Glu Gly 
465 470 475 480 

Asn Tyr Asp lie Ala Leu lie Lys Leu Gin Thr Pro Leu Asn Tyr Thr 
485 490 495 

Glu Phe Gin Lys Pro lie Cys Leu Pro Ser Lys Ala Asp Thr Asn Thr 
500 505 510 

He Tyr Thr Asn Cys Trp Val Thr Gly Trp Gly Tyr Thr Lys Glu Gin 
515 520 525 

Gly Glu Thr Gin Asn He Leu Gin Lys Ala Thr He Pro Leu Val Pro 
530 535 540 

Asn Glu Glu Cys Gin Lys Lys Tyr Arg Asp Tyr Val He Asn Lys Gin 
545 550 555 560 

Met He Cys Ala Gly Tyr Lys Glu Gly Gly Thr Asp Ala Cys Lys Gly 
565 570 575 

Asp Ser Gly Gly Pro Leu Val Cys Lys His Ser Gly Arg Trp Gin Leu 
580 585 590 

Val Gly He Thr Ser Trp Gly Glu Gly Cys Gly Arg Lys Asp Gin Pro 
595 600 605 

Gly Val Tyr Thr Lys Val Ser Glu Tyr Met Asp Trp He Leu Glu Lys 
610 615 620 

Thr Gin Ser Ser Asp Val Arg Ala Leu Glu Thr Ser Ser Ala 
625 630 635 



<210> 115 
<211> 638 
<212> PPT 

<213> Rattus norvegicus 
<400> 115 

Met lie Leu Phe Lys Gin Val Gly Tyr Phe Val Ser Leu Phe Ala Thr 
15 10 15 

Val Ser Cys Gly Cys Leu Ser Gin Leu Tyr Ala Asn Thr Phe Phe Arg 
20 25 30 

Gly Gly Asp Leu Ala Ala He Tyr Thr Pro Asp Ala Gin His Cys Gin 
35 40 45 

Lys Met Cys Thr Phe His Pro Arg Cys Leu Leu Phe Ser Phe Leu Ala 
50 55 60 

Val Ser Pro Thr Lys Glu Thr Asp Lys Arg Phe Gly Cys Phe Met Lys 
65 70 75 80 

Glu Ser He Thr Gly Thr Leu Pro Arg He His Arq Thr Gly Ala He 
85 90 95 

Ser Gly His Ser Leu Lye Gin Cys Gly His Gin Leu Ser Ala Cys His 
100 105 110 
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Gin Asp lie Tyr Glu Gly Leu Asp Met Arg Gly Ser Asn Phe Asn lie 
115 120 125 

Ser Lys Thr Asp Ser lie Glu Glu Cys Gin Lys Leu Cys Thr Asn Asn 
130 135 140 

lie His Cys Gin Phe Phe Thr Tyr Ala Thr Lys Ala Phe His Arg Pro 
145 150 155 160 

Glu Tyr Arg Lys Ser Cys Leu Leu Lys Arg Ser Ser Ser Gly Thr Pro 
165 170 175 

Thr Ser lie Lys Pro Val Asp Asn Leu Val Ser Gly Phe Ser Leu Lys 
180 185 190 

Ser Cys Ala Leu Ser Glu lie Gly Cys Pro Met Asp lie Phe Gin His 
195 200 205 

Phe Ala Phe Ala Asp Leu Asn Val Ser Gin Val Val Thr Pro Asp Ala 
210 215 220 

Phe Val Cys Arg Thr Val Cys Thr Phe His Pro Asn Cys Leu Phe Phe 
225 230 235 240 

Thr Phe Tyr Thr Asn Glu Trp Glu Thr Glu Ser Gin Arg Asn Val Cys 
245 250 255 

Phe Leu Lys Thr Ser Lys Ser Gly Arg Pro Ser Pro Pro lie lie Gin 
260 265 270 

Glu Asn Ala Val Ser Gly Tyr Ser Leu Phe Thr Cys Arg Lys Ala Arg 
275 280 285 

Pro Glu Pro Cys His Phe Lys He Tyr Ser Gly Val Ala Phe Glu Gly 
290 295 300 

Glu Glu Leu Asn Ala Thr Phe Val Gin Gly Ala Asp Ala Cys Gin Glu 
305 310 315 320 

Thr Cys Thr Lys Thr He Arg Cys Gin Phe Phe Thr Tyr Ser Leu Leu 
325 330 335 

Pro Gin Asp Cys Lys Ala Glu Gly Cys Lys Cys Ser Leu Arg Leu Ser 
340 345 350 

Thr Asp Gly Ser Pro Thr Arg He Thr Tyr Glu Ala Gin Gly Ser Ser 
355 360 365 

Gly Tyr Ser Leu Arg Leu Cys Lys Val Val Glu Ser Ser Asp Cys Thr 
370 375 380 

Thr Lys He Asn Ala Arg He Val Gly Gly Thr Asn Ser Ser Leu Gly 
385 390 395 400 

Glu Trp Pro Trp Gin Val Ser Leu Gin Val Lys Leu Val Ser Gin Asn 
405 410 415 

His Met Cys Gly Gly Ser He He Gly Arg Gin Trp He Leu Thr Ala 
420 425 430 

Ala His Cys Phe Asp Gly lie Pro Tyr Pro Asp Val Trp Arg He Tyr 
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435 



440 



445 



Gly Gly lie Leu Asn Leu Ser Glu lie Thr Asn Lys Thr Pro Phe Ser 
450 455 460 

Ser He Lys Glu Leu He He His Gin Lys Tyr Lys Met Ser Glu Gly 
465 470 475 480 

Ser Tyr Asp He Ala Leu He Lys Leu Gin Thr Pro Leu Asn Tyr Thr 
485 490 495 

Glu Phe Gin Lys Pro He Cys Leu Pro Ser Lys Ala Asp Thr Asn Thr 
500 505 510 

He Tyr Thr Asn Cys Trp Val Thr Gly Trp Gly Tyr Thr Lys Glu Arg 
515 520 525 

Gly Glu Thr Gin Asn lie Leu Gin Lys Ala Thr He Pro Leu Val Pro 

530 535 540 

Asn Glu Glu Cys Gin Lys Lys Tyr Arg Asp Tyr Val He Thr Lys Gin 
545 550 555 560 

Met lie Cys Ala Gly Tyr Lys Glu Gly Gly He Asp Ala Cys Lys Gly 
565 570 575 

Asp Ser Gly Gly Pro Leu Val Cys Lys His Ser Gly Arg Tip Gin Leu 
580 585 590 

Val Gly He Thr Ser Trp Gly Glu Gly Cys Ala Arg Lys Glu Gin Pro 
595 600 605 

Gly Val Tyr Thr Lys Val Ala Glu Tyr lie Asp Trp He Leu Glu Lys 
610 615 620 

lie Gin Ser Ser Lys Glu Arg Ala Leu Glu Thr Ser Pro Ala 
625 630 635 



<210> 116 
<211> 856 
<212> PRT 

<213> Drosophila melanogaster 
<400> 116 

Met Ala Asn Arg Thr Val Lys Glu Ala Lys Asn Val His Gly Thr Asn 
15 10 15 

Pro Gin Tyr Leu lie Glu Lys lie lie Arg Ser Arg lie Tyr Asp Ser 
20 25 30 

Lys Tyr Trp Lys Glu Gin Cys Phe Ala Leu Thr Ala Glu Leu Leu Val 
35 40 45 

Asp Lys Ala Met Glu Leu Arg Phe Val Gly Gly Val Tyr Gly Gly Asn 

50 55 60 

lie Lys Pro Thr Gin Phe Leu Cys Leu Thr Leu Lys Met Leu Gin lie 

65 70 75 80 

Gin Pro Glu Lys Asp lie Val Val Glu Phe lie Lys Asn Glu Glu Phe 
85 90 95 
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Lys Tyr Val Arg Ala Leu Gly Ala Phe Tyr Leu Arg Leu Thr Gly Ala 
100 105 110 

Ala Leu Asp Cys Tyr Lys Tyr Leu Glu Pro Leu Tyr lie Asp Asn Arg 
115 120 125 

Lys Leu Arg Arg Gin Asn Arg Ala Gly Gin Phe Glu lie Val Tyr Met 
130 135 140 

Asp Glu Tyr lie Asp Glu Leu Leu Arg Asn Asp Arg Val Cys Asp lie 
145 150 155 160 

lie Leu Pro Arg lie Gin Lys Arg Ser lie Leu Glu Glu Asn Asn Glu 
165 170 175 

lie Glu Pro Lys Val Ser Val Leu Asp Glu Asp Leu Asp Asp Glu Leu 
180 185 190 

Pro Ser Asp Glu Glu Lys Ala Asp Glu Thr Asn Arg Pro Lys Glu Asn 
195 200 205 

Ser Thr Ala Val Arg Arg Pro Arg Arg Val Arg Ser Lys Ser Arg Ser 
210 215 220 

Arg Ser Arg Glu Arg Glu Arg Arg Ser Gly Gin Gly Asn Ser Ala Arg 
225 230 235 240 

Ser Arg Asp Tyr Tyr Asp Glu Leu Glu Asp Tyr Asp Arg Gin Arg Asn 
245 250 255 

Arg Val Arg Asn Arg Asp Thr His Asn Glu Asp Tyr Asp Arg Arg Gin 
260 265 270 

Asn Asn Gly Arg His Asp Arg Glu Arg Glu Arg Gin Asp Arg Asp Ser 
275 280 285 

lie Arg Glu Arg Glu Arg Asp Gly Asp Arg Asp Arg Arg Asp Arg Glu 
290 295 300 

Arg Glu Arg Glu Arg Asp Arg Gly Arg His Asp Gin Arg Glu Arg Asp 

305 310 315 320 

Ser Arg Gly Glu His Trp Cys Lys Pro Asp Ala Ser Thr Ser Ser Val 
325 330 335 

Leu Asp Ser Glu Gin Val Gly Thr Glu Arg Asn Gly Ser Met Pro Arg 
340 345 350 

Ser Asp Thr Glu Ala Leu Val Ala Asp Val Glu Thr Gly Glu Asp Ser 
355 360 365 

Ala Pro Arg lie Leu Asp Ala Ser Ser Ala Ala Ser Ser Glu Gin Val 

370 375 380 

Asp Pro Pro Pro Val Pro Pre Pro His Asp Tyr Ser Ser Tyr Arg Trp 

385 390 395 400 

Phe lie Leu Glu Pro Ala Val Phe Leu lie Phe Phe Ala Arg Asn Leu 
405 410 415 

He Gly Ala Val Tyr Gin Asn Gin He Leu Tyr Gin Thr Cys He Thr 
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420 



425 



430 



lie Glu Lys Phe 
435 

Arg Gly Ser Asp 
450 

Ser Ala Asn lie 
465 

Ala Phe Ala Ser 



Arg Pro lie Leu 
500 

lie Leu He Val 
515 

Trp Trp Phe Leu 
530 

Cys Ala Leu He 
545 

Glu Arg Lys Lys 



Ala Gly He Met 
580 

Thr Asn Ala Leu 
595 

Ala Leu Met Tyr 
610 

Asp He His Thr 
625 

Val Thr Asp Leu 



Arg Thr He He 
660 

Asp Met Glu Gly 
675 

Phe Asn Trp Thr 

690 

Val lie Gin He 
705 

Val Leu Lys Met 



Cys Val Leu Glu 
740 



Asn Ala Thr Gin 
440 

Ala Asp Lys Glu 
455 

Met Met Thr Thr 
470 

Leu Phe Leu Gly 
485 

Leu Thr Thr Phe 



lie Thr Tyr He 

520 

Leu Ser Ser Val 
535 

Thr Gly He Tyr 
550 

Ala Leu Arg Met 

565 

Val Gly Asn Val 



Val Leu Phe Ser 
600 

Val Leu Leu Phe 
615 

Gly Ser Arg Val 
630 

lie Arg Thr Cys 
645 

Trp Leu Thr Met 



Glu Ser Thr Val 

680 

lie Lys Asp Phe 
695 

Val Gly Ser lie 
710 

Ser lie Val Thr 

725 

Ser Thr Val Arg 



Cys Glu Pro Leu 



Val Glu Val He 
460 

Ser Leu Leu Glu 
475 

Pro Trp Ser Asp 
490 

Thr Gly Tyr Leu 
505 

Thr Arg Ser Thr 



Pro Ser Val Val 
540 

Cys Tyr lie Ser 
555 

Val Leu Asn Glu 
570 

Ala Ser Gly Tyr 
585 

He Ala Gly Ser 



Val Pro Glu Ser 

620 

Arcr Glu Phe Phe 
635 

Phe Lys Arg Arg 
650 

lie Ala Leu Thr 
665 

Asn Tyr Met Phe 



Ser Leu Phe Asn 

700 

Val Gly Met Leu 

715 

Met Ala Met Leu 
730 

Ala Thr Ala Val 
745 



Leu Gly lie Asp 
445 

Val Gin Thr Tyr 



Ser lie lie Pro 
480 

Lys Phe Gly Arg 
495 

Thr Gly Ala Leu 
510 

Asn lie Ser Pro 

525 

Ser Gly Gly Thr 



Asp Val Ala Lys 

560 

Ala Ser Leu Cys 
575 

lie Tyr Ala Ala 
590 

Leu Met Met Phe 

605 

Leu Asn Pro Gly 



Arg Phe Asp Leu 
640 

Pro Asn Phe Asp 
655 

lie Ala lie Phe 

670 

Val Gin Asp Lys 

685 

Ala Ser Arg He 



Val Leu Arg Arg 

720 

Ser Leu Ala Cys 
735 

Tyr Trp Gin Glu 

750 
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Leu Tyr Leu Gly Met 
755 

Met Cys Arg Ala lie 

770 

Lys lie Phe Ala Leu 
735 

Ala Ala Pro Leu Tyr 
805 

Pro Gly Ala Phe Asn 
820 

lie Leu lie Ala Val 
835 

Ser Val Tyr Gin Ala 
850 



Thr Leu Gly Met Met Arg 

760 

Leu Ser His Val Ala Pro 
775 

Thr Thr Ser Met Glu Ser 

790 795 

Thr Thr Val Tyr Lys Ala 
810 

Phe lie Ser Ala Ala Leu 

825 

He Phe Gly He Gin Lys 
840 

He Gly Ser 
855 



Gly Val Met Gly Pro 
765 

Ala Thr Glu Val Gly 
780 

Val Ser Pro Leu Gly 
800 

Thr Leu Glu Asn Tyr 
815 

Tyr Phe Val Cys Tyr 
830 

Ser Met Gly Ser Ser 
845 



<210> 117 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 117 

Met Ala Asn Arg Thr Leu Lys Asp Ala His Ser Val Arg Gly Thr Asn 
15 10 15 

Pro Gin Tyr Leu Val Gly Lys He He Arg Met Arg He Cys Glu Ser 
20 25 30 

Lys His Trp Lys Glu Glu Cys Phe Gly Leu Met Ala Glu Leu Val Val 
35 40 45 

Asp Asn Ala Met Glu Leu Met Phe Val Gly Gly Glu Tyr Gly Gly Asn 
50 55 60 

He Lys Pro Thr Pro Phe Leu Cys Leu lie Leu Lys Met Leu Gin He 
65 70 75 80 

Gin Ser Glu Lys Gly He Thr Ala Glu Phe He Glu Asn Glu Asp Phe 
85 90 95 

Lys Tyr Val His Met Leu Gly Ala Leu Tyr Met Arg Leu Met Gly Thr 
100 105 110 

Ala lie Asp Cys Tyr Lys Tyr Leu Glu Pro Leu Tyr Asn Asp Tyr Arg 
115 120 125 

Lys lie Lys Ser Gin Asn Arg Asn Gly Gly Leu Asn 
130 135 140 



<210> 118 

<211> 236 

<212> PRT 

<213> Homo sapiens 

<400> 118 
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Met Leu Gin lie Gin Pro Glu Lys Asp lie lie Val Glu Phe He Lys 
15 10 15 



Asn Gly Asp Phe Lys Tyr Val Arg Met Leu Gly Ala Leu Tyr Met Arg 
20 25 30 

Leu Thr Gly Thr Ala He Asp Cys Tyr Lys Tyr Leu Glu Pro Leu Tyr 
35 40 45 

Asn Asp Tyr Arg Lys He Lys Ser Gin Asn Arg Asn Gly Glu Phe Glu 
50 55 60 

Leu Met His Val Asp Glu Phe He Asp Glu Leu Leu His Ser Glu Arg 
65 70 75 80 

Val Cys Asp He lie Leu Pro Arg Leu Gin Lys Arg Tyr Val Leu Glu 
85 90 95 

Glu Ala Glu Gin Leu Glu Pro Arg Val Ser Ala Leu Glu Glu Asp Met 
100 105 110 

Asp Asp Val Glu Ser Ser Glu Glu Glu Glu Glu Glu Asp Glu Lys Leu 
115 120 125 

Glu Arg Val Pro Ser Pro Asp His Arg Arg Arg Ser Tyr Arg Asp Leu 
130 135 140 

Asp Lys Pro Arg Arg Ser Pro Thr Leu Arg Tyr Arg Arg Ser Arg Ser 
145 150 155 160 

Arg Ser Pro Arg Arg Arg Ser Arg Ser Pro Lys Arg Arg Ser Pro Ser 
165 170 175 

Pro Arg Arg Glu Arg His Arg Ser Lys Ser Pro Arg Arg His Arg Ser 
180 185 190 

Arg Ser Arg Asp Arg Arg His Arg Ser Arg Ser Lys Ser Pro Gly His 
195 200 205 

His Arg Ser His Arg His Arg Ser His Ser Lys Ser Pro Glu Arg Ser 
210 215 220 

Lys Lys Ser His Lys Lys Ser Arg Arg Gly Asn Glu 

225 230 235 



<210> 119 
<211> 320 
<212> PRT 

<213> Caenorhabdi t i s elegans 
<400> 119 

Met Ala Asn Arg Thr Glu Lys Ala Ala Lys Thr Val Lys Gly Thr Asn 
15 10 15 

Pro Gin Phe Leu Val Glu Lys He He Arg Gin Arg He Tyr Asp Ser 
20 25 30 

Met Tyr Trp Lys GJu His Cys Phe Ala Leu Thr Ala Glu Leu Val Val 
35 40 45 

Asp Lys Gly Met Asp Leu Arg Tyr He Gly Gly He Tyr Ala Gly Asn 
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50 55 60 

lie Lys Pro Thr Pro Phe Leu Cys Leu Ala Leu Lys Met Leu Gin lie 
65 70 75 80 

Gin Pro Asp Lys Asp lie Val Leu Glu Phe lie Gin Gin Glu Glu Phe 
85 90 95 

Lys Tyr lie Arg Ala Leu Gly Ala Met Tyr Leu Arg Leu Thr Phe Asp 
100 105 110 

Ser Thr Glu lie Tyr Lys Tyr Leu Glu Pro Leu Tyr Asn Asp Phe Arg 
115 120 125 

Lys Leu Arg Tyr Met Asn Lys Met Gly Arg Phe Glu Ala lie Tyr Met 
130 135 140 

Asp Asp Phe lie Asp Asn Leu Leu Arg Glu Asp Arg Tyr Cys Asp lie 
145 150 155 160 

Gin Leu Pro Arg Leu Gin Lys Arg Trp Ala Leu Glu Glu Val Asp Met 
165 170 175 

Leu Pro Ser Tyr Lys Ser Leu Leu Asp Gly Asp Leu Val Ala Met Ser 
180 185 190 

Asp Ser Asp Ser Glu Glu Glu Glu Val Thr Lys Lys Glu Lys Pro Arg 
195 200 205 

Leu Thr Ser Arg Arg Arg Ser Arg Ser Arg Asp Arg Glu Arg Asp Val 
210 215 220 

Gly Asp Arg Arg Glu Val Arg Glu Arg Glu Lys Leu Lys Glu Arg Arg 
225 230 235 240 

Glu Arg Gly Asp Asp Glu Pro Gly Pro Ser Ser Ser Gly Ser Gly Arg 
245 250 255 

Arg Asp Asp Arg Asp Asp Arg Arg Arg Asp Arg Asp Arg Ser Arg Asp 
260 265 270 

Arg Asp Arg Arg Asp Arg Arg Asp Asp Asp Arg Arg Asp Lys Lys Lys 
275 280 285 

Glu Ser Arg Arg Gly Gly Ala Asp Asn Asp Glu Glu Arg Glu lie Ala 

290 295 300 

Glu Ala Asn Ala Leu Arg Ala Lys Leu Gly Leu Ala Pro Leu Glu Arg 

305 310 315 320 



<210> 120 
<211> 363 
<212> PRT 

<213> Arabidopsis thai i ana 
<400> 120 

Met Ala Asn Arg Thr Asp Pro Leu Ala Lys Asn lie Arg Gly Thr Asn 
15 10 15 
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Pro Gin Asn Leu Val Glu Lys lie Val Arg Thr Lys lie Tyr Gin His 
20 25 30 

Thr Phe Trp Lys Glu Gin Cys Phe Gly Leu Thr Ala Glu Thr Leu Val 
35 40 45 

Asp Lys Ala Met Glu Leu Asp His Leu Gly Gly Thr Phe Gly Gly Ser 
50 55 60 

Arg Lys Pro Thr Pro Phe Leu Cys Leu lie Leu Lys Met Leu Gin lie 
65 70 75 80 

Gin Pro Glu Lys Glu lie Val Val Glu Phe lie Lys Asn Asp Asp Tyr 
85 90 95 

Lys Tyr Val Arg lie Leu Gly Ala Phe Tyr Leu Arg Leu Thr Gly Thr 
100 105 110 

Asp Val Asp Val Tyr Arg Tyr Leu Glu Pro Leu Tyr Asn Asp Tyr Arg 
115 120 125 

Lys Val Arg Gin Lys Leu Ser Asp Gly Asn Leu Phe Leu Trp Phe Gly 
130 135 140 

lie Glu Phe Ser Leu Thr His Val Asp Glu Val lie Glu Glu Leu Leu 
145 150 155 160 

Thr Lys Asp Tyr Ser Cys Asp lie Ala Met Pro Arg Leu Lys Lys Arg 
165 170 175 

Trp Thr Leu Glu Gin Asn Gly Leu Leu Glu Pro Arg Lys Ser Val Leu 
180 185 190 

Glu Asp Asp Phe Glu Glu Glu Glu Glu Lys Glu Glu Asn Glu Gly lie 
195 200 205 

Ala Asp Gly Ser Glu Asp Glu Met Asp Gin Arg Arg Lys Ser Pro Glu 
2^.0 215 220 

Arg Glu Arg Glu Arg Asp Arg Asp Arg Arg Arg Asp Ser His Arg His 

225 230 235 240 

Arg Asp Arg Asp Tyr Asp Arg Asp Tyr Asp Met Asp Arg Asp His Asp 
245 250 255 

Arg Asp Tyr Glu Arg Glu Arg Gly His Gly Arg Asp Arg Asp Arg Glu 
260 265 270 

Arg Asp Arg Asp His Tyr Arg Glu Arg Asp Arg Asp Arg Glu Arg Gly 
275 280 285 

Arg Asp Arg Glu Arg Asp Arg Arg Asp Arg Ala Arg Arg Arg Ser Arg 

290 295 300 

Ser Arg Ser Arg Asp Arg Lys Arg His Glu Thr Asp Asp Val Arg Asp 
305 310 315 320 

Arg Glu Glu Pro Lys Lys Lys Lys Glu Lys Lys Glu Lys Met Lys Glu 
32 5 330 335 

Asp Gly Thr Asp His Pro Asn Pro Glu lie Ala Glu Met Asn Arg Leu 
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340 



345 



350 



Arg Ala Ser Leu Gly Met Lys Pro Leu Arg Asp 
355 360 



<210> 121 
<211> 524 
<212> PRT 

<213> Homo sapiens 
<400> 121 

Met Thr Glu Asp Lys Val Thr Gly Thr Leu Val Phe Thr Val He Thr 
15 10 15 

Ala Val Leu Gly Ser Phe Gin Phe Gly Tyr Asp He Gly Val He Asn 
20 25 30 

Ala Pro Gin Gin Val He He Ser His Tyr Arg His Val Leu Gly Val 
35 40 45 

Pro Leu Asp Asp Arg Lys Ala lie Asn Asn Tyr Val lie Asn Ser Thr 
50 55 60 

Asp Glu Leu Pro Thr lie Ser Tyr Ser Met Asn Pro Lys Pro Thr Pro 
65 70 75 80 

Trp Ala Glu Glu Glu Thr Val Ala Ala Ala Gin Leu He Thr Met Leu 
85 90 95 

Trp Ser Leu Ser Val Ser Ser Phe Ala Val Gly Gly Met Thr Ala Ser 
100 105 110 

Phe Phe Gly Gly Trp Leu Gly Asp Thr Leu Gly Arg lie Lys Ala Met 
115 120 125 

Leu Val Ala Asn lie Leu Ser Leu Val Gly Ala Leu Leu Met Gly Phe 
130 135 140 

Ser Lys Leu Gly Pro Ser His lie Leu lie lie Ala Gly Arg Ser lie 
145 150 155 160 

Ser Gly Leu Tyr Cys Gly Leu lie Ser Gly Leu Val Pro Met Tyr lie 
165 170 175 

Gly Glu lie Ala Pro Thr Ala Leu Arg Gly Ala Leu Gly Thr Phe His 
180 185 190 

Gin Leu Ala lie Val Thr Gly lie Leu lie Ser Gin lie lie Gly Leu 
195 200 205 

Glu Phe lie Leu Gly Asn Tyr Asp Leu Trp His lie Leu Leu Gly Leu 
210 215 220 

Ser Gly Val Arg Ala lie Leu Gin Ser Leu Leu Leu Phe Phe Cys Pro 
225 230 235 240 

Glu Ser Pro Arg Tyr Leu Tyr He Lys Leu Asp Glu Glu Val Lys Ala 
245 250 255 

Lys Gin Ser Leu Lys Arg Leu Arg Gly Tyr Asp Asp Val Thr Lys Asp 

260 265 270 
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lie Asn Glu Met Arg Lys Glu Arg Glu Glu Ala Ser Ser Glu Gin Lys 
275 280 285 



Val Ser lie lie Gin Leu Phe Thr Asn Ser Ser Tyr Arg Gin Pro lie 

290 295 300 

Leu Val Ala Leu Met Leu His Val Ala Gin Gin Phe Ser Gly He Asn 
305 310 315 320 

Gly He Phe Tyr Tyr Ser Thr Ser He Phe Gin Thr Ala Gly He Ser 
325 330 335 

Lys Pro Val Tyr Ala Thr He Gly Val Gly Ala Val Asn Met Val Phe 
340 345 350 

Thr Ala Val Ser Val Phe Leu Val Glu Lys Ala Gly Arg Arg Ser Leu 
355 360 365 

Phe Leu He Gly Met Ser Gly Met Phe Val Cys Ala He Phe Met Ser 
370 375 380 

Val Gly Leu Val Leu Leu Asn Lys Phe Ser Trp Met Ser Tyr Val Ser 
385 390 395 400 

Met He Ala lie Phe Leu Phe Val Ser Phe Phe Glu lie Gly Pro Gly 
405 410 415 

Pro lie Pro Trp Phe Met Val Ala Glu Phe Phe Ser Gin Gly Pro Arg 
420 425 430 

Pro Ala Ala Leu Ala lie Ala Ala Phe Ser Asn Trp Thr Cys Asn Phe 
435 440 445 

lie Val Ala Leu Cys Phe Gin Tyr lie Ala Asp Phe Cys Gly Pro Tyr 
450 455 460 

Val Phe Phe Leu Phe Ala Gly Val Leu Leu Ala Phe Thr Leu Phe Thr 
465 470 475 480 

Phe Phe Lys Val Pro Glu Thr Lys Gly Lys Ser Phe Glu Glu lie Ala 
485 490 495 

Ala Glu Phe Gin Lys Lys Ser Gly Ser Ala His Arg Pro Lys Ala Ala 
500 505 510 



Val Glu Met Lys Phe Leu Gly Ala Thr Glu Thr Val 
515 520 



<210> 122 
<211> 523 
<212> PRT 

<213> Mus musculus 
<400> 122 

Met Ser Glu Asp Lys lie Thr Gly Thr Leu Ala Phe Thr Val Phe Thr 
15 10 15 

Ala Val Leu Ser Ser Phe Gin Phe Gly Tyr Asp He Gly Val lie Asn 

20 25 30 
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Ala Pro Gin Glu Val He He Ser His Tyr Arg His Val Leu Gly Val 
35 40 45 

Pro Leu Asp Asp Arg Lys Ala Ala He Asn Tyr Asp Val Asn Gly Thr 
50 55 60 

Asp Thr Pro Leu Thr Val Thr Pro Ala Tyr Thr Thr Pro Ala Pro Trp 
65 70 75 80 

Asp Glu Glu Glu Thr Glu Gly Ser Ala His He Val Thr Met Leu Trp 
85 90 95 

Ser Leu Ser Val Ser Ser Phe Ala Val Gly Gly Met Val Ala Ser Phe 
100 105 110 

Phe Gly Gly Trp Leu Gly Asp Lys Leu Gly Arg lie Lys Ala Met Leu 
115 120 125 

Ala Ala Asn Ser Leu Ser Leu Thr Gly Ala Leu Leu Met Gly Cys Ser 
130 135 140 

Lys Phe Gly Pro Ala His Ala Leu He He Ala Gly Arg Ser Val Ser 
145 150 155 160 

Gly Leu Tyr Cys Gly Leu He Ser Gly Leu Val Pro Met Tyr He Gly 
165 170 175 

Glu He Ala Pro Thr Thr Leu Arg Gly Ala Leu Gly Thr Leu His Gin 
180 185 190 

Leu Ala Leu Val Thr Gly He Leu He Ser Gin He Ala Gly Leu Ser 
195 200 205 

Phe lie Leu Gly Asn Gin Asp His Trp His lie Leu Leu Gly Leu Ser 
210 215 220 

Ala Val Pro Ala Leu Leu Gin Cys Leu Leu Leu Leu Phe Cys Pro Glu 
225 230 235 240 

Ser Pro Arg Tyr Leu Tyr lie Lys Leu Glu Glu Glu Val Arg Ala Lys 
245 250 255 

Lys Ser Leu Lys Arg Leu Arg Gly Thr Glu Asp Val Thr Lys Asp He 
260 265 270 

Asn Glu Met Lys Lys Glu Lys Glu Glu Ala Ser Thr Glu Gin Lys Val 
275 280 285 

Ser Val He Gin Leu Phe Thr Asp Ala Asn Tyr Arg Gin Pro He Leu 

290 295 300 

Val Ala Leu Met Leu His Met Ala Gin Gin Phe Ser Gly lie Asn Gly 
305 310 315 320 

lie Phe Tyr Tyr Ser Thr Ser He Phe Gin Thr Ala Gly lie Ser Gin 
325 330 335 

Pro Val Tyr Ala Thr lie Gly Val Gly Ala lie Asn Met lie Phe Thr 
340 345 350 

Ala Val Ser Val Leu Leu Val Glu Lys Ala Gly Arg Arg Thr Leu Phe 

355 360 365 
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Leu Thr Gly Met 

370 

Gly Leu Val Leu 
385 

Thr Ala lie Phe 



lie Pro Trp Phe 
420 

Thr Ala Leu Ala 
435 

lie Ala Leu Cys 
450 

Phe Phe Leu Phe 
465 

Phe Lys Val Pro 



Glu Phe Arg Lys 
500 

Gin Met Glu Phe 
515 



lie Gly Met Phe 

375 

Leu Asp Lys Phe 
390 

Leu Phe Val Ser 
405 

Met Val Ala Glu 



Leu Ala Ala Phe 
440 

Phe Gin Tyr lie 
455 

Ala Gly Val Val 
470 

Glu Thr Lys Gly 
485 

Lys Ser Gly Ser 



Leu Ala Ser Ser 

520 



Phe Cys Thr lie 
380 

Ala Trp Met Ser 
395 

Phe Phe Glu lie 
410 

Phe Phe Ser Gin 
425 

Ser Asn Trp Val 



Ala Asp Phe Leu 
460 

Leu Val Phe Thr 
475 

Lys Ser Phe Glu 
490 

Ala Pro Pro Arg 

505 

Glu Ser Val 



Phe Met Ser Val 



Tyr Val Ser Met 
400 

Gly Pro Gly Pro 
415 

Gly Pro Arg Pro 
430 

Cys Asn Phe Val 
445 

Gly Pro Tyr Val 



Leu Phe Thr Phe 
480 

Glu lie Ala Ala 
495 

Lys Ala Ala Val 
510 



<210> 123 
<211> 523 
<212> PRT 

<213> Mus musculus 
<400> 123 

Met Ser Glu Asp Lys lie Thr Gly Thr Leu -.la Phe Thr Val Phe Thr 
15 10 15 

Ala Val Leu Ser Ser Phe Gin Phe Gly Tyr Asp lie Gly Val lie Asn 

20 25 30 

Ala Pro Gin Glu Val lie He Ser His Tyr Arg His Val Leu Gly Val 
35 40 45 

Pro Leu Asp Asp Arg Lys Ala Ala He Asn Tyr Asp Val Asn Gly Thr 
50 55 60 

Asp Thr Pro Leu Thr Val Thr Pro Ala Tyr Thr Thr Pro Ala Pro Trp 
65 70 75 80 

Asp Glu Glu Glu Thr Glu Gly Ser Ala His He Val Thr Met Leu Trp 
85 90 95 

Ser Leu Ser Val Ser Ser Phe Ala Val Asp Gly Met Val Ala Ser Phe 
100 105 110 

Phe Gly Gly Trp Leu Gly Asp Lys Leu Gly Arg He Lys Ala Met Leu 
115 120 12 5 
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Ala Ala Asn Ser Leu 
130 

Lys Phe Gly Pro Ala 
145 

Gly Leu Tyr Cys Gly 
165 

Glu lie Ala Pro Thr 
180 

Leu Ala Leu Val Thr 
195 

Phe lie Leu Gly Asn 
210 

Ala Val Pro Ala Leu 

225 

Ser Pro Arg Tyr Leu 
245 

Lys Ser Leu Lys Arg 
260 

Asn Glu Met Lys Lys 
275 

Ser Val He Gin Leu 
290 

Val Ala Leu Met Leu 

305 

He Phe Tyr Tyr Ser 
325 

Pro Val Tyr Ala Thr 
340 

Ala Val Ser Val Leu 
355 

Leu Thr Gly Met He 
370 

Gly Leu Val Leu Leu 

385 

Thr Ala He Phe Leu 
405 

He Pro Trp Phe Met 
420 

Thr Ala Leu Ala Leu 
435 

lie Ala Leu Cys Phe 
450 



Ser Leu Thr Gly Ala Leu 
135 

His Ala Leu He lie Ala 

150 155 

Leu He Ser Gly Leu Val 
170 

Thr Leu Arg Gly Ala Leu 
185 

Gly lie Leu lie Ser Gin 
200 

Gin Asp His Trp His lie 
215 

Leu Gin Cys Leu Leu Leu 
230 235 

Tyr lie Lys Leu Glu Glu 

250 

Leu Arg Gly Thr Glu Asp 
265 

Glu Lys Glu Glu Ala Ser 
280 

Phe Thr Asp Ala Asn Tyr 
295 

His Met Ala Gin Gin Phe 
310 315 

Thr Thr lie Phe Gin Thr 

330 

lie Gly Val Gly Ala lie 
345 

Leu Val Glu Lys Ala Gly 

360 

Gly Met Phe Phe Cys Thr 
375 

Asp Lys Phe Ala Trp Met 
390 395 

Phe Val Ser Phe Phe Glu 
410 

Val Ala Glu Phe Phe Ser 
425 

Ala Ala Phe Ser Asn Trp 
440 

Gin Tyr lie Ala Asp Phe 
455 



Leu Met Gly Cys Ser 
140 

Gly Arg Ser Val Ser 
160 

Pro Met Tyr lie Gly 
175 

Gly Thr Leu His Gin 
190 

lie Ala Gly Leu Ser 

205 

Leu Leu Gly Leu Ser 

220 

Leu Phe Cys Pro Glu 
240 

Glu Val Arg Ala Lys 
255 

Val Thr Lys Asp lie 

270 

Thr Glu Gin Lys Val 

285 

Arg Gin Pro lie Leu 
300 

Ser Gly lie Asn Gly 
320 

Ala Gly lie Ser Gin 
335 

Asn Met lie Phe Thr 

350 

Arg Arg Thr Leu Phe 

365 

lie Phe Met Ser Val 

380 

Ser Tyr Val Ser Met 
400 

lie Gly Pro Gly Pro 
415 

Gin Gly Pro Arg Pro 
430 

Val Cys Asn Phe Val 
445 

Leu Gly Pro Tyr Val 
460 
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Phe Phe Leu Phe Ala Gly Val Val Leu Val Phe Thr Leu Phe Thr Phe 
465 470 475 480 



Phe Lys Val Pro Glu Thr Lys Gly Lys Ser Phe Glu Glu lie Ala Ala 
485 490 495 

Glu Phe Arg Lys Lys Ser Gly Ser Ala Pro Pro Arg Lys Ala Ala Val 
500 505 510 

Gin Met Glu Phe Leu Ala Ser Ser Glu Ser Val 
515 520 



<210> 124 
<211> 522 
<212> PRT 

<213> Rattus norvegicus 
<400> 124 

Met Ser Glu Asp Lys lie Thr Gly Thr Leu Ala Phe Thr Val Phe Thr 
15 10 15 

Ala Val Leu Gly Ser Phe Gin Phe Gly Tyr Asp lie Gly Val lie Asn 

20 25 30 

Ala Pro Gin Glu Val He He Ser His Tyr Arg His Val Leu Gly Val 
35 40 45 

Pro Leu Asp Asp Arg Arg Ala Thr He Asn Tyr Asp He Asn Gly Thr 
50 55 60 

Asp Thr Pro Leu He Val Thr Pro Ala His Thr Thr Pro Asp Ala Trp 
65 70 75 80 

Glu Glu Glu Thr Glu Gly Ser Ala His He Val Thr Met Leu Trp Ser 
85 90 95 

Leu Ser Val Ser Ser Phe Ala Val Gly Gly Met Val Ala Ser Phe Phe 
100 105 110 

Gly Gly Trp Leu Gly Asp Lys Leu Gly Arg lie Lys Ala Met Leu Ala 
115 120 125 

Ala Asn Ser Leu Ser Leu Thr Gly Ala Leu Leu Met Gly Cys Ser Lys 
130 135 140 

Phe Gly Pro Ala His Ala Leu He He Ala Gly Arg Ser Val Ser Gly 
145 150 155 160 

Leu Tyr Cys Gly Leu He Ser Gly Leu Val Pro Met Tyr He Gly Glu 
165 170 175 

He Ala Pro Thr Thr Leu Arg Gly Ala Leu Gly Thr Leu His Gin Leu 
180 185 190 

Ala Leu Val Thr Gly He Leu He Ser Gin He Ala Gly Leu Ser Phe 
195 200 205 

He Leu Gly Asn Gin Asp Tyr Trp His lie Leu Leu Gly Leu Ser Ala 

210 215 220 
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Val Pro Ala Leu Leu Gin Cys Leu Leu Leu Leu Phe Cys Pro Glu Ser 
225 230 235 240 



Pro Arg Tyr Leu Tyr Leu Lys Leu Glu Glu Glu Val Arg Ala Lys Lys 
245 250 255 

Ser Leu Lys Arg Leu Arg Gly Thr Glu Asp lie Thr Lys Asp lie Asn 
260 265 270 

Glu Met Arg Lys Glu Lys Glu Glu Ala Ser Thr Glu Gin Lys Val Ser 
275 280 285 

Val lie Gin Leu Phe Thr Asp Pro Asn Tyr Arg Gin Pro lie Val Val 
290 295 300 

Ala Leu Met Leu His Leu Ala Gin Gin Phe Ser Gly lie Asn Gly lie 
305 310 315 320 

Phe Tyr Tyr Ser Thr Ser lie Phe Gin Thr Ala Gly lie Ser Gin Pro 
325 330 335 

Val Tyr Ala Thr He Gly Val Gly Ala He Asn Met He Phe Thr Ala 
340 345 350 

Val Ser Val Leu Leu Val Glu Lys Ala Gly Arg Arg Thr Leu Phe Leu 
355 360 365 

Ala Gly Met He Gly Met Phe Phe Cys Ala Val Phe Met Ser Leu Gly 
370 375 380 

Leu Val Leu Leu Asp Lys Phe Thr Trp Met Ser Tyr Val Ser Met Thr 
385 390 395 400 

Ala He Phe Leu Phe Val Ser Phe Phe Glu He Gly Pro Gly Pro lie 
405 410 415 

Pro Trp Phe Met Val Ala Glu Phe Phe Ser Gin Gly Pro Arg Pro Thr 
420 425 430 

Ala Leu Ala Leu Ala Ala Phe Ser Asn Trp Val Cys Asn Phe He He 
435 440 445 

Ala Leu Cys Phe Gin Tyr He Ala Asp Phe Leu Gly Pro Tyr Val Phe 
450 455 460 

Phe Leu Phe Ala Gly Val Val Leu Val Phe Thr Leu Phe Thr Phe Phe 
465 470 475 480 

Lys Val Pro Glu Thr Lys Gly Lys Ser Phe Asp Glu He Ala Ala Glu 
485 490 495 

Phe Arg Lys Lys Ser Gly Ser Ala Pro Pro Arg Lys Ala Thr Val Gin 
500 505 510 

Met Glu Phe Leu Gly Ser Ser Glu Thr Val 
515 520 



<;:io> 125 

<211> 522 
<212> PRT 

<213> Rattus norvegicu> 
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<400> 125 
Met Ser Glu Asp 
1 

Ala Val Leu Gly 
20 

Ala Pro Gin Glu 
35 

Pro Leu Asp Asp 
50 

Asp Thr Pro Leu 
65 

Glu Glu Glu Thr 



Leu Ser Val Ser 
100 

Gly Gly Trp Leu 
115 

Ala Asn Ser Leu 
130 

Phe Gly Pro Ala 
145 

Leu Tyr Cys Gly 



lie Ala Pro Thr 
180 

Ala Leu Val Thr 
195 

lie Leu Gly Asn 
210 

Val Pro Ala Leu 

225 

Pro Arg Tyr Leu 



Ser Leu Lys Arg 
260 

Glu Met Arg Lys 
275 

Val He Gin Leu 
290 

Ala Leu Met Leu 

305 



Lys He Thr Gly 
5 

Ser Phe Gin Phe 



Val He He Ser 
40 

Arg Arg Ala Thr 
55 

He Val Thr Pro 
70 

Glu Gly Ser Ala 
85 

Ser Phe Ala Val 



Gly Asp Lys Leu 
120 

Ser Leu Thr Gly 
135 

His Ala Leu He 
150 

Leu lie Ser Gly 
165 

Thr Leu Arg Gly 



Gly He Leu He 
200 

Gin Asp Tyr Trp 
215 

Leu Gin Cys Leu 
230 

Tyr Leu Asn Leu 
245 

Leu Arg Gly Thr 



Glu Lys Glu Glu 

280 

Phe Thr Asp Pro 

295 

His Leu Ala Gin 
3 1 0 



Thr Leu Ala Phe 
10 

Gly Tyr Asp He 

25 

His Tyr Arg His 



He Asn Tyr Asp 
60 

Ala His Thr Thr 
75 

His He Val Thr 
90 

Gly Gly Met Val 
105 

Gly Arg He Lys 



Ala Leu Leu Met 
140 

He Ala Gly Arg 
155 

Leu Val Pro Met 
170 

Ala Leu Gly Thr 
185 

Ser Gin He Ala 



His lie Leu Leu 

220 

Leu Leu Leu Phe 
235 

Glu Glu Glu Val 
250 

Glu Asp He Thr 

265 

Ala Ser Thr Glu 



Asn Tyr Arg Gin 
300 

Gin Phe Ser Gly 
315 



Thr Val Phe Thr 
15 

Gly Val He Asn 
30 

Val Leu Gly Val 
45 

lie Asn Gly Thr 



Pro Asp Ala Trp 
80 

Met Leu Trp Ser 
95 

Ala Ser Phe Phe 
110 

Ala Met Leu Ala 
125 

Gly Cys Ser Lys 



Ser Val Ser Gly 
160 

Tyr lie Gly Glu 
175 

Leu His Gin Leu 
190 

Gly Leu Ser Phe 
205 

Gly Leu Ser Ala 



Cys Pro Glu Ser 
240 

Arg Ala Lys Lys 
255 

Lys Asp lie Asn 
270 

Gin Lys Val Ser 
285 

Pro lie Val Val 



lie Asn Gly lie 

320 
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Phe Tyr Tyr Ser Thr Ser lie Phe Gin Thr Ala Gly lie Ser Gin Pro 
325 330 335 



Val Tyr Ala Thr He Gly Val Gly Ala He Asn Met He Phe Thr Ala 
340 345 350 

Val Ser Val Leu Leu Val Glu Lys Ala Gly Arg Arg Thr Leu Phe Leu 
355 360 365 

Ala Gly Met lie Gly Met Phe Phe Cys Ala Val Phe Met Ser Leu Gly 
370 375 380 

Leu Val Leu Leu Asp Lys Phe Thr Trp Met Ser Tyr Val Ser Met Thr 
385 390 395 400 

Ala He Phe Leu Phe Val Ser Phe Phe Glu He Gly Pro Gly Pro lie 
405 410 415 

Pro Trp Phe Met Val Ala Glu Phe Phe Ser Gin Gly Pro Arg Pro Thr 
420 425 430 

Ala Leu Ala Leu Ala Ala Phe Ser Asn Trp Val Cys Asn Phe He He 
435 440 445 

Ala Leu Cys Phe Gin Tyr He Ala Asp Phe Leu Gly Pro Tyr Val Phe 
450 455 460 

Phe Leu Phe Ala Gly Val Val Leu Val Phe Thr Leu Phe Thr Phe Phe 
465 470 475 480 

Lys Val Pro Glu Thr Lys Gly Lys Ser Phe Asp Glu He Ala Ala Glu 
485 490 495 

Phe Arg Lys Lys Ser Gly Ser Ala Pro Pro Arg Lys Ala Thr Val Gin 

500 505 510 

Met Glu Phe Leu Gly Ser Ser Glu Thr Val 
515 520 



<210> 126 
<211> 592 
<212> PRT 

<213> Mus musculus 
<400> 126 

Met Ala Val Pro Pro Leu Leu Arg Gly Ala Leu Leu Leu Trp Gin Leu 
15 10 15 

Leu Ala Thr Gly Gly Ala Ala Leu Glu He Gly Arg Phe Asp Pro Glu 
20 25 30 

Arg Gly Arg Gly Pro Ala Pro Cys Gin Ala Met Glu He Pro Met Cys 
35 40 45 

Arg Gly lie Gly Tyr Asn Leu Thr Arg Met Pro Asn Leu Leu Gly His 
50 55 60 

Thr Ser Gin Gly Glu Ala Ala AJa His Cys Ala Glu Phe Ser Pro Leu 
65 70 75 80 

Val Gin Tyr Gly Cys His Ser Has Leu Arg Phe Phe Phe Cys Ser Leu 
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85 90 95 

Tyr Ala Pro Met Cys Thr Asp Gin Val Ser Thr Pro lie Pro Ala Cys 
100 105 110 

Arg Pre Met Cys Glu Gin Ala Arg Leu Arg Cys Ala Pro lie Met Glu 
115 120 125 

Gin Phe Asn Phe Gly Trp Pro Asp Ser Leu Asp Cys Ala Arg Leu Pro 
130 135 140 

Thr Arg Asn Asp Pro His Ala Leu Cys Met Glu Ala Pro Glu Asn Ala 
145 150 155 160 

Thr Ala Gly Pro Thr Glu Pro His Lys Gly Leu Gly Met Leu Pro Val 
165 170 175 

Ala Pro Arg Pro Ala Arg Pro Pro Gly Asp Ser Ala Pro Gly Pro Gly 
180 185 190 

Ser Gly Gly Thr Cys Asp Asn Pro Glu Lys Phe Gin Tyr Val Glu Lys 
195 200 205 

Ser Arg Ser Cys Ala Pro Arg Cys Gly Pro Gly Val Glu Val Phe Trp 
210 215 220 

Ser Arg Arg Asp Lys Asp Phe Ala Leu Val Trp Met Ala Val Trp Ser 
225 230 235 240 

Ala Leu Cys Phe Phe Ser Thr Ala Phe Thr Val Phe Thr Phe Leu Leu 
245 250 255 

Glu Pro His Arg Phe Gin Tyr Pro Glu Arg Pro lie lie Phe Leu Ser 

260 265 270 

Met Cys Tyr Asn Val Tyr Ser Leu Ala Phe Leu lie Arg Ala Val Ala 
275 280 285 

Gly Ala Gin Ser Val Ala Cys Asp Gin Glu Ala Gly Ala Leu Tyr Val 
290 295 300 

lie Gin Glu Gly Leu Glu Asn Thr Gly Cys Thr Leu Val Phe Leu Leu 
305 310 315 320 

Leu Tyr Tyr Phe Gly Met Ala Ser Ser Leu Trp Trp Val Val Leu Thr 
325 330 335 

Leu Thr Trp Phe Leu Ala Ala Gly Lys Lys Trp Gly His Glu Ala lie 
340 345 350 

Glu Ala His Gly Ser Tyr Phe His Met Ala Ala Trp Gly Leu Pro Ala 
355 360 365 

Leu Lys Thr lie Val Val Leu Thr Leu Arg Lys Val Ala Gly Asp Glu 

370 375 380 

Leu Thr Gly Leu Cys Tyr Val Ala Ser Met Asp Pro Ala Ala Leu Thr 
385 390 395 400 

Gly Phe Val Leu Val Pre Leu Ser Cys Tyr Leu Val Leu Gly Thr Ser 
405 410 415 
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Phe Leu Leu Thr Gly Phe Val Ala Leu Phe His lie Arg Lys lie Met 
420 425 430 



Lys Thr Gly Gly 
435 

He Gly Val Phe 
450 

Val Cys Tyr Val 
465 

Ala Thr Glu Gin 



Asp Cys Ser Leu 
500 

Leu Lys He Phe 
515 

Val Trp Ser Ser 
530 

Lys Met Ala Ala 
545 

Gly Tyr Gly Arg 



Leu His Met Thr 
580 



Thr Asn Thr Glu 
440 

Ser He Leu Tyr 
455 

Tyr Glu Arg Leu 
470 

Pro Cys Thr Ala 
485 

Pro Gly Gly Ser 



Met Ser Leu Val 
520 

Lys Thr Phe Gin 
535 

Gly Arg Ala Arg 
550 

Gly Thr His Cys 
565 

Lys Thr Asp Pro 



Lys Leu Glu Lys 



Thr Val Pro Ala 
460 

Asn Met Asp Phe 
475 

Ala Thr Val Pro 
490 

Val Pro Thr Val 
505 

Val Gly He Thr 



Thr Trp Gin Ser 

540 

Ala Lys Ala Cys 
555 

His Tyr Lys Ala 
570 

Ser Leu Glu Asn 
585 



Leu Met Val Lys 
445 

Thr Cys Val He 



Trp Arg Leu Arg 
480 

Gly Gly Arg Arg 
495 

Ala Val Phe Met 

510 

Ser Gly Val Trp 
525 

Leu Cys Tyr Arg 



Arg Thr Pro Gly 
560 

Pro Thr Val Val 

575 

Pro Thr His Pro 
590 



<210> 127 
<211> 592 
<212> PRT 
<213> Mus muscu. 

<400> 127 
Met Ala Val Pro 
1 

Leu Ala Thr Gly 

20 

Arg Gly Arg Gly 
35 

Arg Gly He Gly 
50 

Thr Ser Gin Gly 
65 

Val Gin Tyr Gly 



Tyr Ala Pro Met 



us 



Pro Leu Leu Arg 
5 

Gly Ala Ala Leu 



Pro Ala Pro Cys 
40 

Tyr Asn Leu Thr 
55 

Glu Ala Ala Ala 

70 

Cys His Ser His 
85 

Cys Thr Asp Gin 



Gly Ala Leu Leu 
10 

Glu He Gly Arg 
25 

Gin Ala Met Glu 



Arg Met Pro Asn 

60 

Gin Leu Ala Glu 

75 

Leu Arg Phe Phe 

90 

Val Ser Thr Pro 



Leu Trp Gin Leu 
15 

Phe Asp Pro Glu 
30 

lie Pro Met Cys 
45 

Leu Leu Gly His 



Phe Ser Pro Leu 
80 

Leu Cys Ser Leu 
95 

lie Pro Ala Cys 
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100 



105 



110 



Arg Pro Met Cys Glu Gin Ala Arg Leu Arg Cys Ala Pro lie Met Glu 
115 120 125 

Gin Phe Asn Phe Gly Trp Pro Asp Ser Leu Asp Cys Ala Arg Leu Pro 
130 135 140 

Thr Arg Asn Asp Pro His Ala Leu Cys Met Glu Ala Pro Glu Asn Ala 
145 150 155 160 

Thr Ala Gly Pro Thr Glu Pro His Lys Gly Leu Gly Met Leu Pro Val 
165 170 175 

Ala Pro Arg Pro Ala Arg Pro Pro Gly Asp Ser Ala Pro Gly Pro Gly 
180 185 190 

Ser Gly Gly Thr Cys Asp Asn Pro Glu Lys Phe Gin Tyr Val Glu Lys 
195 200 205 

Ser Arg Ser Cys Ala Pro Arg Cys Gly Pro Gly Val Glu Val Phe Trp 
210 215 220 

Ser Arg Arg Asp Lys Asp Phe Ala Leu Val Trp Met Ala Val Trp Ser 
225 230 235 240 

Ala Leu Cys Phe Phe Ser Thr Ala Phe Thr Val Phe Thr Phe Leu Leu 
245 250 255 

Glu Pro His Arg Phe Gin Tyr Pro Glu Arg Pro lie lie Phe Leu Ser 
260 265 270 

Met Cys Tyr Asn Val Tyr Ser Leu Ala Phe Leu lie Arg Ala Val Ala 
275 280 285 

Gly Ala Gin Ser Val Ala Cys Asp Gin Glu Ala Gly Ala Leu Tyr Val 
290 295 300 

lie Gin Glu Gly Leu Glu Asn Thr Gly Cys Thr Leu Val Phe Leu Leu 
305 310 315 320 

Leu Tyr Tyr Phe Gly Met Ala Ser Ser Leu Trp Trp Val Val Leu Thr 

325 330 335 

Leu Thr Trp Phe Leu Ala Ala Gly Lys Lys Trp Gly His Glu Ala lie 
340 345 350 

Glu Ala His Gly Ser Tyr Phe His Met Ala Ala Trp Gly Leu Pro Ala 
355 360 365 

Leu Lys Thr lie Val Val Leu Thr Leu Arg Lys Val Ala Gly Asp Glu 
370 375 380 

Leu Thr Gly Leu Cys Tyr Val Ala Ser Met Asp Pro Ala Ala Leu Thr 
385 390 395 400 

Gly Phe Val Leu Val Pro Leu Ser Cys Tyr Leu Val Leu Gly Thr Ser 
405 410 415 

Phe Leu Leu Thr Gly Phe Val Ala Leu Phe His He Arg Lys He Met 
4?^ 425 430 
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Lys Thr Gly Gly Thr Asn Thr Glu Lys Leu Glu Lys Leu Met Val Lys 
435 440 445 



lie Gly Val Phe Ser He Leu Tyr Thr Val Pro Ala Thr Cys Val He 
450 455 460 

Val Cys Tyr Val Tyr Glu Arg Leu Asn Met Asp Phe Trp Arg Leu Arg 
465 470 475 480 

Ala Thr Glu Gin Pro Cys Thr Ala Ala Thr Val Pro Gly Gly Arg Arg 
485 490 495 

Asp Cys Ser Leu Pro Gly Gly Ser Val Pro Thr Val Ala Val Phe Met 
500 505 510 

Leu Lys He Phe Met Ser Leu Val Val Gly He Thr Ser Gly Val Trp 
515 520 525 

Val Trp Ser Ser Lys Thr Phe Gin Thr Trp Gin Ser Leu Cys Tyr Arg 
530 535 540 

Lys Met Ala Ala Gly Arg Ala Arg Ala Lys Ala Cys Arg Thr Pro Gly 
545 550 555 560 

Gly Tyr Gly Arg Gly Thr His Cys His Tyr Lys Ala Pro Thr Val Val 
565 570 575 



Leu His Met Thr Lys Thr Asp Pro Ser Leu Glu Asn Pro Thr His Leu 
580 585 590 



<210> 128 
<211> 591 
<212> PRT 

<213> Homo sapiens 
<400> 128 

Met Ala Val Ala Pro Leu Arg Gly Ala Leu Leu Leu Trp Gin Leu Leu 
15 10 15 

Ala Ala Gly Gly Ala Ala Leu Glu lie Gly Arg Phe Asp Pro Glu Arg 

20 25 30 

Gly Arg Gly Ala Ala Pro Cys Gin Ala Val Glu He Pro Met Cys Arg 
35 40 45 

Gly He Gly Tyr Asn Leu Thr Arg Met Pro Asn Leu Leu Gly His Thr 
50 55 60 

Ser Gin Gly Glu Ala Ala Ala Glu Leu Ala Glu Phe Ala Pro Leu Val 

65 70 75 80 

Gin Tyr Gly Cys His Ser His Leu Arg Phe Phe Leu Cys Ser Leu Tyr 
85 90 95 

Ala Pro Met Cys Thr Asp Gin Val Ser Thr Pre He Pro Ala Cys Arg 

100 105 110 

Pre Met Cys Giu Gin Ala Arg Leu Arg Cys Ala Pro He Met Glu Gin 
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115 



120 



125 



Phe Asn Phe Gly Trp Pro Asp Ser Leu Asp Cys Ala Arg Leu Pro Thr 
130 135 140 

Arg Asn Asp Pro His Ala Leu Cys Met Glu Ala Pro Glu Asn Ala Thr 
145 150 155 160 

Ala Gly Pro Ala Glu Pro His Lys Gly Leu Gly Met Leu Pro Val Ala 
165 170 175 

Pro Arg Pro Ala Arg Pro Pro Gly Asp Leu Gly Pro Gly Ala Gly Gly 
180 185 190 

Ser Gly Thr Cys Glu Asn Pro Glu Lys Phe Gin Tyr Val Glu Lys Ser 
195 200 205 

Arg Ser Cys Ala Pro Arg Cys Gly Pro Gly Val Glu Val Phe Trp Ser 
210 215 220 

Arg Arg Asp Lys Asp Phe Ala Leu Val Trp Met Ala Val Trp Ser Ala 

225 230 235 240 

Leu Cys Phe Phe Ser Thr Ala Phe Thr Val Leu Thr Phe Leu Leu Glu 
245 250 255 

Pro His Arg Phe Gin Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Met 
260 265 270 

Cys Tyr Asn Val Tyr Ser Leu Ala Phe Leu lie Arg Ala Val Ala Gly 
275 280 285 

Ala Gin Ser Val Ala Cys Asp Gin Glu Ala Gly Ala Leu Tyr Val He 
290 295 300 

Gin Glu Gly Leu Glu Asn Thr Gly Cys Thr Leu Val Phe Leu Leu Leu 
305 310 315 320 

Tyr Tyr Phe Gly Met Ala Ser Ser Leu Trp Trp Val Val Leu Thr Leu 
325 330 335 

Thr Trp Phe Leu Ala Ala Gly Lys Lys Trp Gly His Glu Ala He Glu 
340 345 350 

Ala His Gly Ser Tyr Phe His Met Ala Ala Trp Gly Leu Pro Ala Leu 
355 360 365 

Lys Thr He Val He Leu Thr Leu Arg Lys Val Ala Gly Asp Glu Leu 
370 375 380 

Thr Gly Leu Cys Tyr Val Ala Ser Thr Asp Ala Ala Ala Leu Thr Gly 
385 390 395 400 

Phe Val Leu Val Pro Leu Ser Gly Tyr Leu Val Leu Gly Ser Ser Phe 
405 410 415 

Leu Leu Thr Gly Phe Val Ala Leu Phe His He Arg Lys He Met Lys 
420 425 430 

Thr Gly Gly Thr Asn Thr Glu Lys Leu Glu Lys Leu Met Val Lys He 
435 440 445 
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Gly Val Phe Ser 
450 

Cys Tyr Val Tyr 
465 

Thr Glu Gin Pro 



Cys Ser Leu Pro 

500 

Lys lie Phe Met 
515 

Trp Ser Ser Lys 
530 

He Ala Ala Gly 
545 

Tyr Gly Arg Gly 



His Met Thr Lys 
580 



lie Leu Tyr Thr 
455 

Glu Arg Leu Asn 
470 

Cys Ala Ala Ala 
485 

Gly Gly Ser Val 



Ser Leu Val Val 

520 

Thr Phe Gin Thr 

535 

Arg Ala Arg Ala 

550 

Thr His Cys His 
565 

Thr Asp Pro Ser 



Val Pro Ala Thr 
460 

Met Asp Phe Trp 
475 

Ala Gly Pro Gly 
490 

Pro Thr Val Ala 

505 

Gly He Thr Ser 



Trp Gin Ser Leu 
540 

Lys Ala Cys Arg 
555 

Tyr Lys Ala Pro 

570 

Leu Glu Asn Pro 
585 



Cys Val He Val 

Arg Leu Arg Ala 

4 8 0 

Gly Arg Arg Asp 
495 

Val Phe Met Leu 
510 

Gly Val Trp Val 
525 

Cys Tyr Arg Lys 



Ala Pro Gly Ser 
560 

Thr Val Val Leu 
575 

Thr His Leu 
590 



<210> 129 
<211> 549 
<212> PRT 

<213> Mus musculus 
<400> 129 

Glu He Pro Met Cys Arg Gly lie Gly Tyr Asn Leu Thr Arg Met Pro 
15 10 15 

Asn Leu Leu Gly His Thr Pro Gin Gly Glu Ala Ala Ala Gin Leu Ala 
20 25 30 

Glu Phe Ser Pro Leu Val Gin Tyr Gly Cys His Ser His Leu Arg Phe 
35 40 45 

Phe Leu Cys Ser Leu Tyr Ala Pro Met Cys Thr Asp Gin Val Ser Thr 
50 55 60 

Pro lie Pro Ala Cys Arg Pro Met Cys Glu Gin Ala Arg Leu Arg Cys 
65 70 75 80 

Ala Pro He Met Glu Gin Phe Asn Phe Gly Trp Pro Asp Ser Leu Asp 
85 90 95 

Cys Ala Arg Leu Pro Thr Arg Asn Asp Pro His Ala Leu Cys Met Glu 
100 105 110 

Ala Pro Glu Asn Ala Thr Ala Gly Pro Thr Glu Pro His Lys Gly Leu 
115 120 125 

Gly Met Leu Pro Val Ala Pro Arg Pro Ala Arg Pro Pro Gly Asp Ser 
130 135 140 

Ala Pro Gly Pro Gly Ser Gly Gly Thr Cys Asp Asn Pro Glu Lys Phe 



180 



145 



150 



155 



160 



Gin Tyr Val Glu 



Val Glu Val Phe 
180 

Met Ala Val Trp 
195 

Phe Thr Phe Leu 
210 

lie lie Phe Leu 
225 

He Arg Ala Val 



Gly Ala Leu Tyr 
260 

Leu Val Phe Leu 

275 

Trp Val Val Leu 
290 

Gly His Glu Ala 

305 

Trp Gly Leu Pro 



Val Ala Gly Asp 
340 

Pro Ala Ala Leu 
355 

Val Leu Gly Thr 

370 

He Arg Lys He 

385 

Lys Leu Met Val 



Ala Thr Cys Val 
420 

Phe Trp Arg Leu 
435 

Pro Gly Gly Arg 
450 

Val Ala Val Phe 

465 



Lys Ser Arg Ser 
165 

Trp Ser Arg Arg 



Ser Ala Leu Cys 
200 

Leu Glu Pro His 
215 

Ser Met Cys Tyr 
230 

Ala Gly Ala Gin 
245 

Val He Gin Glu 



Leu Leu Tyr Tyr 
280 

Thr Leu Thr Trp 
295 

He Glu Ala His 
310 

Ala Leu Lys Thr 
325 

Glu Leu Thr Gly 



Thr Gly Phe Val 
360 

Ser Phe Leu Leu 
375 

Met Lys Thr Gly 

390 

Lys lie Gly Val 
405 

He Val Cys Tyr 



Arg Ala Thr Glu 
440 

Arg Asp Cys Ser 
455 

Met Leu Lys He 
4 7 0 



Cys Ala Pro Arg 
170 

Asp Lys Asp Phe 
185 

Phe Phe Ser Thr 



Arg Phe Gin Tyr 
220 

Asn Val Tyr Ser 
235 

Ser Val Ala Cys 
250 

Asp Leu Glu Asn 
265 

Phe Gly Met Ala 



Phe Leu Ala Ala 
300 

Gly Ser Tyr Phe 
315 

lie Val Val Leu 

330 

Leu Cys Tyr Val 
345 

Leu Val Pro Leu 



Thr Gly Phe Val 
380 

Gly Thr Asn Thr 
395 

Phe Ser lie Leu 
410 

Val Tyr Glu Arg 
425 

Gin Pro Cys Thr 



Leu Pro Gly Gly 
460 

Phe Met Ser Leu 
475 



Cys Gly Pro Gly 
175 

Ala Leu Val Trp 
190 

Ala Phe Thr Val 
205 

Pro Glu Arg Pro 



Leu Ala Phe Leu 
240 

Asp Gin Glu Ala 
255 

Thr Gly Cys Thr 
270 

Ser Ser Leu Trp 

285 

Gly Lys Lys Trp 



His Met Ala Ala 
320 

Thr Leu Arg Lys 

335 

Ala Ser Met Asp 
350 

Svir Cys Tyr Leu 
365 

Ala Leu Phe His 



Glu Lys Leu Glu 
400 

Tyr Thr Val Pro 
415 

Leu Asn Met Asp 
430 

Ala Ala Thr Val 
445 

Ser Val Pro Thr 



Val Val Gly lie 
480 
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Thr Ser Gly Val Trp Val Trp Ser 
485 

Ser Leu Cys Tyr Arg Lys Met Ala 
500 

Cys Arg Thr Pro Gly Gly Tyr Gly 
515 520 

Ala Pro Thr Val Val Leu His Met 
530 535 

Asn Pro Thr His Leu 
545 



Ser Lys Thr Phe Gin Thr Trp Gin 
490 495 

Ala Gly Arg Ala Arg Ala Lys Ala 

505 510 

Arg Gly Thr His Cys His Tyr Lys 
525 

Thr Lys Thr Asp Pro Ser Leu Glu 
540 



<210> 130 
<211> 577 
<212> PRT 
<213> Danio rerio 

<400> 130 

Met Gly Ser Ser Pro Gin lie Val lie Ser Leu Trp Cys His Leu Val 
15 10 15 

lie Ala Ala Tyr Ser Leu Glu lie Gly Ser Tyr Asp Leu Glu Arg Gly 

20 25 30 

Arg Pro Ala Lys Cys Glu Pro lie Val lie Pro Met Cys Gin Gly lie 
35 40 45 

Gly Tyr Asn Leu Thr Arg Met Pro Asn Phe Met Asp His Asp Asn Gin 
50 55 60 

Arg Glu Ala Ala Tie Lys Leu Asn Glu Phe Ala Pro Leu Val Glu Tyr 
65 70 75 80 

Gly Cys Asp Val His Leu Arg Phe Phe Leu Cys Ser Leu Tyr Ala Pro 
85 9Z 95 

Met Cys Thr Asp Gin Val Ser Thr Ser lie Pro Ala Cys Arg Pro Met 
100 105 110 

Cys Glu Gin Ala Arg Gin Glu Cys Ser Pro lie Met Glu Lys Phe Asn 
115 120 125 

Tyr Ala Trp Pro Glu Ser Leu Asn Cys Ser Lys Leu Pro Thr Arg Asn 
130 135 140 

Asp Pro Asn Ala Leu Cys Met Glu Ala Pro Glu Asn Asp Thr Lys Thr 
145 150 155 160 

Glu Thr Lys Lys Gly Glu Gly Met Leu Pro Val Pro Pro Arg Pro Arg 
165 170 175 

Gin Pro Gly Ala Gly Asn Ala Arg Ser Gly Gly Thr Met Gly Val Cys 
180 185 190 

Glu Asn Pro Glu Lys Phe Gin Tyr Val Glu Lys Ser Glu Thr Cys Ala 

195 200 205 

Fro Arg Cys Ser Ser Ala Val Asp Val Phe Trp Ser Arg Gin Asp Lys 
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210 215 220 

Asp ?he Ala Phe lie Trp Met Ala Val Trp Ser Thr Leu Cys Phe Val 
225 230 235 240 

Ser Thr Ala Phe Thr Val Leu Thr Phe Leu Leu Asp Pro His Arg Phe 
245 250 255 

Gin Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Met Cys Tyr Asn Val 
260 265 270 

Tyr Ser Val Ala Phe He He Arg Ser Val Ala Gly Ala Glu Asn He 

275 280 285 

Ala Cys Asp Arg Glu Asn Gly Glu Leu Tyr He He Gin Glu Gly Leu 
290 295 300 

Glu Ser Thr Gly Cys Thr He Val Phe Leu He Leu Tyr Tyr Phe Gly 
305 310 315 320 

Met Ala Ser Ser He Trp Trp Val He Leu Thr Leu Thr Trp Phe Leu 
325 330 335 

Ala Ala Gly Lys Lys Trp Gly His Glu Ala lie Glu Ser His Ser Ser 
340 345 350 

Tyr Phe His Met Ala Ala Trp Gly He Pro Ala Leu Lys Thr lie Val 
355 360 365 

He Leu Thr Met Arg Lys Val Ala Gly Asp Glu Leu Thr Gly Leu Cys 
370 375 380 

Tyr Val Gly Ser Met Asp Val Gly Ala Leu Thr Gly Phe Val Leu Val 
385 390 395 400 

Pro Leu Ser Cys Tyr Leu Val He Gly Thr Ser Phe lie Leu Thr Gly 
405 410 415 

Phe Val Ala Leu Phe His He Arg Lys Val Met Lys Thr Glu Gly Thr 
420 425 430 

Asn Thr Glu Lys Leu Glu Lys Leu Met Val Lys lie Gly lie Tyr Ser 
435 440 445 

He Leu Tyr Thr Val Pro Ala Thr Cys Val lie lie Cys Tyr Phe Tyr 
450 455 460 

Glu Arg Leu Asn Met Asp Tyr Trp Lys Phe Arg Gly Leu Gin Ser Lys 
465 470 475 480 

Cys Thr Thr Phe Pro Gly Arg Arg Asn Glu Asp Cys Ser Leu Asp Ser 
485 490 495 

Ser Val Pro Thr Val Ala Val Phe lie Leu Lys lie Phe Met Ser Leu 
500 505 510 

Val Val Gly He Thr Ser Gly Val Trp Val Trp Ser Ser Lys Thr Leu 
515 520 525 

Gin Thr Trp Gin Gly Leu Cys Ser Arg Lys Leu Thr Asp Arg Thr Cys 
-<0 53 5 540 
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Arg Lys His Cys Ser Thr Ser His Cys His Tyr Lys Ala Pro Ala Val 
545 550 555 560 

lie Leu His Met Ser Lys Thr Asp Pro Tyr Ser Asp Cys Pro Thr His 
565 570 5^5 

Val 



<210> 131 
<211> 856 
<212> PRT 

<213> Homo sapiens 
<400> 131 

Met Ala Leu Val Leu Gly Ser Leu Leu Leu Leu Gly Leu Cys Gly Asn 
15 10 15 

Ser Phe Ser Gly Gly Gin Pro Ser Ser Thr Asp Ala Pro Lys Ala Trp 
20 25 30 

Asn Tyr Glu Leu Pro Ala Thr Asn Tyr Glu Thr Gin Asp Ser His Lys 
35 40 45 

Ala Gly Pro lie Gly lie Leu Phe Glu Leu Val His lie Phe Leu Tyr 
50 55 60 

Val Val Gin Pro Arg Asp Phe Pro Glu Asp Thr Leu Arg Lys Phe Leu 
65 70 75 80 

Gin Lys Ala Tyr Glu Ser Lys lie Asp Tyr Asp Lys lie Val Tyr Tyr 
85 90 95 

Glu Ala Gly lie lie Leu Cys Cys Val Leu Gly Leu Leu Phe lie lie 
100 105 110 

Leu Met Pro Leu Val Gly Tyr Phe Phe Cys Met Cys Arg Cys Cys Asn 
115 120 125 

Lys Cys Gly Gly Glu Met His Gin Arg Gin Lys Glu Asn Gly Pro Phe 
130 135 140 

Leu Arg Lys Cys Phe Ala lie Ser Leu Leu Val lie Cys lie He He 
145 150 155 160 

Ser He Gly He Phe Tyr Gly Phe Val Ala Asn His Gin Val Arg Thr 
165 170 175 

Arg He Lys Arg Ser Arg Lys Leu Ala Asp Ser Asn Phe Lys Asp Leu 
180 185 190 

Arg Thr Leu Leu Asn Glu Thr Pro Glu Gin He Lys Tyr He Leu Ala 

195 200 205 

Gin Tyr Asn Thr Thr Lys Asp Lys Ala Phe Thr Asp Leu Asn Ser He 
210 215 220 

Asn Ser Val Leu Gly Gly Gly lie Leu Asp Arg Leu Arg Pro Asn lie 

225 230 235 240 

He Pro Val Leu Asp Giu lie Lys Ser Met Ala Thr Ala He Lys Glu 
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245 



250 



255 



Thr Lys Glu Ala 
260 

Gin Gin Ser Thr 
275 

Leu Arg Ser Ser 
290 

Glu Thr Cys Asn 
305 

Pro Glu Leu Arg 



Asn Asn Val Leu 
340 

Gin Ser Leu Asn 
355 

Val Val Ala Gly 

370 

Asp Asn Val Thr 
385 

Ser Val Tyr Val 



Thr Leu Glu Glu 
420 

Cys Ser Leu Leu 
435 

Cys Gly Val Cys 
450 

Cys Val Ser Asn 
465 

Ser Phe Leu Phe 



Val Phe Gly Ala 

500 

Lys Glu Leu Phe 
515 

Trp Glu Tyr Tyr 

530 

Leu Thr Phe Glu 
545 

Tyr Gly Thr Leu 



Leu Glu Asn Met 



Gin Leu Ser Ser 
280 

Leu Asn Asp Pro 
295 

Ser lie Arg Leu 
310 

Gin Leu Pro Pro 
325 

Arg Thr Asp Leu 



Asp lie Pro Asp 
360 

lie Lys Arg Val 

375 

Gin Arg Leu Pro 

390 

Asn Asn Thr Glu 
405 

Tyr Asp Ser Tyr 



Thr Leu He Val 
440 

Gly Tyr Asp Arg 
455 

Thr Gly Gly Val 

470 

Cys Trp He Leu 
485 

Asn Val Glu Lys 



Arg Val Leu Asp 
520 

Leu Ser Gly Lys 
535 

Gin Val Tyr Ser 

550 

His Leu Gin Asn 

56 5 



Asn Ser Thr Leu 

265 

Ser Leu Thr Ser 



Leu Cys Leu Val 
300 

Ser Leu Ser Gin 
315 

Val Asp Ala Glu 

330 

Asp Gly Leu Val 
345 

Arg Val Gin Arg 



Leu Asn Ser He 
380 

He Gin Asp lie 
395 

Ser Tyr He His 
410 

Trp Trp Leu Gly 
425 

He Phe Tyr Tyr 



His Ala Thr Pro 
460 

Phe Leu Met Val 
475 

Met He He Val 
490 

Leu lie Cys Glu 
505 

Thr Pro Tyr Leu 



Leu Phe Asn Lys 
540 

Asp Cys Lys Lys 
555 

Ser Phe Asn He 
570 



Lys Ser Leu His 

270 

Val Lys Thr Ser 
285 

His Pro Ser Ser 



Leu Asn Ser Asn 
320 

Leu Asp Asn Val 

335 

Gin Gin Gly Tyr 
350 

Gin Thr Thr Thr 
365 

Gly Ser Asp lie 



Leu Ser Ala Phe 
400 

Arg Asn Leu Pro 
415 

Gly Leu Val lie 
430 

Leu Gly Leu Leu 
445 

Thr Thr Arg Gly 



Gly Val Gly Leu 
480 

Val Leu Thr Phe 
495 

Pro Tyr Thr Ser 
510 

Leu Asn Glu Asp 
52 5 

Ser Lys Met Lys 



Asn Arg Gly Thr 
560 

Ser Glu His Leu 
575 
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Asn lie Asn Glu His Thr Gly Ser lie Ser Ser Glu Leu Glu Ser Leu 
580 585 590 



Lys Val Asn Leu Asn lie Phe Leu Leu Gly Ala Ala Gly Arg Lys Asn 

595 600 605 

Leu Gin Asp Phe Ala Ala Cys Gly lie Asp Arg Met Asn Tyr Asp Ser 
610 615 620 

Tyr Leu Ala Gin Thr Gly Lys Ser Pro Ala Gly Val Asn Leu Leu Ser 
625 630 635 640 

Phe Ala Tyr Asp Leu Glu Ala Lys Ala Asn Ser Leu Pro Pro Gly Asn 
645 650 655 

Leu Arg Asn Ser Leu Lys Arg Asp Ala Gin Thr lie Lys Thr lie His 
660 665 670 

Gin Gin Arg Val Leu Pro lie Glu Gin Ser Leu Ser Thr Leu Tyr Gin 
675 680 685 

Ser Val Lys lie Leu Gin Arg Thr Gly Asn Gly Leu Leu Glu Arg Val 

690 695 700 

Thr Arg lie Leu Ala Ser Leu Asp Phe Ala Gin Asn Phe lie Thr Asn 
705 710 715 720 

Asn Thr Ser Ser Val lie lie Glu Glu Thr Lys Lys Tyr Gly Arg Thr 
725 730 735 

lie lie Gly Tyr Phe Glu His Tyr Leu Gin Trp lie Glu Phe Ser lie 
740 745 750 

Ser Glu Lys Val Ala Ser Cys Lys Pro Val Ala Thr Ala Leu Asp Thr 

755 760 765 

Ala Val Asp Val Phe Leu Cys Ser Tyr lie lie Asp Pro Leu Asn Leu 
770 775 780 

Phe Trp Phe Gly lie Gly Lys Ala Thr Val Phe Leu Leu Pro Ala Leu 
785 790 795 800 

lie Phe Ala Val Lys Leu Ala Lys Tyr Tyr Arg Arg Met Asp Ser Glu 
805 810 815 

Asp Val Tyr Asp Asp Val Glu Thr lie Pro Met Lys Asn Met Glu Asn 
820 825 830 

Gly Asn Asn Gly Tyr His Lys Asp His Val Tyr Gly lie His Asn Pro 
835 840 845 

Val Met Thr Ser Pro Ser Gin His 
850 855 



<210> 132 
<211> 865 
<212> PRT 

<213> Homo sapiens 
<400> 132 

Met Ala Leu Val Leu Gly Ser Leu Leu Leu Leu Gly Leu Cys Gly Asn 
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1 



5 



10 



15 



Ser Phe Ser Gly 
20 

Asn Tyr Glu Leu 
35 

Ala Gly Pro He 
50 

Val Val Gin Pro 
65 

Gin Lys Ala Tyr 



He Leu Gly Leu 
100 

Cys Val Leu Gly 
115 

Phe Phe Cys Met 
130 

Gin Arg Gin Lys 
145 

Ser Leu Leu Val 



Phe Val Ala Asn 
180 

Leu Ala Asp Ser 
195 

Pro Glu Gin He 
210 

Lys Ala Phe Thr 

225 

He Leu Asp Arg 



Lys Ser Met Ala 

260 

Met Asn Ser Thr 

275 

Ser Ser Leu Thr 

290 

Pro Leu Cys Leu 

305 

Leu Ser Leu Ser 



Gly Gin Pro Ser 



Pro Ala Thr Asn 
40 

Gly He Leu Phe 
55 

Arg Asp Phe Pro 
70 

Glu Ser Lys lie 
85 

Lys lie Val Tyr 



Leu Leu Phe lie 
120 

Cys Arg Cys Cys 
135 

Glu Asn Gly Pro 
150 

lie Cys lie lie 
165 

His Gin Val Arg 



Asn Phe Lys Asp 

200 

Lys Tyr lie Leu 
215 

Asp Leu Asn Ser 
230 

Leu Arg Pro Asn 
245 

Thr Ala lie Lys 



Leu Lys Ser Leu 

280 

Ser Val Lys Thr 
295 

Val His Pro Ser 
310 

Gin Leu Asn Ser 

325 



Ser Thr Asp Ala 
25 

Tyr Glu Thr Gin 



Glu Leu Val His 
60 

Glu Asp Thr Leu 

75 

Asp Tyr Asp Lys 

90 

Tyr Glu Ala Gly 
105 

lie Leu Met Pro 



Asn Lys Cys Gly 
140 

Phe Leu Arg Lys 
155 

lie Ser lie Gly 
170 

Thr Arg He Lys 
185 

Leu Arg Thr Leu 



Ala Gin Tyr Asn 

220 

lie Asn Ser Val 

235 

lie lie Pro Val 

250 

Glu Thr Lys Glu 
265 

His Gin Gin Ser 



Ser Leu Arg Ser 

300 

Ser Glu Thr Cys 
315 

Asn Pro Glu Leu 

330 



Pro Lys Ala Trp 

30 

Asp Ser His Lys 
45 

lie Phe Leu Tyr 



Arg Lys Phe Leu 
80 

Pro Glu Thr Val 
95 

lie lie Leu Cys 
110 

Leu Val Gly Tyr 
125 

Gly Glu Met His 



Cys Phe Ala lie 
160 

lie Phe Tyr Gly 
175 

Arg Ser Arg Lys 
190 

Leu Asn Glu Thr 
205 

Thr Thr Lys Asp 



Leu Gly Gly Gly 
240 

Leu Asp Glu lie 
255 

Ala Leu Glu Asn 

270 

Thr Gin Leu Ser 

285 

Ser Leu Asn Asp 



Asn Ser lie Arg 
320 

Arg Gin Leu Pro 
335 
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Pro Val Asp Ala Glu Leu Asp Asn Val Asn Asn Val Leu Arg Thr Asp 
340 345 350 



Leu Asp Gly Leu 
355 

Asp Arg Val Gin 
370 

Val Leu Asn Ser 
385 

Pro lie Gin Asp 



Glu Ser Tyr lie 
420 

Tyr Trp Trp Leu 
435 

Val He Phe Tyr 
450 

Arg His Ala Thr 
465 

Val Phe Leu Met 



Leu Met He He 
500 

Lys Leu He Cys 
515 

Asp Thr Pro Tyr 

530 

Lys Leu Phe Asn 
545 

Ser Asp Cys Lys 



Asn Ser Phe Asn 
580 

Ser lie Ser Ser 
595 

Leu Leu Gly Ala 
610 

Gly He Asp Arg 
625 

Ser Pro Ala Gly 



Lys Ala Asn Ser 

660 



Val Gin Gin Gly 
360 

Arg Gin Thr Thr 
375 

He Gly Ser Asp 
390 

He Leu Ser Ala 
405 

His Arg Asn Leu 



Gly Gly Leu Val 
440 

Tyr Leu Gly Leu 
455 

Pro Thr Thr Arg 
470 

Val Gly Val Gly 
485 

Val Val Leu Thr 



Glu Pro Tyr Thr 

520 

Leu Leu Asn Glu 
535 

Lys Ser Lys Met 
550 

Lys Asn Arg Gly 
565 

He Ser Glu His 



Glu Leu Glu Ser 
600 

Ala Gly Arg Lys 
615 

Met Asn Tyr Asp 
630 

Val Asn Leu Leu 
645 

Leu Pro Pro Gly 



Tyr Gin Ser Leu 



Thr Val Val Ala 
380 

He Asp Asn Val 
395 

Phe Ser Val Tyr 
410 

Pro Thr Leu Glu 
425 

lie Cys Ser Leu 



Leu Cys Gly Val 
460 

Gly Cys Val Ser 
475 

Leu Ser Phe Leu 
490 

Phe Val Phe Gly 
505 

Ser Lys Glu Leu 



Asp Trp Glu Tyr 
540 

Lys Leu Thr Phe 
555 

Thr Tyr Gly Thr 

570 

Leu Asn He Asn 
585 

Leu Lys Val Asn 



Asn Leu Gin Asp 
620 

Ser Tyr Leu Ala 
635 

Ser Phe Ala Tyr 
650 

Asn Leu Arg Asn 
665 



Asn Asp lie Pro 
365 

Gly lie Lys Arg 



Thr Gin Arg Leu 
400 

Val Asn Asn Thr 
415 

Glu Tyr Asp Ser 
430 

Leu Thr Leu He 
445 

Cys Gly Tyr Asp 



Asn Thr Gly Gly 
480 

Phe Cys Trp lie 
495 

Ala Asn Val Glu 
510 

Phe Arg Val Leu 
525 

Tyr Leu Ser Gly 



Glu Gin Val Tyr 

560 

Leu His Leu Gin 
575 

Glu His Thr Gly 
590 

Leu Asn lie Phe 
605 

Phe Ala Ala Cys 



Gin Thr Gly Lys 
640 

Asp Leu Glu Ala 
655 

Ser Leu Lys Arg 
670 
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Asp Ala Gin Thr lie Lys Thr lie His Gin Gin Arg Val Leu Pro lie 
675 680 685 



Glu Gin Ser Leu Ser 
690 

Thr Gly Asn Gly Leu 
705 

Asp Phe Ala Gin Asn 

725 

Glu Glu Thr Lys Lys 
740 

Tyr Leu Gin Trp lie 

755 

Lys Pro Val Ala Thr 
770 

Ser Tyr lie lie Asp 
785 

Ala Thr Val Phe Leu 
805 

Lys Tyr Tyr Arg Arg 
820 

Thr lie Pro Met Lys 
835 

Asp His Val Tyr Gly 
850 

His 
865 



Thr Leu Tyr Gin Ser Val 
695 

Leu Glu Arg Val Thr Arg 
710 715 

Phe lie Thr Asn Asn Thr 

730 

Tyr Gly Arg Thr lie lie 
745 

Glu Phe Ser lie Ser Glu 
760 

Ala Leu Asp Thr Ala Val 
775 

Pro Leu Asn Leu Phe Trp 
790 795 

Leu Pro Ala Leu lie Phe 
810 

Met Asp Ser Glu Asp Val 
825 

Asn Met Glu Asn Gly Asn 
840 

He His Asn Pro Val Met 
855 



Lys He Leu Gin Arg 
700 

He Leu Ala Ser Leu 
720 

Ser Ser Val He He 
735 

Gly Tyr Phe Glu His 
750 

Lys Val Ala Ser Cys 
765 

Asp Val Phe Leu Cys 
780 

Phe Gly He Gly Lys 
800 

Ala Val Lys Leu Ala 
815 

Tyr Asp Asp Val Glu 
830 

Asn Gly Tyr His Lys 
845 

Thr Ser Pro Ser Gin 
860 



<210> 133 
<211> 857 
<212> PRT 

<213> Rattus norvegicus 
<400> 133 

Met Ala Leu Val Phe Ser Val Leu Leu Leu Leu Gly Leu Cys Gly Lys 
15 10 15 

Met Ala Ser Gly Gly Gin Pro Ala Phe Asp Asn Thr Pro Gly Ala Leu 

20 25 30 

Asn Tyr Glu Leu Pro Thr Thr Glu Tyr Glu Thr Gin Asp Thr Phe Asn 
35 40 45 

Ala Gly lie He Asp Pro Leu Tyr Gin Met Val His He Phe Leu Asn 
50 55 60 

Val Val Gin Pro Asn Asp Phe Pro Gin Asp Leu Val Lys Lys Leu He 
65 70 75 80 
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Gin Lys Arg Phe Asp lie Ser Val Asp Thr Lys Glu Val Ala lie Tyr 
85 90 95 

Glu lie Gly Val Leu lie Cys Val He Leu Gly Leu Leu Phe He Phe 
100 105 110 

Leu Met Pro Leu Val Gly Phe Phe Phe Cys Met Cys Arg Cys Cys Asn 
115 120 125 

Lys Cys Gly Gly Glu Met His Gin Arg Gin Lys Gin Asn Glu Ser Cys 
130 135 140 

Arg Arg Lys Cys Leu Ala He Ser Leu Leu Leu He Cys Leu Leu Met 
145 150 155 160 

Ser Leu Gly He Ala Phe Gly Phe Val Ala Asn Gin Gin Thr Arg Thr 
165 170 175 

Arg He Gin Arg Thr Gin Lys Leu Ala Glu Ser Asn Tyr Arg Asp Leu 
180 185 190 

Arg Ala Leu Leu Thr Glu Ala Pro Lys Gin lie Asp Tyr He Leu Gly 

195 200 205 

Gin Tyr Asn Thr Thr Lys Asn Lys Ala Phe Ser Asp Leu Asp Ser He 
210 215 220 

Asp Ser Val Leu Gly Gly Arg lie Lys Gly Gin Leu Lys Pro Lys Val 
225 230 235 240 

Thr Pro Val Leu Glu Glu He Lys Ala Met Ala Thr Ala lie Arg Gin 
245 250 255 

Thr Lys Asp Ala Leu Gin Asn Met Ser Ser Ser Leu Lys Ser Leu Arg 

260 265 270 

Asp Ala Ser Thr Gin Leu Ser Thr Asn Leu Thr Ser Val Arg Asn Ser 
275 280 285 

lie Glu Asn Ser Leu Asn Ser Asn Asp Cys Ala Ser Asp Pro Ala Ser 
290 295 300 

Lys He Cys Asp Ser Leu Arg Pro Gin Leu Ser Asn Leu Gly Ser Asn 
305 310 315 320 

His Asn Gly Ser Gin Leu Pro Ser Val Asp Arg Glu Leu Asn Thr Val 
325 330 335 

Asn Asp Val Asp Arg Thr Asp Leu Glu Ser Leu Val Lys Arg Gly Tyr 
340 345 350 

Met Ser lie Asp Glu lie Pro Asn Met He Gin Asn Gin Thr Gly Asp 
355 360 365 

Val lie Lys Asp Val Lys Lys Thr Leu Asp Ser Val Ser Ser Lys Val 
370 375 380 

Lys Asn Met Ser Gin Ser lie Pre Val Glu Glu Val Leu Leu Gin Phe 
385 390 395 400 

Ser His Tyr Leu Asn Asp Ser Asn Arg Tyr lie His Glu Ser Leu Pro 
405 410 415 
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Arg Val Glu Glu Tyr Asp Ser Tyr Trp Trp Leu Gly Gly Leu lie Val 
420 425 430 

Cys Phe Leu Leu Thr Leu lie Val Thr Phe Phe Tyr Leu Gly Leu Leu 
435 440 445 

Cys Gly Val Phe Gly Tyr Asp Lys Arg Ala Thr Pro Thr Arg Arg Gly 
450 455 460 

Cys Val Ser Asn Thr Gly Gly He Phe Leu Met Ala Gly Val Gly Phe 
465 470 475 480 

Ser Phe Leu Phe Cys Trp He Leu Met He Leu Val Val Leu Thr Phe 
485 490 495 

Val Val Gly Ala Asn Val Glu Lys Leu Leu Cys Glu Pro Tyr Glu Asn 
500 505 510 

Lys Lys Leu Leu Gin Val Leu Asp Thr Pro Tyr Leu Leu Asn Asp Gin 
515 520 525 

Trp Gin Phe Tyr Leu Ser Gly He Leu Leu Lys Asn Pro Asp He Asn 
530 535 540 

Met Thr Phe Glu Gin Val Tyr Arg Asp Cys Lys Arg Gly Arg Gly Val 
545 550 555 560 

Tyr Ala Thr Phe Gin Leu Glu Asn Val Phe Asn He Thr Glu Asn Phe 
565 570 575 

Asn He Glu Arg Leu Ser Glu Asp He Val Lys Glu Leu Glu Lys Leu 
580 585 590 

Asn Val Asn lie Asp Ser He Glu Leu Leu Asp Lys Thr Gly Arg Lys 
595 600 605 

Ser Leu Glu Asp Phe Ala Gin Ser Gly He Asp Arg He Asn Tyr Ser 
610 615 620 

Met Tyr Leu Gin Glu Ala Glu Lys Pro Pro Thr Lys Val Asp Leu Leu 
625 630 635 640 

Thr Phe Ala Ser Phe Leu Glu Thr Glu Ala Asn Gin Leu Pro Asp Gly 
645 650 655 

Asn Leu Lys Gin Ala Phe Leu Met Asp Ala Gin Asn He Arg Ala He 
660 665 670 

His Gin Gin His Val Pro Pro Val Gin Gin Ser Leu Asn Ser Leu Lys 
675 680 685 

Gin Ser Val Trp Ala Leu Lys Gin Thr Ser Ser Lys Leu Pro Glu Glu 

690 695 700 

Val Lys Lys Val Leu Ala Ser Leu Asp Ser Ala Gin His Phe Leu Thr 
705 710 715 720 

Ser Asn Leu Ser Ser He Val He Gly Glu Thr Lys Lys Phe Gly Arg 
725 730 735 

Thr He lie Gly Tyr Phe Glu His Tyr Leu Gin Trp Val Leu Tyr Ala 
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740 



745 



750 



He Thr Glu Lys 
755 

Ser Ala Val Asn 

770 

Leu Phe Trp Phe 

785 

Val He He Ala 



Glu Asp Val Tyr 
820 

Asn Gly Ser Asn 
835 

Pro Val Met Thr 
850 



Met Thr Ser Cys 
760 

Gly He Leu Cys 
775 

Gly He Gly Lys 
790 

He Lys Leu Ala 
805 

Asp Asp Val Glu 



Gly Tyr His Lys 
840 

Ser Pro Ser Arg 
855 



Lys Pro Met He 



Ser Tyr Val Ala 
780 

Ala Thr Met Leu 
795 

Lys Tyr Tyr Arg 
810 

Thr Val Pro Met 
825 

Asp His Leu Tyr 



Tyr 



Thr Ala Met Asp 

765 

Asp Pro Leu Asn 



Leu Leu Pro Ala 
800 

Arg Met Asp Ser 
815 

Lys Asn Leu Glu 
830 

Gly Val His Asn 
845 



<210> 134 
<211> 867 
<212> PRT 

<213> Mus musculus 
<400> 134 

Met Ala Leu Val Phe Ser Ala Leu Leu Leu Leu Gly Leu Cys Gly Lys 
15 10 15 

He Ser Ser Glu Gly Gin Pro Ala Phe His Asn Thr Pro Gly Ala Met 
20 25 30 

Asn Tyr Glu Leu Pro Thr Thr Lys Tyr Glu Thr Gin Asp Thr Phe Asn 
35 40 45 

Ala Gly He Val Gly Pro Leu Tyr Lys Met Val His He Phe Leu Ser 
50 55 60 

Val Val Gin Pro Asn Asp Phe Pro Leu Asp Leu He Lys Lys Leu He 
65 70 75 80 

Gin Asn Lys Lys Phe Asp lie Ser Val Asp Ser Lys Glu Pro Glu He 
85 90 95 

He Val Leu Ala Leu Lys He Ala Leu Tyr Glu lie Gly Val Leu He 
100 105 110 

Cys Ala lie Leu Gly Leu Leu Phe lie lie Leu Met Pro Leu Val Gly 
115 120 125 

Cys Phe Phe Cys Met Cys Arg Cys Cys Asn Lys Cys Gly Gly Glu Met 
130 135 140 

H: s Gin Arg Gin Lys Gin Asn Ala Pro Cys Arg Arg Lys Cys Leu Gly 
145 150 155 160 

Leu Ser Leu Leu Val lie Cys Leu Leu Met Ser Leu Gly He He Tyr 
165 170 175 
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Gly Phe Val Ala 
180 

Lys Leu Ala Lys 
195 

Thr Pro Lys Gin 

210 

Asn Lys Ala Phe 

225 

Arg lie Lys Asp 



He Lys Ala Met 
260 

Asn Met Ser Ser 
275 

Asn Thr Asn Leu 

290 

Ser Ser Asp Cys 

305 

Arg Pro Ser Leu 



Pro Ser Val Asp 
340 

Asp Leu Glu Ser 
355 

Pro Asn Thr He 

370 

Asn Thr Leu Asp 

385 

He Pro He Glu 



Ser Asn Arg Tyr 
420 

Ser Tyr Trp Trp 
435 

He Val Thr Phe 
450 

Asp Lys His Ala 

465 

Gly He Phe Leu 



Tie Leu Met He 



Asn Gin Gin Thr 



Ser Asn Phe Arg 

200 

He Asp Tyr Val 
215 

Ser Asp Leu Asp 
230 

Gin Leu Lys Pro 
245 

Ala Thr Ala He 



Ser Leu Lys Ser 
280 

Ser Ser Val Arg 
295 

Thr Ser Asp Pro 
310 

Ser Ser Leu Gly 
325 

Arg Glu Leu Asn 



Leu Val Lys Arg 

360 

Gin Asn Gin Thr 

375 

Ser He Ser Ser 
390 

Asp Met Leu Leu 
405 

Leu Asn Gin Glu 



Leu Gly Gly Leu 
440 

Phe Phe Leu Gly 
455 

Thr Pro Thr Arq 
470 

Met Ala Gly Val 
485 

Leu Val Val Leu 



Arg Thr Arg He 
185 

Asp Phe Gin Thr 



Val Glu Gin Tyr 
220 

Gly lie Gly Ser 
235 

Lys Val Thr Pro 
250 

Lys Gin Thr Lys 

265 

Leu Gin Asp Ala 



Asn Ser He Glu 
300 

Ala Ser Lys He 
315 

Ser Ser Leu Asn 
330 

Thr Val Thr Glu 
345 

Gly Tyr Thr Thr 



Val Asp Val He 
380 

Asn lie Lys Asp 
395 

Gin Val Ser His 
410 

Leu Pro Lys Leu 
425 

lie Val Cys Phe 



Leu Leu Cys Gly 
460 

Arg Gly Cys Val 
475 

Gly Phe Gly Phe 
490 

Thr Phe Val Val 



Lys Gly Thr Gin 
190 

Leu Leu Thr Glu 
205 

Thr Asn Thr Lys 



Val Leu Gly Gly 
240 

Val Leu Glu Glu 
255 

Asp Ala Leu Gin 

270 

Ala Thr Gin Leu 
285 

Asn Ser Leu Ser 



Cys Asp Ser lie 

320 

Ser Ser Gin Leu 
335 

Val Asp Lys Thr 
350 

lie Asp Glu lie 
365 

Lys Asp Val Lys 



Met Ser Gin Ser 
400 

Tyr Leu Asn Asn 
415 

Glu Glu Tyr Asp 
430 

Leu Leu Thr Leu 
445 

Val Phe Gly Tyr 



Ser Asn Thr Gly 
480 

Leu Phe Cys Trp 
495 

Gly Ala Asn Val 
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500 



505 



510 



Glu Lys Leu Leu Cys Glu Pro Tyr Glu Asn Lys Lys Leu Leu Gin Val 
515 520 525 

Leu Asp Thr Pro Tyr Leu Leu Lys Glu Gin Trp Gin Phe Tyr Leu Ser 
530 535 540 

Gly Met Leu Phe Asn Asn Pro Asp lie Asn Met Thr Phe Glu Gin Val 
545 550 555 560 

Tyr Arg Asp Cys Lys Arg Gly Arg Gly lie Tyr Ala Ala Phe Gin Leu 
565 570 575 

Glu Asn Val Val Asn Val Ser Asp His Phe Asn lie Asp Gin lie Ser 
580 585 590 

Glu Asn lie Asn Thr Glu Leu Glu Asn Leu Asn Val Asn lie Asp Ser 
595 600 605 

lie Glu Leu Leu Asp Asn Thr Gly Arg Lys Ser Leu Glu Asp Phe Ala 
610 615 620 

His Ser Gly lie Asp Thr lie Asp Tyr Ser Thr Tyr Leu Lys Glu Thr 
625 630 635 640 

Glu Lys Ser Pro Thr Glu Val Asn Leu Leu Thr Phe Ala Ser Thr Leu 
645 650 655 

Glu Ala Lys Ala Asn Gin Leu Pro Glu Gly Lys Pro Lys Gin Ala Phe 
660 665 670 

Leu Leu Asp Val Gin Asn lie Arg Ala lie His Gin His Leu Leu Pro 
675 680 685 

Pro Val Gin Gin Ser Leu Asn Thr Leu Arg Gin Ser Val Trp Thr Leu 
690 695 700 

Gin Gin Thr Ser Asn Lys Leu Pro Glu Lys Val Lys Lys lie Leu Ala 
705 710 715 720 

Ser Leu Asp Ser Val Gin His Phe Leu Thr Asn Asn Val Ser Leu lie 
725 730 735 

Val lie Gly Glu Thr Lys Lys Phe Gly Lys Thr lie Leu Gly Tyr Phe 
740 745 750 

Glu His Tyr Leu His Trp Val Phe Tyr Ala lie Thr Glu Lys Met Thr 
755 760 765 

Ser Cys Lys Pro Met Ala Thr Ala Met Asp Ser Ala Val Asn Gly lie 
770 775 780 

Leu Cys Gly Tyr Val Ala Asp Pro Leu Asn Leu Phe Trp Phe Gly lie 

785 790 795 800 

Gly Lys Ala Thr Val Leu Leu Leu Pro Ala Val lie lie Ala lie Lys 
805 810 815 

Leu Ala Lys Tyr Tyr Arg Arg Met Asp Ser Glu Asp Val Tyr Asp Asp 
820 825 830 
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Val Glu Thr Val Pro Met Lys Asn Leu Glu lie Gly Ser Asn Gly Tyr 
835 840 845 

His Lys Asp His Leu Tyr Gly Val His Asn Pro Val Met Thr Ser Pro 
850 855 860 

Ser Arg Tyr 
865 



<210> 135 
<211> 858 
<212> PRT 

<213> Mus musculus 
<400> 135 

Met Ala Leu Val Phe Ser Ala Leu Leu Leu Leu Gly Leu Cys Gly Lys 
15 10 15 

lie Ser Ser Glu Gly Gin Pro Ala Phe His Asn Thr Pro Gly Ala Met 
20 25 30 

Asn Tyr Glu Leu Pro Thr Thr Lys Tyr Glu Thr Gin Asp Thr Phe Asn 
35 40 45 

Ala Gly lie Val Gly Pro Leu Tyr Lys Met Val His lie Phe Leu Asn 

50 55 60 

Val Val Gin Pro Asn Asp Phe Pro Leu Asp Leu lie Lys Lys Leu lie 
65 70 75 80 

Gin Asn Lys Asn Phe Asp lie Ser Val Asp Ser Lys Glu lie Ala Leu 
85 90 95 

Tyr Glu lie Gly Val Leu lie Cys Ala lie Leu Gly Leu Leu Phe lie 
100 105 110 

lie Leu Met Pro Leu Val Gly Cys Phe Phe Cys Met Cys Arg Cys Cys 
115 120 125 

Asn Lys Cys Gly Gly Glu Met His Gin Arg Gin Lys Gin Asn Ala Pro 
130 135 140 

Cys Arg Arg Lys Cys Leu Gly Leu Ser Leu Leu Val lie Cys Leu Leu 
145 150 155 160 

Met Ser Leu Gly He He Tyr Gly Phe Val Ala Asn Gin Gin Thr Arg 
165 170 175 

Thr Arg He Lys Gly Thr Gin Lys Leu Ala Lys Ser Asn Phe Arg Asp 
180 185 190 

Phe Gin Thr Leu Leu Thr Glu Thr Pro Lys Gin He Asp Tyr Val Val 
195 200 205 

Glu Gin Tyr Thr Asn Thr Lys Asn Lys Ala Phe Ser Asp Leu Asp Gly 

210 215 220 

He Gly Ser Val Leu Gly Gly Arg He Lys Asp Gin Leu Lys Pro Lys 
225 230 235 240 

Val Thr Pro Val Leu Glu Glu He Lys Ala Met Ala Thr Ala He Lys 
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245 250 255 

Gin Thr Lys Asp Ala Leu Gin Asn Met Ser Ser Ser Leu Lys Ser Leu 

260 265 270 

Gin Asp Ala Ala Thr Gin Leu Asn Thr Asn Leu Ser Ser Val Arg Asn 
275 280 285 

Ser lie Glu Asn Ser Leu Ser Ser Ser Asp Cys Thr Ser Asp Pro Ala 
290 295 300 

Ser Lys lie Cys Asp Ser lie Arg Pro Ser Leu Ser Ser Leu Gly Ser 
305 310 315 320 

Ser Leu Asn Ser Ser Gin Leu Pro Ser Val Asp Arg Glu Leu Asn Thr 
325 330 335 

Val Thr Glu Val Asp Lys Thr Asp Leu Glu Ser Leu Val Lys Arg Gly 
340 345 350 

Tyr Thr Thr lie Asp Glu lie Pro Asn Thr lie Gin Asn Gin Thr Val 
355 360 365 

Asp Val lie Lys Asp Val Lys Asn Thr Leu Asp Ser lie Ser Ser Asn 
370 375 380 

lie Lys Asp Met Ser Gin Ser lie Pro lie Glu Asp Met Leu Leu Gin 
385 390 395 400 

Val Ser His Tyr Leu Asn Asn Ser Asn Arg Tyr Leu Asn Gin Glu Leu 
405 410 415 

Pro Lys Leu Glu Glu Tyr Asp Ser Tyr Trp Trp Leu Gly Gly Leu lie 
420 425 430 

Val Cys Phe Leu Leu Thr Leu lie Val Thr Phe Phe Phe Leu Gly Leu 
435 440 445 

Leu Cys Gly Val Phe Gly Tyr Asp Lys His Ala Thr Pro Thr Arg Arg 
450 455 460 

Gly Cys Val Ser Asn Thr Gly Gly He Phe Leu Met Ala Gly Val Gly 
465 470 475 480 

Phe Gly Phe Leu Phe Cys Trp He Leu Met He Leu Val Val Leu Thr 
485 490 495 

Phe Val Val Gly Ala Asn Val Glu Lys Leu Leu Cys Glu Pro Tyr Glu 
500 505 510 

Asn Lys Lys Leu Leu Gin Val Leu Asp Thr Pro Tyr Leu Leu Lys Glu 
515 520 525 

Gin Trp Gin Phe Tyr Leu Ser Gly Met Leu Phe Asn Asn Pro Asp He 
530 535 540 

Asn Met Thr Phe Glu Gin Val Tyr Arg Asp Cys Lys Arg Gly Arg Gly 
545 550 555 560 

He Tyr Ala Ala Phe Gin Leu Glu Asn Val Val Asn Val Ser Asp His 

565 570 575 
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Phe Asn lie Asp Gin lie Ser Glu Asn lie Asn Thr Glu Leu Glu Asn 
580 585 590 



Leu Asn Val Asn lie Asp Ser lie Glu Leu Leu Asp Asn Thr Gly Arg 
595 600 605 

Lys Ser Leu Glu Asp Phe Ala His Ser Gly lie Asp Thr lie Asp Tyr 
610 615 620 

Ser Thr Tyr Leu Lys Glu Thr Glu Lys Ser Pro Thr Glu Val Asn Leu 
625 630 635 640 

Leu Thr Phe Ala Ser Thr Leu Glu Ala Lys Ala Asn Gin Leu Pro Glu 
645 650 655 

Gly Lys Leu Lys Gin Ala Phe Leu Leu Asp Val Gin Asn lie Arg Ala 
660 665 670 

lie His Gin His Leu Leu Pro Pro Val Gin Gin Ser Leu Asn Thr Leu 
675 680 685 

Arg Gin Ser Val Trp Thr Leu Gin Gin Thr Ser Asn Lys Leu Pro Glu 

690 695 700 

Lys Val Lys Lys lie Leu Ala Ser Leu Asp Ser Val Gin His Phe Leu 
705 710 715 720 

Thr Asn Asn Val Ser Leu lie Val lie Gly Glu Thr Lys Lys Phe Gly 
725 730 735 

Lys Thr lie Leu Gly Tyr Phe Glu His Tyr Leu His Trp Val Phe Tyr 
740 745 750 

Ala lie Thr Glu Lys Met Thr Ser Cys Lys Pro Met Ala Thr Ala Met 

755 760 765 

Asp Ser Ala Val Asn Gly lie Leu Cys Gly Tyr Val Ala Asp Pro Leu 
770 775 780 

Asn Leu Phe Trp Phe Gly He Gly Lys Ala Thr Val Leu Leu Leu Pro 
785 790 795 800 

Ala Val He He Ala He Lys Leu Ala Lys Tyr Tyr Arg Arg Met Asp 
805 810 815 

Ser Glu Asp Val Tyr Asp Asp Val Glu Thr Val Pro Met Lys Asn Leu 
820 825 830 

Glu He Asp Ser Asn Gly Tyr His Lys Asp His Leu Tyr Gly Val His 
835 840 845 



Asn Pro Val Met Thr Ser Pro Ser Arg Tyr 
850 855 



<210> 136 
<211> 417 
<212> PRT 

<213> Homo sapiens 
<400> 136 

Met Ala Gin Lys Glu Giy Gly Arg Thr Val Pre ~\ - .'ys Ser Arg Pro 
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15 10 15 

Lys Val Ala Ala Leu Thr Ala Gly Thr Leu Leu Leu Leu Thr Ala lie 

20 25 30 

Gly Ala Ala Ser Trp Ala lie Val Ala Val Leu Leu Arg Ser Asp Gin 
35 40 45 

Glu Pro Leu Tyr Pro Val Gin Val Ser Ser Ala Asp Ala Arg Leu Met 
50 55 60 

Val Phe Asp Lys Thr Glu Gly Thr Trp Arg Leu Leu Cys Ser Ser Arg 
65 70 75 80 

Ser Asn Ala Arg Val Ala Gly Leu Ser Cys Glu Glu Met Gly Phe Leu 
85 90 95 

Arg Ala Leu Thr His Ser Glu Leu Asp Val Arg Thr Ala Gly Ala Asn 
100 105 110 

Gly Thr Ser Gly Phe Phe Cys Val Asp Glu Gly Arg Leu Pro His Thr 
115 120 125 

Gin Arg Leu Leu Glu Val lie Ser Val Cys Asp Cys Pro Arg Gly Arg 
130 135 140 

Phe Leu Ala Ala lie Cys Gin Asp Cys Gly Arg Arg Lys Leu Pro Val 
145 150 155 160 

Asp Arg lie Val Gly Gly Arg Asp Thr Ser Leu Gly Arg Trp Pro Trp 
165 170 175 

Gin Val Ser Leu Arg Tyr Asp Gly Ala His Leu Cys Gly Gly Ser Leu 
180 185 190 

Leu Ser Gly Asp Trp Val Leu Thr Ala Ala His Cys Phe Pro Glu Arg 
195 200 205 

Asn Arg Val Leu Ser Arg Trp Arg Val Phe Ala Gly Ala Val Ala Gin 
210 215 220 

Ala Ser Pro His Gly Leu Gin Leu Gly Val Gin Ala Val Val Tyr His 
225 230 235 240 

Gly Gly Tyr Leu Pro Phe Arg Asp Pro Asn Ser Glu Glu Asn Ser Asn 
245 250 255 

Asp lie Ala Leu Val His Leu Ser Ser Pro Leu Pro Leu Thr Glu Tyr 

260 265 270 

lie Gin Pro Val Cys Leu Pro Ala Ala Gly Gin Ala Leu Val Asp Gly 

275 280 285 

Lys lie Cys Thr Val Thr Gly Trp Gly Asn Thr Gin Tyr Tyr Gly Gin 

290 295 300 

Gin Ala Gly Val Leu Gin Glu Ala Arg Val Pro lie lie Ser Asn Asp 
305 310 315 320 

Val Cys Asn Gly Ala Asp Phe Tyr Gly Asn Gin lie Lys Pro Lys Met 
325 330 335 
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Phe Cys Ala Gly Tyr Pro Glu Gly Gly lie Asp Ala Cys Gin Gly Asp 
340 345 350 

Ser Gly Gly Pro Phe Val Cys Glu Asp Ser lie Ser Arg Thr Pro Arg 
355 360 365 

Trp Arg Leu Cys Gly He Val Ser Trp Gly Thr Gly Cys Ala Leu Ala 
370 375 380 

Gin Lys Pro Gly Val Tyr Thr Lys Val Ser Asp Phe Arg Glu Trp He 
385 390 395 400 

Phe Gin Ala He Lys Thr His Ser Glu Ala Ser Gly Met Val Thr Gin 
405 410 415 

Leu 



<210> 137 
<211> 416 
<212> PRT 

<213> Rattus norvegicus 
<400> 137 

Met Ala Lys Glu Gly Gly Arg Thr Ala Pro Cys Cys Ser Arg Pro Lys 
15 10 15 

Val Ala Ala Leu Thr Val Gly Thr Leu Leu Phe Leu Thr Gly He Gly 
20 25 30 

Ala Ala Ser Trp Ala He Val Thr He Leu Leu Arg Ser Asp Gin Glu 
35 40 45 

Pro Leu Tyr Gin Val Gin Leu Ser Pro Gly Asp Ser Arg Leu Leu Val 
50 55 60 

Leu Asp Lys Thr Glu Gly Thr Trp Arg Leu Leu Cys Ser Ser Arg Ser 
65 70 75 80 

Asn Ala Arg Val Ala Gly Leu Gly Cys Glu Glu Met Gly Phe Leu Arg 
85 90 95 

Ala Leu Ala His Ser Glu Leu Asp Val Arg Thr Ala Gly Ala Asn Gly 
100 105 110 

Thr Ser Gly Phe Phe Cys Val Asp Glu Gly Gly Leu Pro Leu Ala Gin 
115 120 125 

Arg Leu Leu Asp Val He Ser Val Cys Asp Cys Pro Arg Gly Arg Phe 
130 135 140 

Leu Thr Ala Thr Cys Gin Asp Cys Gly Arg Arg Lys Leu Pro Val Asp 
145 150 155 160 

Arg He Val Gly Gly Gin Asp Ser Ser Leu Gly Arg Trp Pro Trp Gin 
165 170 175 

Val Ser Leu Arg Tyr Asp Gly Thr His Leu Cys Gly Gly Ser Leu Leu 
180 185 190 

Ser Gly Asp Trp Val Leu Phr Ala Ala His Cys Phe Pro Glu Arg Asn 
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195 200 205 

Arg Val Leu Ser Arg Trp Arg Val Phe Ala Gly Ala Val Ala Arg Thr 

210 215 220 

Ser Pro His Ala Val Gin Leu Gly Val Gin Ala Val He Tyr His Gly 
225 230 235 240 

Gly Tyr Leu Pro Phe Arg Asp Pro Thr He Asp Glu Asn Ser Asn Asp 
245 250 255 

He Ala Leu Val His Leu Ser Ser Ser Leu Pro Leu Thr Glu Tyr He 
260 265 270 

Gin Pro Val Cys Leu Pro Ala Ala Gly Gin Ala Leu Val Asp Gly Lys 
275 280 285 

Val Cys Thr Val Thr Gly Trp Gly Asn Thr Gin Phe Tyr Gly Gin Gin 

290 295 300 

Ala Val Val Leu Gin Glu Ala Arg Val Pro He He Ser Asn Glu Val 
305 310 315 320 

Cys Asn Ser Pro Asp Phe Tyr Gly Asn Gin He Lys Pro Lys Met Phe 
325 330 335 

Cys Ala Gly Tyr Pro Glu Gly Gly He Asp Ala Cys Gin Gly Asp Ser 
340 345 350 

Gly Gly His Phe Val Cys Glu Asp Arg He Ser Gly Thr Ser Arg Trp 
355 360 365 

Arg Leu Cys Gly He Val Ser Trp Gly Thr Gly Cys Ala Leu Ala Arg 
370 375 380 

Lys Pro Gly Val Tyr Thr Lys Val He Asp Phe Arg Glu Trp He Phe 
385 390 395 400 

Gin Ala He Lys Thr His Ser Glu Ala Thr Gly Met Val Thr Gin Pro 
405 410 415 



<210> 138 
<211> 416 
<212> PRT 

<213> Mus musculus 
<400> 138 

Met Ala Lys Glu Gly Gly Arg Thr Ala Ala Cys Cys Ser Arg Pro Lys 
15 10 15 

Val Ala Ala Leu He Val Gly Thr Leu Leu Phe Leu Thr Gly He Gly 
20 25 30 

Ala Ala Ser Trp Ala He Val Thr He Leu Leu Gin Ser Asp Gin Glu 
35 40 45 

Pro Leu Tyr Gin Val Gin Leu Ser Pro Gly Asp Ser Arg Leu Ala Val 

50 55 60 
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Leu Asp Lys Thr Glu Gly Thr Trp Arg Leu Leu Cys Ser Ser Arg Ser 
65 70 75 80 

Asn Ala Arg Val Ala Gly Leu Gly Cys Glu Glu Met Gly Phe Leu Arg 
85 90 95 

Ala Leu Ala His Ser Glu Leu Asp Val Arg Thr Ala Gly Ala Asn Gly 
100 105 110 

Thr Ser Gly Phe Phe Cys Val Asp Glu Gly Gly Leu Pro Leu Ala Gin 
115 120 125 

Arg Leu Leu Asp Val lie Ser Val Cys Asp Cys Pro Arg Gly Arg Phe 
130 135 140 

Leu Thr Ala Thr Cys Gin Asp Cys Gly Arg Arg Lys Leu Pro Val Asp 
145 150 155 160 

Arg lie Val Gly Gly Gin Asp Ser Ser Leu Gly Arg Trp Pro Trp Gin 
165 170 175 

Val Ser Leu Arg Tyr Asp Gly Thr His Leu Cys Gly Gly Ser Leu Leu 
180 185 190 

Ser Gly Asp Trp Val Leu Thr Ala Ala His Cys Phe Pro Glu Arg Asn 
195 200 205 

Arg Val Leu Ser Arg Trp Arg Val Phe Ala Gly Ala Val Ala Arg Thr 
210 215 220 

Ser Pro His Ala Val Gin Leu Gly Val Gin Ala Val He Tyr His Gly 
225 230 235 240 

Gly Tyr Leu Pro Phe Arg Asp Pro Thr He Asp Glu Asn Ser Asn Asp 
245 250 255 

He Ala Leu Val His Leu Ser Ser Ser Leu Pro Leu Thr Glu Tyr He 
260 265 270 

Gin Pro Val Cys Leu Pro Ala Ala Gly Gin Ala Leu Val Asp Gly Lys 
275 280 285 

Val Cys Thr Val Thr Gly Trp Gly Asn Thr Gin Phe Tyr Gly Gin Gin 
290 295 300 

Ala Met Val Leu Gin Glu Ala Arg Val Pro He lie Ser Asn Glu Val 
305 310 315 320 

Cys Asn Ser Pro Asp Phe Tyr Gly Asn Gin He Lys Pro Lys Met Phe 
325 330 335 

Cys Ala Gly Tyr Pro Glu Gly Gly He Asp Ala Cys Gin Gly Asp Ser 
340 345 350 

Gly Gly Pro Phe Val Cys Glu Asp Ser He Ser Gly Thr Ser Arg Trp 

355 360 ?65 

Arg Leu Cys Gly He Val Ser Trp Gly Thr Gly Cys Ala Leu Ala Arg 

370 375 3^0 

Lys Pro Gly Val Tyr Thr Lys Val Thr Asp Phe Arg Glu Trp He Phe 
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385 



390 



395 



400 



Lys Ala lie Lys Thr His Ser Glu Ala Ser Gly Met Val Thr Gin Pro 
405 410 415 



<210> 139 
<211> 304 
<212> PRT 

<213> Homo sapiens 
<400> 139 

Thr Ser Gly Phe Phe Cys Val Asp Glu Gly Arg Leu Pro His Thr Gin 
15 10 15 

Arg Leu Leu Glu Val lie Ser Val Cys Asp Cys Pro Arg Gly Arg Phe 
20 25 30 

Leu Ala Ala lie Cys Gin Asp Cys Gly Arg Arg Lys Leu Pro Val Asp 
35 40 45 

Arg lie Val Gly Gly Arg Asp Thr Ser Leu Gly Arg Trp Pro Trp Gin 
50 55 60 

Val Ser Leu Arg Tyr Asp Gly Ala His Leu Cys Gly Gly Ser Leu Leu 
65 70 75 80 

Ser Gly Asp Trp Val Leu Thr Ala Ala His Cys Phe Pro Glu Arg Asn 
85 90 95 

Arg Val Leu Ser Arg Trp Arg Val Phe Ala Gly Ala Val Ala Gin Ala 
100 105 110 

Ser Pro His Gly Leu Gin Leu Gly Val Gin Ala Val Val Tyr His Gly 
115 120 125 

Gly Tyr Leu Pro Phe Arg Asp Pro Asn Ser Glu Glu Asn Ser Asn Asp 
130 135 140 

lie Ala Leu Val His Leu Ser Ser Pro Leu Pro Leu Thr Glu Tyr lie 
145 150 155 160 

Gin Pro Val Cys Leu Pro Ala Ala Gly Gin Ala Leu Val Asp Gly Lys 
165 170 175 

lie Cys Thr Val Thr Gly Trp Gly Asn Thr Gin Tyr Tyr Gly Gin Gin 
180 185 190 

Ala Gly Val Leu Gin Glu Ala Arg Val Pro He He Ser Asn Asp Val 
195 200 205 

Cys Asn Gly Ala Asp Phe Tyr Gly Asn Gin He Lys Pro Lys Met Phe 

210 215 220 

Cys Ala Gly Tyr Pro Glu Gly Gly He Asp Ala Cys Gin Gly Asp Ser 
225 230 235 240 

Gly Gly Pro Phe Val Cys Glu Asp Ser He Sei Arc Thr Pro Arg Trp 
245 250 255 
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Arg Leu Cys Gly lie Val Ser Trp Gly Thr Gly Cys Ala Leu Ala Gin 
260 265 270 



Lys Pro Gly Val Tyr Thr Lys Val Ser Asp Phe Arg Glu Trp lie Phe 
275 280 285 

Gin Ala lie Lys Thr His Ser Glu Ala Ser Gly Met Val Thr Gin Leu 
290 295 300 



<210> 140 
<211> 502 
<212> PRT 

<213> Mus musculus 
<400> 140 

Arg Pro Gin Leu Gly Arg Pro His Ala Ala Gly Cys Cys Cys His Pro 
15 10 15 

Cys Leu Pro Gly Cys Pro Leu Leu Trp Gly Gin Thr Pro Cys Pro Cys 
20 25 30 

Pro Gly Pro Glu Thr Asn Pro Lys Pro Ala Pro Ser Pro Ala Asn Pro 
35 40 45 

Arg Val Pro Pro Gin Pro Asn Arg Ser Thr Trp Glu Ser Leu Thr Arg 
50 55 60 

Val Pro Asp Met Ala Lys Glu Asp Glu Glu Pro Gly Ala His Arg Gly 

65 70 75 80 

Gly Ser Thr Cys Ser Arg Pro Gin Pro Gly Lys Gly Gly Arg Thr Ala 
85 90 95 

Ala Cys Cys Ser Arg Pro Lys Val Ala Ala Leu lie Val Gly Thr Leu 
100 105 110 

Leu Phe Leu Thr Gly He Gly Ala Ala Ser Trp Ala He Val Thr He 
115 120 125 

Leu Leu Gin Ser Asp Gin Glu Pro Leu Tyr Gin Val Gin Leu Ser Pro 
130 135 140 

Gly Asp Ser Arg Leu Ala Val Phe Asp Lys Thr Glu Gly Thr Trp Arg 
145 150 155 160 

Leu Leu Cys Ser Ser Arg Ser Asn Ala Arg Val Ala Gly Leu Gly Cys 
165 170 175 

Glu Glu Met Gly Phe Leu Arg Ala Leu Ala His Ser Glu Leu Asp Val 
180 185 190 

Arg Thr Ala Gly Ala Asn Gly Thr Ser Gly Phe Phe Cys Val Asp Glu 
195 200 205 

Gly Gly Leu Pro Leu Ala Gin Arg Leu Leu Asp Val lie Ser Val Cys 
210 215 2 20 



203 



Asp Cys Pro Arg Gly Arg Phe Leu Thr Ala Thr Cys Gin Asp Cys Gly 
225 230 235 240 



Arg Arg Ser Cys Arg Trp Thr Ala Leu Trp Gly Ala Arg Thr Ala Val 
245 250 255 

Trp Glu Gly Gly Arg Gly Arg Ser Ala Cys Val Met Met Gly Thr Thr 
260 265 270 

Ser Val Gly Gly Pro Ala Val Ser Gly Leu Gly Ala Asp Cys Cys Thr 
275 280 285 

Leu Leu Ser Arg Ala Gly Asp Gly Pro Val Ser Val Ala Ser lie Cys 
290 295 300 

Trp Cys Cys Ser Pro Asp Leu Thr Pro Cys Cys Ala Thr Gly Val Gin 
305 310 315 320 

Ala Val lie Tyr His Gly Gly Tyr Leu Leu Phe Arg Asp Pro Thr lie 
325 330 335 

Asp Glu Asn Ser Asn Asp lie Ala Leu Val Asn Leu Ser Ser Ser Leu 
340 345 350 

Pro Leu Thr Glu Tyr lie Gin Pro Val Cys Leu Pro Ala Ala Gly Gin 
355 360 365 

Ala Leu Val Asp Gly Lys Val Cys Thr Val Thr Gly Trp Gly Asn Thr 
370 375 380 

Gin Phe Tyr Gly Gin Gin Ala Met Val Leu Gin Glu Ala Arg Val Pro 
385 390 395 400 

lie lie Ser Asn Glu Val Cys Asn Ser Pro Asp Phe Tyr Gly Asn Gin 
405 410 415 

lie Lys Pro Lys Met Phe Cys Ala Gly Tyr Pro Glu Gly Gly lie Asp 
420 425 430 

Ala Cys Gin Gly Asp Ser Gly Gly Pro Phe Val Cys Glu Asp Ser lie 
435 440 445 

Ser Gly Thr Ser Arg Trp Arg Leu Cys Gly lie Val Ser Trp Gly Thr 
450 455 460 

Gly Cys Ala Leu Ala Arg Lys Pro Gly Val Tyr Thr Lys Val Thr Asp 
465 470 475 480 

Phe Arg Glu Trp He Phe Lys Ala He Lys Thr His Ser Glu Ala Ser 
485 490 495 

Gly Met Val Thr Gin Pro 

500 



<210> 141 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucl eot ide 
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primer 



<400> 141 

tgcaaaatga acaaccagac ta 

<210> 142 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleot ide 
primer 

<400> 142 

atccccgccg tggagatctt cat 

<210> 143 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 143 

ccagcagcat aaagatcttc ac 

<210> 144 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 144 

cttgaagttc tcacaccttt gc 

<210> 145 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 145 

tcataacagt tactqcatca acqgtg 



<210> 146 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 146 

tcatggtgga atgcacaag 

<210> 147 
<211> 27 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 147 

gtctatcttt tattcaacgc aatgaca 



<210> 148 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 148 

agtcacggct gcctcttcgg tea 

<210> 149 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 149 

gggctgtgat tggaggtgtt 



<210> 150 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonuc leotide 
primer 

<400> 150 

gtctatcttt tattcaacgc aatgaca 
<210> 151 
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<211> 23 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<J23> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 151 

cacggctgcc tcttcggtca gtg 23 



<210> 152 
<211> 21 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 152 

gggctgtgat tggaggtgtt a 21 



<210> 153 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 153 

gtgtctgtga gaggcagcta tc 22 



<210> 154 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol i gonuc leotide 
primer 

<400> 154 

tgcactctaa actgcaaaca gaaatcagg 29 



<210> 155 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : o I i qonuc leotide 
primer 

<400> 155 

ccccaaaagc tacattttga ta 22 
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<210> 156 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucl eotide 
primer 

<400> 156 

aggatccagg aaacgaagtg 2 0 



<210> 157 
<21i> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 157 

tctacgcgct atataagcag gccactg 27 



<210> 158 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucl eotide 
primer 

<400> 158 

gggcatgtta caaggtcctt 20 



<210> 159 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucl eotide 
primer 

<400> 159 

gcagctggac gtcctctatc 20 



<210> 160 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence ; ol ryonuc i eotide 
primer 
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<400> 160 

ccagaacatg aacgggtccg aatact 



<210> 161 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 161 

ccaggaagga ctggatcttc 



<210> 162 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 162 

gccaggcact gttcatctc 

<210> 163 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucl eotide 
primer 

<400> 163 

ctcccggcaa gctttctgct gaaag 



<210> 164 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 164 

gacatcaggc tccagatatg aa 

<210> 165 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 165 

gagctcagac cgtgtctagg tt 



<210> 166 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 166 

cctggggtct cctgctcagc tea 

<210> 167 
<211> 21 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 167 

gtcctctcca gaaggctctt c 



<210> 168 
<211> 22 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 168 

cccacaagag aggtatgtca ct 

<210> 169 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 169 

ttacttccca ggacatccac cctgag 
<210> 170 

<;n> 22 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 170 

aaaatttggc actcacatga ag 

<210> 171 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 171 

ttactgggta ggattcgctt tt 



<210> 172 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<40D> 172 

aaatcctcca gggacacagc ccatt 

<210> 173 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 173 

gggagtacct gaacacctca ct 

<210> 174 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 



<400> 174 

tcctgaacag gtacctgagc ta 



<210> 175 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 175 

aagcaggacg ccacctctac catcat 



<210> 176 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 176 

caatgacgtt gttggtaatg c 

<210> 177 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 177 

tcctgaacag gtacctgagc ta 

<210> 178 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 178 

aagcaggacg ccacctctac catcat 

<210> 179 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : >1 igonucleotide 
pr i mer 



<400> 179 

caatgacgtt gttggtaatg c 21 



<210> 180 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 180 

gaccagggtc atatttgcac ta 22 



<210> 181 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 181 

cctcctgagg taacagcaag tcccat 26 



<210> 182 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 182 

cgggaatact ttccccttct a 21 



<210> 183 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 183 

gtactcattt cgcctctggt t 21 



<210> 184 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Description of Artificial Sequence : ol i gonucleo tide 
primer 



<400> 184 

tgcaacaact ttcaaggtcc ttgctg 



<210> 185 
<211> 21 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 185 

agcacaaggt tgagcacttt c 21 



<210> 186 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 186 

cataatggaa acaggacctg aa 22 



<210> 187 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 187 

ccttccagca tgccagagga aagtt 



<210> 188 
<21i> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 188 

aggtcctggr. agggaatgct 2 0 



<210> 1S9 
<211> 10 
<:i2> DNA 



214 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 189 

cccattcagc ttcacagaga 20 



<210> 190 
<211> 27 
<2 12> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 190 

cagatcctgg cattctctca gaagctg 27 



<210> 191 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 191 

atgctcactg tctgttcctt gt 22 



<210> 192 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 192 

ggtccaacag ggctatcaat 20 



<210> 193 
<21i> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleot ide 
primer 

<400> 193 

ccaaaccacg actgtcgtag caggta 26 
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<210> 194 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 194 

tggaattcaa gacccttttg a 



<210> 195 
<211> 20 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 195 

cacgcactgc cactataagg 



<210> 196 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 196 

cttgcacatg actaagacgg acccct 

<210> 197 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 197 

ctagaggtgt gtggggttct c 



<210> 198 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol i gonucleotide 
primer 

<400> 198 
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cacgcactgc cactataagg 



20 



<210> 199 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 199 

cttgcacatg actaagacgg acccct 26 



<210> 200 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 200 

ctagaggtgt gtggggttct c 



<210> 201 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleot ide 
primer 

<400> 201 

cccgaaaagg ctttatgtat tc 22 



<210> 202 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 202 

cagaaacaca aatgaaaatc ctcagga 



<210> 203 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonuc 1 eot ide 



217 



primer 



<400> 203 

tgtcagtagc tttgatgcat tg 



<210> 204 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 204 

gcttttgggt tttggaatta tg 

<210> 205 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 205 

tccatatttg aacataaaat cgtgtttcg 

<210> 206 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 206 

gtggtgatga tggagaattg aa 

<210> 207 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleot i de 
primer 

<400> 207 

aggacagaac acctaggtgc tt 

<I.10> 208 

<211> 24 

< 2 1 2 > DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 203 

ctcttcaggt ccccaggaac ccct 

<210> 209 
<211> 22 
<2i2> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 203 

cctaatgccc acctcctaat ag 



<210> 210 
<211> 21 
<2 12> DNA 

<2 13> Artificial Sequence 

<22C)> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 210 

gaccaaactt tggccattta a 

<210> 211 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 211 

cggatccatt tgacacacca gcattt 



<210> 212 
<211> 22 
<2]2> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : ol igonucleot ide 
primer 

<400> 212 

gtgarggtca gagcatgaat tt 

<210> 213 
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<211> 21 
<212> DMA 

<213> Artificial Sequence 
<220> 

<2 2 3 > Description of Artificial Sequence : oligonucleotide 
primer 

<400> 213 

gaccaaactt tggccattta a 

<210> 214 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 214 

cggatccatt tgacacacca gcattt 

<210> 215 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 215 

gtgatggtca gagcatgaat tt 



<210> 216 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 216 

tggggtagtt ggagctgaa 

<21C» 217 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence r oligonucleotide 
pr imer 

<400> 217 

cacjgtctgca cctgttcagc atttg 



<210> 218 
<211> 22 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleot ide 
primer 

<400> 218 

tgcagacaga actgtgtcag tt 

<210> 219 
<211> 22 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 219 

ggacttctgt ggaccttatg tg 

<210> 220 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 220 

ttttcctctt tgctggagtg ctcctg 

<210> 221 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 221 

ttcctttggt ttctggaact tt 



<210> 222 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

< 2 2 3 > Description of Artificial Sequence : oligonucleoti de 
primer 



<400> 222 

tcagaaggga atcatgatat eg 



<210> 223 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Secxuence : ol igonucleotide 
primer 

<400> 223 

ccttgataaa actccaggct cctttga 



<210> 224 
<211> 21 
<212> DNA 

<213> Artificial Secxuence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 224 

tttggaaggt aggcatattg g 

<210> 225 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 225 

ctcgaggcca ggtctagcaa ggcttccaaa caacatttcc 



<210> 226 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 226 

gcggccgccc accatgetga ggagagtcac tgttgct 

<210> 227 
<211> 37 
<212> DNA 

<213> Artificial Sequence 



HI 



<220> 

<223> Description of Artificial Sequence : oligonucl eotide 
primer 

<400> 227 

ctcgagttat ttgactattt tatggtaggg gagaagg 37 



<210> 228 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonuc 1 eot ide 
primer 

<400> 228 

tcaatcttct cctcaaagct agaaaga 27 



<210> 229 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 229 

cagaggcttg aagtttagtt tgtcaac 27 



<210> 230 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 230 

gtttgtggtt aaatcctttc actcgaata 29 



<210> 231 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol i gonuc leot ide 
primer 

<400> 231 

tttcagctgg aagatgaaga tctgg 25 



<210> 232 
<211> 25 



<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 232 

tcctcaattt tccgaatctc ttcaa 



<2L0> 233 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 233 

tgttaaatgc tggtgtgtca aatgg 

<210> 234 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 234 

cttcaacttc acggtcaatt gcatct 

<210> 235 

<211> 28 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 235 

tgctctctct tctaattctt ccaattca 



<210> 236 

<211> 25 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 



<400> 236 

caggtagact tcgccttgtt ccttc 



<210> 237 
<211> 27 
<212> DMA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 237 

ctagctttga ggagaagatt gagaacc 27 



<210> 238 
<211> 27 
<2 12> DNA 

<2 13> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 238 

ctaaacttca agcctctgga gcaggag 27 



<210> 239 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 239 

ccacaaacta cctctactgt ttcagctc 28 



<210> 240 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 240 

catcttccag ctgaaaacaa gtacatagc 29 



<210> 241 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucl eot l de 
primer 



<400> 241 

aatttttgaa gagattcgga aaattga 



21 



<210> 242 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 242 

tgacacacca gcatttaaca aacttta 27 



<210> 243 
<211> 27 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 243 

gtgaatatca acttgcaagg ccttctg 27 



<210> 244 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 244 

ggaagaatta gaagagagag cagaagc 



<210> 245 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 245 

gaaggaacaa ggcgaagtct acctg 



<210> 246 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 246 

ggatccggat gtctgactca actctatgaa aacg 

<210> 247 
<2L1> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 247 

ctcgagtgct ggtgactgca tctgagcttt tec 



<210> 248 
<211> 26 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 248 

ttttctggca ttcttcattt gttacc 



<210> 249 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 249 

actatagatg cgccaaacat ectge 

<210> 250 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 250 

tccttacagt cttctgggag taaagaa 



<210> 251 
<211> 25 
<212> DNA 



<213> Artificial Sequence 



<22Q> 

<223> Description of Artificial 
primer 

<400> 251 

agaagaggca gttggggtga taggt 

<210> 252 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 252 

ttcaacactg ctaaccttag acacatt 

<210> 253 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 253 

gaagaatgcc agaaaagata tcaagatt 

<210> 254 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 254 

ttggcgcatc tatagtggca tttt 



<210> 255 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 



Sequence : ol igonucleot ide 



25 



Sequence : ol i gonucleot ide 



27 



Sequence : oligonucleotide 



28 



Sequence : ol i gonucleot ide 



24 



Sequence : ol i gonucleot ide 



<400> 255 

cccagaagac tgtaaggaag agaagtgtaa 



<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 256 

cccaactgcc tcttctttac attctatac 



<210> 257 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucl eotide 
primer 

<400> 257 

aaaaaggtgc accagtaaca ttcgc 

<210> 258 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 258 

ggatccactg tcatcactgc tgtgctgggt tccttcc 

<210> 259 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 259 

ctcgaggaat tctgcagcaa tttcctcaaa agactttcc 

<210> 260 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol i gonucl eotide 
primer 



<400> 260 



ccctgtctgt atccagcttt gcagtt 



26 



<210> 261 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 261 

tatatcggtg aaattgctcc aaccg 25 



<210> 262 
<211> 27 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 262 

tgaaaagact cagaggatat gatgatg 



<210> 263 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucl eotide 
primer 

<400> 263 

tttatgcaac cattggagtt ggc 23 



<210> 264 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleot ide 
primer 

<400> 264 

atcttcctct ttgtcagctt ctttgaa 27 



<210> 265 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucl eot ide 



230 



primer 



<400> 265 

accagagcat ggtgattagt tgagc 



<210> 266 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 266 

atttcaccga tatacatagg aaccagg 

<210> 267 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 267 

agctttgttt tgctttgact tcctc 

<210> 268 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 268 

ataaacaggt ttgctgatac cagccgt 

<210> 269 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 269 

tggctatcat gctcacataa ctcatc 



<210> 270 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<4U0> 270 

ggatccggag ggcagccttc atccacagat gctcctaagg 40 

<210> 271 
<211> 33 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 271 

ctcgagatgt tgtgatgggc ttgtcataac agg 33 



<210> 272 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 272 

ttttgtatgt gtcgttgctg taacaaa 27 



<210> 273 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 273 

attcagtgct aggaggcgga attctt 26 



<210> 274 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 274 

tggatgcaga acttgacaac gttaata 



<210> 275 



<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 275 

tttttactac ctgggcttac tgtgtggc 



<210> 276 
< 2 1 1 > 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 276 

tgaagctcac ttttgaacaa gtttacag 

<210> 277 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 277 

catatgatct agaagcaaaa gcaaaca 

<210> 278 
<211> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 278 

gccaccgctc tagatactgc tgtt 



<210> 279 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleot ide 
primer 

<400> 279 

aaatacccca ccagaggcat cagaata 
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<210> 280 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 



<210> 281 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 281 

aacgttgtca agttctgcat ccac 24 



<210> 282 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 



primer 



<400> 280 

ttgatactgt tcagatctgt gaacgcc 



27 



primer 



<400> 282 

ccacacagta agcccaggta gtaaaa 



26 



<210> 283 
<211> 29 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 



<400> 283 

aatagcttcc cagagagata gtattccca 



29 



<210> 284 
<211> 27 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 
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<400> 284 

aactgtttgc ttttgcttct agatcat 



27 



<210> 285 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 285 

cacgatgcca ctttctcact gatag 25 



<210> 286 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 286 

aagcttagga gtgaccagga gccgctgtac ccagtgc 37 

<210> 287 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 287 

gtcgacgagc tgggtcacca tgccgctggc ttcgg 3 5 



<210> 288 
<211> 27 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 288 

agcctcccct cgtccacaca gaagaag 27 

<210> 289 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 289 

caaagaccat gagccgagcg t 

<210> 290 
<211> 27 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucl eotide 
primer 

<400> 290 

tctgcgccat gtcactgcct cttgtta 



<210> 291 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 291 

gtgatcacgg acgcagattg g 

<210> 292 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 292 

ctggatttgc agggatgggg 

<210> 293 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 293 

cagaggctgc tggaggtcat c 

<210> 294 
<211> 21 
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<212> DNA 

< 2 1 3 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 294 

gacaagacgg aagggacgtg g 21 



<210> 295 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ol igonucleotide 
primer 

<400> 295 

gaaggagggt ggccggact 19 



<210> 296 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 296 

ctctggccaa ggcccagtc 19 



<210> 297 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 297 

cccgctgctg gtcagacac 19 



<210> 298 
<211> 35 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : oligonucleot ide 
primer 

<400> 298 

ggatcctctg cagcggctct ttgtgttgga gttgg 35 
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<210> 299 
<211> 97 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 299 

Asn Val Thr lie Ser Val Glu Lys Glu Gly Cys Thr Ser Cys Lys Thr 
15 10 15 

Val Asn Thr Thr lie Cys Ala Gly Tyr Cys Tyr Thr Lys Asp Pro Val 
20 25 30 

Tyr Lys Asp Gly Arg Ser Leu Leu He Gin Cys Val Cys Cys Tyr Pro 
35 40 45 

Asp Val Thr Tyr Glu Thr Lys Val Leu Pro Gly Cys Pro Pro Gly Val 
50 55 60 

Asp Pro Thr Lys Thr Tyr Pro Val Ala Leu Ser Cys His Cys Gly Lys 
65 70 75 80 

Cys Asn Thr Asp Asn Thr Asp Cys Thr Arg Leu Ser Leu Gin Pro Asp 
85 90 95 



Ser 



<210> 300 
<211> 76 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 300 

Leu Gin Glu Gin Phe Glu Ala Ala Ala Glu Lys Val Lys Lys Leu Lys 
15 10 15 

Lys Asn Pro Ser Asn Asp Glu Leu Leu Gin Leu Tyr Ser Leu Tyr Lys 

20 25 30 

Gin Ala Thr Val Gly Asp Cys Asn Thr Glu Lys Pro Gly Met Phe Asp 
35 40 45 

Leu Lys Gly Arg Ala Lys Trp Asp Ala Trp Asn Glu Leu Lys Gly Met 
50 55 60 

Ser Lys Glu Glu Ala Met Lys Ala Tyr lie Ala Lys 
65 70 75 



<:.10> 301 
< .": 1 1 > W 
<212> PRT 



2 }8 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 301 

Leu Pro Thr Asn Val Val Pro lie His Tyr Asp Leu Arg Leu Thr Pro 
15 10 15 

Phe Leu Pro Glu Lys Pro Thr Phe Ser Gly Ser Val Thr lie Thr Leu 

20 25 30 

Gin Ala Thr lie Ala Gly Thr Asp Glu lie Val Leu His Ala Lys Asp 
35 40 45 

Leu Thr lie Ser Ser Val Thr Leu Val Gly Val Asn Gly Ser Thr Pro 
50 55 60 

Glu Ser Val Glu Phe Ser Leu Gin Asp Glu Thr Gin Lys Leu Thr lie 
65 70 75 80 

Thr Leu Pro Gin Ser Leu Ser Ala Gly Gin Gin Tyr Thr Leu Glu lie 
85 90 95 

Asp Tyr Thr Gly Lys lie Ser Asp Ser Met Leu Gly Phe Tyr Arg Ser 
100 105 110 

Glu Tyr Thr Asp Gly Gly Asp Gly Glu Thr Lys Tyr Met Ala Thr Thr 
115 120 125 

Gin Phe Glu Pro Thr Asp Ala Arg Arg Ala Phe Pro Cys Phe Asp Glu 
130 135 140 

Pro Ser Phe Lys Ala Thr Phe Thr lie Thr lie Thr His Pro Lys Gly 
145 150 155 160 

Ser Thr Ala Leu Ser Asn Met Pro Val lie Thr Thr Thr Lys Asp Asp 
165 170 175 

Asp Gly Arg Val lie Thr Thr Phe Glu Thr Thr Pro Pro Met Ser Thr 
180 185 190 

Tyr Leu Leu Ala Phe Val Val Gly Asp Leu Thr Tyr Leu Glu Thr Glu 

195 200 205 

Thr Lys Asp Gly Val Pro Val Arg Val Tyr Ala Arg Pro Gly Ala Lys 
210 215 220 

Asn Ala Gly Gin Gly Gin Tyr Ala Leu Asp Val Thr Lys Lys Leu Leu 
225 230 235 240 

Glu Phe Tyr Glu Glu Tyr Phe Gly Tyr Pro Tyr Pro Leu Pro Lys Leu 
245 250 255 

Asp Gin Val Ala Val Pro Asp Phe Ser Ala Gly Ala Met Glu Asn Trp 

260 265 270 

Gly Leu lie Thr Tyr Arg Glu Pre Ala Leu Leu Tyr Asp Pro Arg Ser 

275 280 285 

Ser Thr Asn Ser Asn Lys Gin Arq Val Ala Ser Val lie Ala His Glu 



239 



290 



295 



300 



Leu Ala His Gin Trp Phe Gly Asn 
305 310 

Asp Leu Trp Leu Asn Glu Gly Phe 
325 

Thr Asp Glu Leu Gly Gly Glu Pro 
340 

Gly Leu Val Leu Gin Leu Ala Leu 
355 360 

His Pro He Thr Val Glu Val Leu 
370 375 

Phe Asp Ala He Thr Tyr Glu Lys 
385 390 



Leu Val Thr Met Lys Trp Trp Asp 
315 320 

Ala Thr Tyr Leu Glu Tyr Leu He 
330 335 

Thr Trp Asn Met Glu Ala Leu Phe 
345 350 

Ala Arg Asp Ala Leu Gly Ser Ser 
365 

Thr Pro Ser Glu He Ser Asp He 
380 

Gly 



<210> 302 
<211> 45 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 302 

Phe Gin Cys Ser Val Pro Pro Ser Glu Arg He Asn Cys Gly Pro Pro 
15 10 15 

Gly lie Thr Glu Ala Glu Cys Glu Ala Arg Gly Cys Cys Phe Asp Ser 
20 25 30 

Ser He Ser Gly Val Pro Trp Cys Phe Tyr Pro Asn Thr 
35 40 45 



<210> 303 
<211> 224 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 303 

Val He Leu Phe Asp Leu Arg Gly Phe Gly Gin Ser Ser Pro Ser Asp 
15 10 15 

Leu Ala Glu Tyr Arg Phe Asp Asp Leu Ala Glu Asp Leu Glu Ala Leu 

20 25 30 

Leu Asp Ala Leu Gly Leu Asp Lys Val He Leu Val Gly His Ser Met 
35 40 45 

Gly Gly Ala He Ala Ala Ala Tyr Ala Ala Lys Tyr Pro Glu Arg Val 

50 55 60 



240 



Lys Ala Leu Val Leu Val Ser Ala Pro His Pro Ala Leu Leu Ser Ser 
65 70 75 80 



Arg Leu Phe Pro Arg 
85 

Asn Arg Leu Leu Arg 
100 

Gin Phe Phe Leu Leu 
115 

Phe Glu Leu Ser Ser 
130 

Gly Leu Leu Trp Val 
145 

Ala Asp Leu Lys Arg 
165 

Asp Asp Pro Leu Val 
180 

Phe Pro Asn Ala Glu 
195 

Gin Leu Glu Lys Pro 

210 



Asn Leu Phe Gly Leu Leu 

90 

Ser Val Glu Ala Leu Leu 
105 

Gly Arg Pro Leu Val Ser 
120 

Leu lie Arg Phe Gly Glu 
135 

Ala Leu Gly Lys Leu Leu 
150 155 

lie Lys Val Pro Thr Leu 
170 

Pro Pro Asp Ala Ser Glu 
185 

Val Val Val lie Asp Asp 
200 

Glu Glu Val Ala Glu Leu 
215 



Leu Ala Asn Phe Arg 
95 

Gly Arg Ala Leu Lys 
110 

Asp Phe Leu Lys Gin 
125 

Asp Asp Gly Gly Asp 
140 

Gin Trp Asp Val Ser 
160 

Val lie Trp Gly Asp 
175 

Lys Leu Ser Ala Leu 
190 

Ala Gly His Leu Ala 
205 

lie Leu Lys Phe Leu 
220 



<210> 304 
<211> 255 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 304 

Trp Gly Tyr Gly Val His Asn Gly Pro Glu His Trp Pro Leu Leu Tyr 
15 10 15 

Pro lie Ala Gly Gly Asp Arg Gin Ser Pro lie Asn lie Gin Thr Lys 
20 25 30 

Lys Ala Arg Tyr Asp Pro Ser Leu Lys Pro Leu Ser Val Ser Tyr Tyr 
35 40 45 

Ala Ala Thr Ala Lys Glu lie Thr Asn Asn Gly His Ser Val Gin Val 

50 55 60 

Glu Phe Asp Asp Ser Met Asp Lys Ser Val Leu Ser Gly Gly Pro Leu 
6 C 70 75 80 

Pro Ala Pro Tyr Arg Leu Lys Gin Phe His Phe His Trp Gly Ser Ser 

85 90 95 
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Asn Glu His Gly Ser Glu His Thr Val Asp Gly Val Lys Tyr Pro Ala 
100 105 110 



Glu Leu His Leu Val His Trp Asn Ser Thr Lys Tyr Gly Ser Tyr Lys 
115 120 125 

Glu Ala Gin Lys Lys Pro Asp Gly Leu Ala Val Leu Gly Val Phe Val 
130 135 140 

Lys Val Gly Ala Glu Asn Pro Gly Leu Gin Lys Leu Val Asp Ala Leu 
145 150 155 160 

Gin Asn lie Lys Thr Lys Gly Lys Ser Ala Thr Phe Thr Asn Phe Asp 
165 170 175 

Pro Ser Asp Leu Leu Pro Ala Leu Arg Asp Tyr Trp Thr Tyr Pro Gly 
180 185 190 

Ser Leu Thr Thr Pro Pro Cys Thr Glu Ser Val Thr Trp lie Val Leu 
195 200 205 

Lys Glu Pro lie Thr Val Ser Ser Glu Gin Leu Glu Lys Phe Arg Ser 
210 215 220 

Leu Leu Phe Ser Val Glu Gly Glu Glu Glu Val Pro Met Val Asp Asn 
225 230 235 240 

Tyr Arg Pro Thr Gin Pro Leu Lys Gly Arg Val Val Arg Ala Ser 
245 250 255 



<210> 305 
<211> 322 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 305 

Pro Leu Phe Ser Arg Asp Glu His Arg Phe Ala Arg Ser Trp lie Ala 
15 10 15 

Trp Trp Ser Ala Leu Cys Phe Val Ser Thr Leu Phe Thr Val Leu Thr 
20 25 30 

Phe Leu lie Asp Trp Lys Arg Phe Arg Tyr Pro Glu Arg Pro lie Phe 
35 40 45 

Tyr Leu Ser Ala Cys Tyr Leu lie Val Ser Val Gly Tyr Leu lie Arg 
50 55 60 

Phe Phe Leu Gly Arg Glu Glu lie Ala Cys Arg Lys Ala Asp Gly Gly 

65 70 75 80 

Met Arg Thr Val Thr Gin Gly Ser Thr Glu Asn Leu Ser Cys Thr Val 
85 90 95 

Leu Phe Leu Leu Val Tyr Phe Phe Gly Met Ala Sei Ser Val Trp Trp 
100 105 110 
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Val lie Leu Thr Leu Thr Trp Phe Leu Ala Ala Gly Leu Lys Trp Gly 
115 120 125 



His Glu Ala lie Glu Ala Lys Ser Ser Tyr Phe His Leu Val Ala Trp 
130 135 140 

Gly Leu Pro Ala Val Leu Thr lie Thr Val Leu Ala Leu Asn Lys Val 
145 150 155 160 

Asp Gly Asp Pro lie Thr Gly lie Cys Phe Val Gly Asn Leu Asn Leu 
165 170 175 

Asp Ala Leu Arg Gly Phe Val Leu Ala Pro Leu Cys Val Tyr Leu Val 
180 185 190 

lie Gly Thr Leu Phe Leu Leu Ala Gly Phe Val Ser Leu Phe Arg lie 

195 200 205 

Arg Ser Val lie Lys Thr Gin Gly Thr Asn Thr Ser Lys Leu Glu Lys 
210 215 220 

Leu Met Val Arg lie Gly Val Phe Ser Leu Leu Tyr Thr Val Pro Ala 
225 230 235 240 

Leu lie Val lie Ala Cys Tyr Phe Tyr Glu Gin Ala Asn Arg Asp Glu 
245 250 255 

Trp Glu Arg Ser Trp Leu Asp Cys lie Cys Cys Gin Tyr Gin lie Pro 
260 265 270 

Cys Pro Tyr Lys Asp Lys Ser Ser Asp Pro Glu Ala Arg Pro Pro Leu 
275 280 285 

Ala Val Phe Met Leu Lys Tyr Phe Met Ser Leu Val Val Gly He Thr 

290 295 300 

Ser Gly Val Trp Val Trp Ser Lys Lys Thr Leu Glu Ser Trp Arg Arg 
305 310 315 320 

Phe Phe 



<210> 306 
<211> 117 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
sequence 

<400> 306 

Arg Cys Glu Pro He Thr Leu Pro 
1 5 

Leu Thr Ser Met Pro Asn Leu Leu 
20 

Giy Leu Glu Leu Ser Gin Phe Tyi 

3 5 4 " 



Sequence : consensus 



Leu Cys Lys Asp Leu Gly Tyr Asn 
10 15 

Gly His Thr Thr Gin Glu Glu Ala 

2 5 30 

Pro Leu Leu Asn Val Gin Cys Ser 
45 
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Pro Asp Leu Arg Phe Phe Leu Cys Ser Val Tyr Ala Pro Val Cys Thr 

50 55 go 

Glu Asp Leu Pro Glu Pro lie Leu Pro Cys Arg Ser Leu Cvs Glu Ala 

b D 



70 



75 



Ala Arg Glu Gly Cys Glu Pro Leu Met Glu Lys Phe Gly Phe Gly Trp 
85 90 



95 

Pro Glu Phe Leu Arg Cys Asp Arg Phe Pro Val Gin Asn Glu Leu Cys 
100 105 no 

Met Asp Pro Val Pro 
115 
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